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Nucleotide sequences 

SEQ ID NO: 1 nt : 405 

GGATCCTGTGGCCCACAGAGCTGCCCCAGCAGACGCTCCGCCCCACCCGGTGATGG 
AGCCCCGGGGGGACAATCGTGCCTGGGGAGGAGCAGGGTACAGCCCATTCCCCCAG 
CCCTGGCTGACCTGGCCTAGCAGTTTGGCCCTGCTGGCCTTAGCAGGGAGACAGGG 
GAGCAAAGAACGCCAAGCCGGAGGCCCGAGGCCAGCCGGCCTCTCGAGAGCCAGAG 
CAGCAGTTGAATGTAATGCTGGGGACAGGCATGCTGCCGCCAGTAGGGCGGGGACC 
CGGACAGCCAGGTGACTACCAGTCCTGGGGACACACTCACCATAAACACATCCCCA 
GGCAGGACAGATCGGGGAAGGGGTGTGTACCAGGCTATGATTTCTCTTGCATTAAA 
ATGTATTATTATT 

SEQ ID NO: 2 nt : 550 

GGC T T T GAC AG AGT GC AAGAC GAT GAC T T GC AAAAT GT CGC AT C T GGAACGC AAC A 
TAGANACCATCATCAACACCTTCCACCAATACTCTGTGAAGCTGGGGCACCCAGAC 
AC C C T G AAC C AG G G G G AA T T C AAAG AG C T G G T G C G AAAAG A T C T G C AAAAT T T T C T 
CAAGAAGGAGAATAAGAATGAAAAGGTCATAGAACACATCATGGAGGACCTGGACA 
CAAATGCAGACAAGCAGCTGAGCTTCGAGGAGTTCATCATGCTGATGGCGAGGCTA 
ACCTGGGCCTCCCACGAGAAGATGCACGAGGGTGACGAGGGCCCTGGCCACCACCA 
TAAGCCAGGCCTCGGGGAGGGCACCCCCTAAGACCACAGTGGCCAAGATCACAGTG 
GCCACGGCCACGGCCACAGTCATGGTGGCCACGGCCACAGCCACTAATCAGGAGGC 
CAGGCCACCCTGCCTNTACCCAACCAGGGCCCCGGGGCCTGTTATGTCAAACTGTC 
TTGGCTGTGGGGCTAGGGGCTGGGGCCAAATAAAGTCTCTTTCTCC 

SEQ ID NO: 3 

ACGAAGACAGACATCTGTGGAATGATTCACATCCTCTCAAGTTAGGAGGATGGAGG 
CCTGCTTCATTAAGAAGCTGGGGGTAGGGTGGGGGTGGGGAGAACACTTAACAACA 
TGGGGACCAGTCAGGGGAATCCCCTTATTTCTGTTTTGCATATGAGGAACCCTAGA 
GCAGCCAGGTGAGGCTCTCTAGTTTAATAAAAATCATGGAAAGACTCTTAATGCAG 
ACTCTTCTTAAGTGTTAATAGGGATTTTTTCAGCTTATTTTGGTTGCAGTTTCCAA 
TTTTTAAAAATGTTGAGGTAATCTTTCCCACCTTCCCAAACCTAATTCTTGTAGAT 
GCATTAGTGTTGAACCAATGCTTTCTCATGTCTCAATTCTTTGTATATGCATTCTT 
T T C AG AT G T AT T AAAC AAAC AAAAAC C C T T C 

SEQ ID NO: 4 nt : 286 

CCGGTAATAGAATAGAAAAGGGAGAGTGTCTTCATGCAATGTGGCATCCTGGATTG 
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GGTCTCGNNACAAAAACAGGACATTAGTGGGAAAATTGGAAATCTGAAAAAAGTCT 
GAATTTTAGTTAATATACCAATTTCAGTCTCTTGGTTTTGACAGATGTACCATGGT 
GATGTAAGATGTTGACCTTGGGGTAGGCTGGGTGAAGGGTATACAGGAACTCTTTG 
T AC TAT C T C T GC AAC T T C T C T G T AAAT C TAG TAT CAT T C C AAAAT AAAAG T T TAT T 
TAATTT 

SEQ ID NO: 5 

GTGGAAGTGACATCGTCTTTAAACCCTGCGTGGCAATCCCTGACGCACCGCCGTGA 
TGCCCAGGGAAGACAGGGCGACCTGGAAGTCCAACTACTTCCTTAAGATCATCCAA 
CTATTGGATGATTATCCGAAATGTTTCATTGTGGGAGCAGACAATGTGGGCTCCAA 
GCAGATGCAGCAGATCCGCATGTCCCTTCGCGGGAAGGCTGTGGTGCTGATGGGCA 
AGAACACCATGATGCGCAAGGCCATCCGAGGGCACCTGGAAAACAACCCAGCTCTG 
GAGAAACTGCTGCCTCATATCCGGGGGAATGTGGGCTTTGTGTTCACCAAGGAGGA 
CCTCACTGAGATCAGGGACATGTTGCTGGCCAATAAGGTGCCAGCTGCTGCCCGTG 
CTGGTGCCATTGCCCCATGTGAAGTCACTGTGCCAGCCCAGAACACTGGTCTCGGG 
CCCGAGAAGACCTCCTTTTTCCAGGCTTTAGGTATCACCACTAAAATCTCCAGGGG 
C AC CAT T G AAAT C C T GAG T GAT G T GC AC T GAT C AAG AC T GG 

SEQ ID NO: 6 

CAGCGCAGGGGCTTCTGCTGAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGATAAG 
TTTTTTTCTCTTT GAAAG AT AGAGAT T GNT AC AAC T AC T T A A A A A A T A T A G T C A A T 
AGGTTACTAAGATATTGCTTAGCGTTAAGTTTTTAACGTAATTTTAATAGCTTAAG 
ATTTTAAGAGAAAATATGAAGACTTAGAAGAGTAGCATGAGGAAGGAAAAGATAAA 
AGGTTTCTAAAACATGACGGAGGTTGAGATGAAGCTTCTTCATGGAGTAAAAAATG 
TATTTAAAAGAAAATTGAGAGAAAGGACTACAGAGCCCCGAATTAATACCAATAGA 
AGGGCAATGCTTTTAGATTAAAATGAAGGTGACTTAAACAGCTTAAAGTTTAGTTT 
AAAAG T T G T AGGT GAT T AAAAT AAT T T G AAGGCGAT C T T T T AAAAAGAGAT T AAAC 
CGAAGGTGATTAAAAGACCTTGAAATCCATGACGCANGGAGAATTGCGCATTTAAA 
GCCTAGTTACGCATTTACTAAACGCAGACGAAAATGGGAAGATTAATTGGGAGTGG 
T AGGAT GAAAC AAT T T T GGAGAAGAT AG AAG 

SEQ ID NO: 7 

C T C AAAGG AG AAAAAAAAC C T T G T AAAAAAAGC AAAAAT G AC AAC AG AAAAAC AAT 
CTTATTCCGAGCATTCCAGTAACTTTTTTGTGTATGTACTTAGCTGTACTATAAGT 
AGTTGGTTTGTATGAGATGGTTAAAAAGGCCAAAGATAAAAGGTTTCTTTTTTTTT 
CCTTTTTTGTCTATGAAGTTGCTGTTTATTTTTTTTGGCCTGTTTGATGTATGTGT 



Clean Copy 

GAAACAATGTTGTCCAACAATAAACAGGAATTTTATTTTGCTGAGTTGTTCTAAAA 

AAAAAAAAAAAAAAAAA 

SEQ ID NO: 8 

AGTAGAGACGGGGTTTCACTGTGTTAGCCAGGATGGTCTCGATCTCCTGACCTCGT 
GATCCGGCCACCTCGGCCTCCCGAAAGTGCTGGGATTACAGGCGTGAGCCACGGCG 
CCCAGCCCCAGCCTGTCACTTAAACTGATAAACGACAGATTAACAGTAGAAAAATT 
TTATTTTGCATACATAATGAGGCTTCACAAAAGAGAAGTGAAAACCCAAGTAGGAG 
TTTAGGGCTGGGGGCTTATATACCATTTAACAAGGGGTGATAAATTGTAAGAGAAT 
AG 

SEQ ID NO: 9 

TCCTTGGTTTCGATTTGTGGCAACAATCCAGTCTTTTTGTTTTTTTCAGGGATACC 
ATATGTAACAGGTGCCATTGTTACTGTAACTTTTCACACATGCCTTCAGTTTGATG 
TCAAAGTCATCATTTAGTGTAAACAGCAAGTTATCTGTTAGGCTGCACATCATGAA 
CTTTACTTTTAGAAAGTCTTATCTTTTATGCCACAGAAATAGCATTTGGCTATTAG 
TCATGGATGGCAAAGAAATTAATTTTGAGTTGTTTGGATAAAAATGTTTCAGTTGA 
CTGTAGTGTGTATTGAGAGACACTGCCAGTAAACAAACTCTCTTGGTAGGTGGAAA 
TCCCCTAGAAGTTACAGAAAATTGGGAGGAGGTGAACTTAATTAAATAACTTGAAT 
TGTT TAG AC AT AT T C AG AGC T T C T T AT G AC C T T GAAGAAAT C AC C C AAC T T CAAAA 
G AC CTCGGTTTCTT CAT T T GT AAAAT T AGGGAGT T T GAC T AGAT G T GT AAAT C T AG 
T T G T T AG T T AAC T T C T AAG A T G T AAAAAC CCTCTTGTTT AAC AAAAAC C T AC AAG A 
TCAAGTTGCTTATCTGAAATCTTTATGAATCAACACTAGTCACTAAGTCTAGCTCG 
ACC 

SEQ ID NO: 10 

CTTTTCCTCCCGCTGTCCCCCACGGAGGGGACTGCTCTCCCCCGCTGCATCCTTTC 
TGTGAGGTACCTTACCCACCTCAGCACCTGAGAGGGTGAAATAGAATTCTAACCTC 
GACATTCGGGAAGTGTTTTTGAGAAGTCTCGGTCGGTAAGGGAAGTCTTCCAAGTC 
CGTGCAGCACTAACGTATTGGCACCTGCCTCCTCTTCGGCCACCCCCCAGATGAGG 
CAGCTGTGACTGTGTCAAGGGAAGCCACGACTCTGACCATAGTCTTCTCTCAGCTT 
CCACTGCCGTCTCCACAGGAAACCCAGAAGTTCTGTGAACAAGTCCATGCTGCCAT 
CAAGGCATTTATTGCAGTGTACTATTTGCTTCCAAAGGATCAGGCCCTGAGAACAA 
TGACCTTATTTCCTACAACAGTGTCTGGGTTGCGTGCCAGCAGATGCCTCAGATAC 
CAAGAGATAACAAAGCTGCAGCTCTTTTGATGCTGACCAAGAATGTGGATTTTGTG 
AAGG AT GCNC AT GAANAAAT GGACNAGC T GT G 
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SEQ ID NO: 11 nt : 373 

AAGTGGGTCTTGCCATCCCTGAACTGNAATCATCCCTAACATATTCATACCTGTTT 
TCATTTTAAAAGTTGGGTCAGTTTTTTTATTAGTACATGTATTTCTATCCTACTGA 
TTTATTTGCTATATCATCTAATTTAGTTTGAATATTCCATAATTTACTTAATTAGT 
CCTGTATGGAGACCTAGCTCTTCTCAGTGTCTACTATTATAAACAATGCTACAGTG 
AATATTGGTGNATAAATCCATACNCACCACGTACATATCTTAAGTTCTGGAAGAGA 
TATTGCTAAACCAGAAGATAACCTGCATTTAAAATTTGACTGCTAGGGNCAGGGNC 
AC AT T TAAT TAAAT T AGAAC AANGAAT GC AT AAT GNC 

SEQ ID NO: 12 

CCGGAATCGCGGCCGCGTCGACGAAAATATGTGCCCTGGCCAACTCCACAGGACTA 
GTT C T AGGC AAT C T G AAGG AAAC C AG AAAAT G T G AAT TTCTCTTCCCT C AAAAAGC 
TAT AC T GAAGT AGT AT T TAAT AT T C AAGT AC T T GT AAAT T T GC AGAAC AGT AC T T T 
TTAATTTGACCCATGAATTCTATTTAAATTTGTCACTTAATATTTAGCCAAGAAGC 
AAACCATCTAAAAAGATTTCTGGTTTATTTCTCCAACTCCTAATAAATAGGGTCAC 
ATATTTTTTAACTTTTTTCTAATTTGAAAAGTAATACAGGCATATGGTATTTTAAA 
AATGAAACAACACAAAGGGATATGTTTTGAAAAGTGGTCTTGCCATCCCTGAACTG 
TAATCATCCCTAACATATTCATACCTGTTTTCATTTTAAAAGTTGGGTCAGTTTTT 
TTATTAGTACATGTATTTCTATCCTACTGATTTATTTGCTATATCATCTAATTTAG 
TTTGAATATTCCATAATTTACTTAATTAGTCCTGTATGGAGACCTAGCTCTTCTCA 
GTGTCTACTATTATAAACAATGCTACAGTGAATATTGGTGNATAAATCCTACACAC 
CACGTAACATATCTTAAGTTCCTGGAAGAGATATTGCTAAACCAGAAGATAACCTG 
C AT T T AAAAT T T GAC T GC T AGGGT C AGGGT C AC AT TT AAAT T AAAT T AGAAC AAGG 
AATGCATAATGTCTTCGATAGCAATCTATTCAAGGTGCACCGTGGTCACAAAGGAA 
AGCAAAACTGTC 

SEQ ID NO: 13 nt:564 

C C T GGNC AGAGGC C T C T AT C C T GT ANT GAT AAT T GCC AT C AAAAT T GT C AAAAANG 
ATTTAATTTCTATGGGNAATAGTCCTTTTCTTAGCTTCTGCCNNTCACTTGCTTAT 
TTTTTGTGTGGGAATGGGGTTGGATAAACCAATGAACTTTATTATAAACAAATCCC 
ACCTATATCTANCAAATTTATATTTTCGGTGAAATACAGATATTTGCCTTTCTGGA 
GTANTATAGAAGCTGTCAATATGTATCTACTGTACAGTACTAAATAGTATTCATTT 
ATGAAATGAGTAGTGTTTGGGTGGCTGGGGTTAAGGAAAAATGAGACTTGGAATTG 
TAGCTTTTATCCAAGTTTTGAGTATAAATAGGGTTTTGTTTTGTTTTTTTTAACCT 
AAAAACTGAAATGCCATATAGAAAAACAGCATTGTTTTTACAGTTTGTAGTAAGTA 
AC T T T T T AAAG AT T T T AT C AAAAAGAAT TTTGTCTATNGT G AG T AAAAG AAG T T C T 
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AATAATGGCCTAATCACTGCATTTTTAAAAAACAAAGTTCAACACAAATGACATTT 
GTTT 

SEQ ID NO: 14 

CCTCTCCTCCATCTAAAGGCAACATTCCTTACCCATTAGTCTCAGAAATTGTCTTA 
AGCAACAGCCCCAAATGCTGGCTGCCCCCGGCCAAGCATTGGGGCCGCCATCCTGC 
CTGGCACTGGCTGATGGGCACCTCTGTTGGTTCCATCAGCCAGAGCTCTGCCAAAG 
GCCCCGCAGTCCCTCTCCCAGGAGGACCCTAGAGGCAATTAAATGATGTCCTGTTC 
CATTGG 

SEQ ID NO: 15 nt : 554 

CCCGGAATCGCGGCCCGCGTCGACAACAAACCTGCATGTTCTGCACATGTATCCAG 
G AAC T T AAAAAAAAAAAAAG AT AG TTTGTGTGTCT TAAT T G AAT AAT AG T AG AT T T 
ATAGATTAAAGATCTATGGGTTTTTAATATGGATTANAAATCTGTGGGTTTTTGAT 
ATGGATTANAAATCTGTGGGTTTTTAATATGGATTGGAAATCTGTGGGTTTTTAAT 
ATGGATTAAAAAACATCTGTGGGTTTTTAATATGGATTAAACATCTGTGGGTTTTT 
AATATGGATTAAACATCTGGGTTTTTAATATGGATTAAACATCTGTGGGTTTTTAA 
TATGGGTTAAAAATCAAAAGAAAATGAACTATTTGCTCCAGTGCAGGAAAATACAG 
GCAATACTGGATACAATTAGATGGTCAGGAGCGATAACCCGGTTGCCATTGTTTGA 
AGAAGAGAATAAGGNGCTAGCATTCCTATCCGTAGATAATTTGACAGCTAGGAAAT 
AGGGGGAGTCTTCTATGTAGTTAGTGAAGGCTAAATGAACTATTATATGC 

SEQ ID NO: 16 

CTTTTCCTCCCGCTGTCCCCCACGGAGGGGACTGCTCTCCCCCGCTGCATCCTTTC 
TGTGAGGTACCTTACCCACCTCAGCACCTGAGAGGGTGAAATAGAATTCTAACCTC 
GACATTCGGGAAGTGTTTTTGAGAAGTCTCGGTCGGTAAGGGAAGTCTTCCAAGTC 
CGTGCAGCACTAACGTATTGGCACCTGCCTCCTCTTCGGCCACCCCCCAGATGAGG 
CAGCTGTGACTGTGTCAAGGGAAGCCACGACTCTGACCATAGTCTTCTCTCAGCTT 
C C AC TGCCGTCT C C AC AG G AAAC C C AG AAG T T C T G T G AAC AAG T C C AT GC T G C C AT 
CAAGGCATTTATTGCAGTGTACTATTTGCTTCCAAAGGATCAGGCCCTGAGAACAA 
TGACCTTATTTCCTACAACAGTGTCTGGGTTGCGTGCCAGCAGATGCCTCAGATAC 
CAAGAGATAACAAAGCTGCAGCTCTTTTGATGCTGACCAAGAATGTGGATTTTGTG 
AAGGATGCACATGAAGAAATGGAGCAGGCTGTGGAAGAATGTGACCCTTACTCTGG 
C C T C T T G AAT GAT AC T G AGG AG AAC AAC T C T G AC AAC C AC AAT CAT G AGG 



SEQ ID NO: 17 
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TGGTACAGATACAAACTGGACTCTCAGGACAAAACGACACCAGCCAAACCAGCAGC 
CCCTCAGCATCCAGCAGCATGAGCGGAGGCATTTTCCTTTTCTTCGTGGCCAATGC 
CATAATCCACCTCTTCTGCTTCAGTTGAGGTGACACGTCTCAGCCTTAGCCCTGTG 
CCCCCTGAAACAGCTGCCACCATCACTCGCAAGAGAATCCCCTCCATCTTTGGGAG 
GGGTTGATGCCAGACATCACCAGGTTGTAGAAGTTGACAGGCAGTGCCATGGGGGC 
AACAGCCAAAATAGGGGGGTAATGATGTACGGGCCAAGCACTGCCCAGCTGGGGGT 
CAATAAAGTTACCCTTGTACTTG 

SEQ ID NO: 18 

CGCCACTTATCCAGTGAACCACTATCACGAAAAAAACTCTACCTCTCTATACTAAT 
C T C C C T AC AAAT C T C C T T AAT T AT AAC AT T C AC AGC C AC AG AAC T AAT CAT AT T AA 
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

SEQ ID NO: 19 

CAGAACAGTACTTTTTAATTTGACCCATGAATTCTATTTAAATTTGTCACTTAATA 
TTTAGCCAAGAAGCAAACCATCTAAAAAGATTTCTGGTTTATTTCTCCAACTCCTA 
ATAAATAGGGTCACATATTTTTTAACTTTTTTCTAATTTGAAAAGTAATACAGGCA 
TATGGTATTTTAAAAATGAAACAACACAAAGGGATATGTTTTGAAAAGTGGTTCTT 
GC C AT C C C T G AAC T G T AAT CAT C C C T AAC AT AT T CAT AC C T G T T T T CAT T T T AAAA 
GTTGGGTCAGTTTTTTTATTAGTACATGTATTTCTATCCTACTGATTTATTTGCTA 
TATCATCTAATTTAGTTTGAATATTCCATAATTTACTTAATTAGTCCTGTATGGAG 
ACCTAGCTCTTCTCAGTGTCTACTATTATAAACAATGCTACAGTGAATATTGGTGT 
ATAAATCCATACACACCACGTAACATATCTTAAGTTCCTGGAAGAGATATTGCTAA 
ACCAGAAGATAACCTGCATTTAAAATTTTGACTGCTAGGGTCAGGGTCACATTTAA 
ATTAAATTAGAACAAGGAATGCATAATGTCTTCGATAGCAATCTATTCCAGGTGCA 
C C G T GG T C AC AAAGG AAAGC AAAAC T G T C AAT AAC TTTCTTCTCA 

SEQ ID NO: 20 

T AGC AT T T GGCC T T T T AAAAC AT T T GT T TAT TTTTTTTCT GAGAAT GGC T AAC AC A 
CTTTATTGAGGTTCGAAATTAATAAAGAAAATAAAAGAAATGTATCTTCATTCATT 
CTGTATGTTAGTGTTTTAATTACCCTTAGAATATATGGATAAAAAATACTATTCTT 
TGTCTTGGAGAAGGTAAGAGTCTAGTTAGATGAATAAGGGTTATCTATGTAGAACA 
ACTAGAGAATGAGAAGAGAGCTTATGAGATTGAGTACTACGTTATGCAGTAGAGTA 
GCACGTCATCTGCTACTGAGTATGGTGTGATAACATTGTGTAACAGGAAAGTATGA 
T C AAT AT C T AC T TAAAAT T AAGGAC AAT AT T AGC AC T AC AT TGCTTTATT TTAAAG 
TAAAAATTAGAGAACTAAACACAAGCATTGTAAGTACAATAAAAGCTGATCTTTCT 



Clean Copy 

AGTTAAGCAGAATAATACATGTTCAAGCATCTGCTAAATCATTAAATATAAGAATA 

TAGGGGTTTTCTATAATCTTATTTTCTTTGGAAGAGTACCTCATTTTCAAGANGAG 

AAGT T T C T AAT T GC C AC T T C T T T AAAAAT AAAAC AGGG T T T T AAT GT T CCC AGC AC 

AAAAAT T AAT AT C T C T T C AAAAAG TCTCTTGT GAT T AAG T T T G AAT C C C T T G T CAT 

ACTGCTTCTAATATTGACACTGACCTCCTTAGGTATTTTTCAGGGGTTATAATCTT 

TTCTTAAGGTATCTTTTTTCAAGAATTGGATACCTTGGGCTT 

SEQ ID NO: 21 

CGCGTCGACTTTTAAAGTCATCTCTATAGGAAGGTGCTGGGCAGGGATCCCAGAGA 
AAGAAAGGGTCCAAGACTCCATTAACTGCCCTGGATGAAGGGCACTGCTACAGCAG 
CTAGTACCAGAGACTCTCCTATCTCACGGTTGAGGCAGACCCAGGATAGAATAGAG 
AAT AAAAGGAAT GC T T AT AGGAAAC AAT T T T G T AT GGAAT GC T AG AT GGCC AAGC C 
TCAGCCTTTGGTCCAGTGCAACCCTTGCCTCGCTTGTCAACAGTGAAAAATTAGTT 
TGGTTAGAAGAACCATCTGGAAACACACCAGCTTCTGCTACCTTCATGCTCATTGT 
TAAAAAAAGATTAACCAGTGTGAACATTCTGATCTGTTAATTCCAGGGACTGTTTT 
CTTTCCAATGGACTGTTTGTTGGTAGAATAACCCCCAAAAGCTCAAAGCTAAAATG 
CATCATCAGTCCTAGTCGGCAGTTCCTTAAGAATGGACTGGCGGCGTGGTTGAGCT 
GATATGGAAAAGCTGCACCTTCCTGCAGAAGATCAACTGACCTGCTATCCCACCCC 
AAATTCAACCTGAGGTATATTTCAGTGAAGCAGGTAGCTGTGCTTCTCAAAGCAGA 
G AAG C AG T T T T AAG AAC C AAAAAG G T AG AG G AAA T C T A 

SEQ ID NO: 22 

GTTTGTTACAGGCAGAATTGGATAGATACAGCCCTACAAATGTATATGCCCTCCCC 
T GAAAAAAAT TGGAT GAAAAT C T GC AC AGC AAAGT GAAAC AC AC AGAT AAT AGGAA 
CAAAATGTAGTTCCCATGTGCCAAACAAAATAAATGAAATCTCTGCATGTTTGCAG 
CATATCTGCCTTTTGGGAATGTAATCAAGGNATAATCTTTGGCTAGTGTTATGTGC 
CTGTATTTTTTTAAAATGGTACACCAGAAAAGGACTGGCAGTCTACTTCTACCATA 
G T T AAAC T T C ACCC T C T T T AAT T T C AC AAC AT AT T C T T T GGAAGC AGGAAGAAAT G 
CTCATAAAGAGGATCAGACCTTCTTTCCCGTGAAACCAGTATTTGGCGCCATATAT 
AAGCCTGGTTAAATTGGTCATCTAAAGCTGTCAAATAAGACATTCTGTGAAAGGTA 
AACATCGAAACTGGTTATAAGTAAAACCATCAAGCCAACAACAGGGTCTTGAGATA 
ACCTTTGAAGCTTATTGTCTGGCCTGCACCAGAAGATGTCTGCATTACTCATTGCT 
AAAAAT GT GT AC AC AGAACTGC AC TAGGATT AAT TGGTTCAAGAAGAAATTT AAAC 
TTACGTTTGGGTTTCCATACAGCACTCTATTGAATACATGCATCTGAATTTAAGTT 
GCAA 



SEQ ID NO: 23 



Clean Copy 

GACCAGTAATGGCTTTTAAGAGTCCATTTTGTCATTGTCTCCCTAGTTAATTACAG 
GTGGGGGATCTTTTGCCTCTATTCTCTTCATATTGAAATGAATCATACTCATGTTT 
T G T G G AAC T C C T T AAAG T T G T AG C T G T C AT GAT C AG AT TTTTTTTATATTTCCTCA 
GCTTAACTCTGCTACTTGATTTACAGTGACCCATAACCTACTCATCCTTGGTTTAT 
AGTGACACATAATCTTATCTCTTTATAGAACCTTAAATTTTATCATTATTTTCGCT 
TAGAATACAGCATTTCTTTGCTTCTGTTGCTGGTTTGACTTAAGAAATAAGGCAGT 
AACTCTGATCAATCAATTATCCATAAGGAAGGGCTTTTCATGGGTTCTATTAATTT 
GTTAGTACCCTAAGTATATCTGAAAAATATGTCTATTGAGAGAAGATTTTGGCATT 
CCAGATGGTATAGTCTATATATATTTAAAGTTTTGAATTTGCTTATATATACTCAG 
CTTTCTTTTTCTAGCATTTTTGCATTTACCTGTTAATTGAAGTATACCCCCCACAT 
ATAAAAGTTCCTCTTAAAGACACTGGACTCTTTCTGGGGGGCTAAAATA 

SEQ ID NO: 24 nt : 554 

CCCGGAATCGCGGCCCGCGTCGACAACAAACCTGCATGTTCTGCACATGTATCCAG 
G AAC T T A A A A A A A A A A A A AG A T AG TTTGTGTGTCT TAAT T G AAT AAT AG T AG AT T T 
ATAGATTAAAGATCTATGGGTTTTTAATATGGATTANAAATCTGTGGGTTTTTGAT 
ATGGATTANAAATCTGTGGGTTTTTAATATGGATTGGAAATCTGTGGGTTTTTAAT 
ATGGATTAAAAAACATCTGTGGGTTTTTAATATGGATTAAACATCTGTGGGTTTTT 
AATATGGATTAAACATCTGGGTTTTTAATATGGATTAAACATCTGTGGGTTTTTAA 
TATGGGTTAAAAATCAAAAGAAAATGAACTATTTGCTCCAGTGCAGGAAAATACAG 
GCAATACTGGATACAATTAGATGGTCAGGAGCGATAACCCGGTTGCCATTGTTTGA 
AGAAGAGAATAAGGNGCTAGCATTCCTATCCGTAGATAATTTGACAGCTAGGAAAT 
AGGGGGAGTCTTCTATGTAGTTAGTGAAGGCTAAATGAACTATTATATGC 

SEQ ID NO: 25 

CGGCTACCGACAGAAGGACTATTTCATCGCCACCCAGGGGCCACTGGCACACACGG 
TTGAGGACTTCTGGAGGATGATCTGGGAGGGGAAGTCCCACACTATCGTGATGCTG 
ACGGAGGTGCAGGAGAGAGAGCAGGATAAATGCTACCAGTATTGGCCAACCGAGGG 
C T C AGT T AC T C AT GGAGAAAT AAC GAT T GAGAT AAAGAAT GAT AC CC T T T C AGAAG 
CCATCAGTATACGAGACTTTCTGGTCACTCTCAATCAGCCCCAGGCCCGCCAGGAG 
GAGCAGGTCCGAGTAGTGCGCCAGTTTCACTTCCACGGCTGGCCTGAGATCGGGAT 
TCCCGCCGAGGGCAAAGGCATGATTGACCTCATCGCAGCCGTGCAGAAGCANCAGC 
AGCAGACAGGCAACCACCCCATCACCGTGCACTGCAGTGCCGGAGCTGGGCGAACA 
GGTACATTCATAGCCCTCAGCAACATTTTGGAGCGAGTAAAAGCCGAGGGACTTTT 
AN AT G T AT T T C AAGC T G T G AAG AG T T T AC G AC T T C AG AG AC C AC AT AT GG T GC AAC 
CCTGGAACAGTATGAAATGTGCTACAAAGTGGTACAAGATTTATTGATATATTTCT 
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GATTATGCTAATTTCAATGAAGATCCTGCCTTAAATATTTTTTAATTTAATGGCAN 
AT 

SEQ ID NO: 26 

C A AG AC TCCATCTC A A A A A A A A A A A A A A A TCTACAGTGCTGAGTATAT A A A A T T A T 
TAACACATTTCACAACAATATGTGTTTGTGGAGTTAAATATTTTTTGTCTTTAAAA 
CAGGTAATTTTAGTGCATACTTAATTTGATGATTAAATATGGTAGAATTAAGCATT 
TTAAATGTTAATGTTTGTTACATTGTTCAAGAAATAAGTAGAAATATATTCCTTTG 
TTTTTTATTTAAATTTTTGTTCCTCTGTAAACTAAAAGAACACGAAGTAATTGGTC 
ACAATTACTGGTGTTTAACTGCCAAATATGGGTAAATAAGGGAAAATTTTGTTTAA 
TATTTAGTCCTTCTGAGATGGCTTGAATATTTGAATTTTGTTGTACGTCTATACTG 
GG T AG T C AC AAG T C T T AT AAAC AC T T T AG AGG AAAG AT GG AT T T C AG T C T G T AT T T 
T T AAAC AT CAT T T AT T TTAAAT CTGGTGCT GAAAAAT AAGAAAAAAAT T AAAC T GC 
ATTCTGCTGTTCTTCTTTANAAGCATTCCTGCGTAAATACTGCTGTAATACTGTCA 
TGCAAAGTGTATCCTTTCTTGTCGTATCCTTTTTGGGGCAGTGGTTTTT 

SEQ ID NO: 27 

G C G G G A A TCGCGGCCCGCGTCGACCTC AAAG GAG AAA A A A A AC C T T G T A A A AAA AG 
C AAAAAT G AC AAC AGAAAAAC AAT CTTATTCC GAG CAT T CC AGT AAC TTTTTTGTG 
TATGTACTTAGCTGTACTATAAGTAGTTGGTTTGTATGAGATGGTTAAAAAGGCCA 
AAGAT AAAAGG T TTCTTTTTTTTTCCTTTTT T GT C T AT GAAG TTGCTGTT TAT T T T 
TTTTGGCCTGTTTGATGTATGTGTGAAACAATGTTGTCCAACAATAAACAGGAATT 
TTATTTTGCTGAGTTGTTCT A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A 
AAAAAAAAAAAAAAT T T TAAAAT T T T T A A A A T A A A A CCCTTGGTTAT 

SEQ ID NO: 28 

GCCGCGTCGACCTGCATGAGCCACAGTTTCTTGACTGGAGGCCATCAACCCTCTTG 
GTTGAGGCCTTGTTCTGAGCCCTGACATGTGCTTGGGCACTGGTGGGCCTGGGCTT 
CTGAGGTGGCCTCCTGCCCTGATCAGGGACCCTCCCCGCTTTCCTGGGCCTCTCAG 
TTGAACAAAGCAGCAAAACAAAGGCAGTTTTATATGAAAGATTANAAGCCTGGAAT 
AATCAGGCTTTTTAAATGATGTAATTCCCACTGTAATAGCATAGGGATTTTGGAAG 
CAGCTGCTGGTGGCTTGGGACATCANTGGGGCCAAGGGTTCTCTGTCCCTGGTTCA 
ACTGTGATTTGGCTTTCCCGTGTCTTTCCTGGTGATGCCTTGTTTGGGGTTCTGTG 
GGTTTGGGTGGGAAGAGGGCCATCTGCCTGAATGTAACCTGCTAGCTCTCCGAAGC 
CCTGCGGGCCTGGCTTGTGTGAGCGTGTGGACAGTGGTGGCCGCGCTGTGCCTGCT 
CGTGTTGCCTACATGTCCCTGGCTTGTTGAGGCGCTGCTTCAACCTGCACCCCTCC 
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TTGTCTCATAGATGCTCCTTTTGACCTTTTCAAAATTAATATGGATGGGAAAGCTC 
CTATGCCTTTTGGCTTCCTGGTAGAAGGCGGGATGCCCAAGGGTCTGCCTGGGTGT 
GGATTGGATGCTTGGGGTGTGGGGGTTGGAAACTGTCTTGTGGCCCACTTGGGCCC 
C 

SEQ ID NO: 29 

CCCGCGTCGACTTTTAAAGTCATCTCTATAGGAAGGTGCTGGGCAGGGATCCCAGA 
GAAAGAAAGGGTCCAAGACTCCATTAACTGCCCTGGATGAAGGGCACTGCTACAGC 
AGCTAGTACCAGAGACTCTCCTATCTCACGGTTGAGGCAGACCCAGGATAGAATAG 
AGAATAAAAGGAATGCTTATAGGAAACAATTTTGTATGGAATGCTAGATGGCCAAG 
CCTCAGCCTTTGGTCCAGTGCAACCCTTGCCTCGCTTGTCAACAGTGAAAAATTAG 
T T T GG T T AGAAGAAC CAT C T GGAAAC AC AC C AGC T T C T GC T ACC T T C AT GC T CAT T 
G T T AAAAAAAG AT T AAC C AG T G T G AAC AT T C T GAT C T G T T AA T T C C AG G G AC T G T T 
TTCTTTCCAATGGACTGTTTGTTGGTAGAATAACCCCCAAAAGCTCAAAGCTAAAA 
TGCATCATCAGTCCTAGTCGGCAGTTCCTTAAGAATGGACTGGCGGCGTGGGTGAG 
CTGATTTGGAAAACTGCCCTTCTGCAAAAAACACTGGCCTGCTTTCCA 

SEQ ID NO: 30 

C AAG AC T C CAT C T C A A A A A A A A A A A A A A A T C T AC AG T GC T G AG T AT AT AAAAT TAT 
T AAC AC AT T T C AC AAC AAT AT G T G T T T G T GG AG T T AAAT AT TTTTTGTCTT T AAAA 
C AGGT AAT T T T AGT GC AT AC T T AAT T T GAT GAT T AAAT AT GGT AGAAT T AAGC AT T 
TTAAATGTTAATGTTTGTTACATTGTTCAAGAAATAAGTAGAAATATATTCCTTTG 
TTTTTTATTTAAATTTTTGTTCCTCTGTAAACTAAAAGAACACGAAGTAATTGGTC 
ACAATTACTGGTGTTTAACTGCCAAATATGGGTAAATAAGGGAAAATTTTGTTTAA 
TATTTAGTCCTTCTGAGATGGCTTGAATATTTGAATTTTGTTGTACGTCTATACTG 
GGTAGTCACAAGTCTTATAAACACTTTAGAGGAAAGATGGATTTCAGTCTGTATTT 
T T AAAC AT CAT T T AT T T T AAAT CTGGTGCT GAAAAAT AAGAAAAAAAT TAAAC T GC 
ATTCTGCTGTTCTTCTTTAGAAGCATTCCTGCGTAAATACTGCTGTAATACTGTCA 
TGCAAAGTGTATCCTTTCTTGTCGTATCCTTTTTGGGGCAGTGGTT 

SEQ ID NO: 31 

CTGGACTGCATGACCAGATCTGATGGGTGAGACTCAGGTGGCATGGAAGAGCCGAA 
AGAGGATACCATATGTGGGTGCCGGGGGGGATAGGTGAGAAGTACTAGAAGGCGGA 
ATGGAAGGACACTTCTGCTCAGCTCTGTGACACGGGCAGGGACCCTGCAGGGCTCA 
GGTCCTTTAACACAGCAGCTTCATTCTAACACCAGCAGCGTTGGAACACACGTACA 
AGTATGCAGACTAAGCTCTTGCTTGGCTGATACGGCTTTTTGGGTTTTTAGAGAAC 
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ATGCATATATGTTCTCATTCATGGTACATGAACTCAGAAGCCTTACTGCCTATTTT 
TGTTAATACTTCTGGGCAAACATTACCACTTACAACTCACACCAGTTAGAAATCAT 
T T GT AAAAT GT T AT T T AAT AAAGCC AAAGAAC T AAAT CAT AT T TAT T T T CC AAGGN 
TTTCTAAGATCTCTGAAACTAATGAGGTTTTTTAAATCCCCATTAAGTACTCATCA 
CTGCTAGTAAAAGCAGTTGTCTTTACCTTTAATTCCAGTGAGTCCCCTTAAATTTA 
TTTTTTAT TAT CTTTGGCTAC ATT GCCTTAGAC AAAAT GTGGTCACCCTAATTTAA 
NGGATAAAATTCACATCCTCACAGATTTCTTATTAAGAGGGTCTAANCCTTGAATA 
ATCANCAGTGGAAATGGAAGTCTTCTTTACTGGNTTTNATCCTTTCCCTTTTTTAT 
CCCATG 

SEQ ID NO: 32 

TTTTTTTTTAAATAAAGCTGTCGGCACTCAAGGGTAATTTCATATCAGTGTGNTCT 
ACAAGCTGGGGGAAAATGAGTTCTAATTGTCANAGCTACCAAATCCTTCACCTTTA 
GCATAAAGGTTTAAAGATATCACAAAGATGCCAAGTGATTAATAATGTTTTAAACC 
ACCCCTTTTTCTGTCTGAAAAAACAACTAAAACAATATTACAACAGTATAGTTACA 
GAAGGGTTCTATTTTCATATGTTTTATGCACACTGTGCCTCAAAGGTACTATTTAA 
ATATATATACTTTTGAGGGGGTGGCTAATGCAGAAACACCCAAGACCTAAGGAAGA 
TACAACCCCATTTCTAGGTGTGAGGTCTAAATGCTTCACACACCCACTTGTGACCT 
T T T T T CAT G AAG AAT C AT AAC AC T G T GC AG T G AG AAAC AG T GGC AAAGC AAT AC T G 
AAAGC AT T T T AAAT TAT T T AC T AGGT T AAAAGGGT GAAC T GAT AC T T T AAAT AC AT 
CAAATTTCATCAT 

SEQ ID NO: 33 

GCAAGTGAGAGCCGGACGGGCACTGGGCGACTCTGTGCCTCGCTGAGGAAAAATAA 
CT AAAC AT GGGCAAAGGAGATCCTAAGAAGCCGAGAGGC AAAAT GT CAT CAT AT GC 
ATTTTTTGTGCAAACTTGTCGGGAGGAGCATAAGAAGAAGCACCCAGATGCTTCAG 
T C AAC T T C T C AG AG T T T T C T AAG AAG T G C T C AG AG AG G T G G AAG AC CAT G T C T G C T 
A AAG AG AA AG G AAAA T T T G AAG AT A T G G C AAAAG C G G AC AAG GCCCGTTAT G AAAG 
AG AAAT GAAAACC T AT AT CCC T CCC AAAGGGGAGAC AAAAAAGAAGT T C A AG GAT C 
CCAATGCACCCAAGAGGCCTCCTTCGGCCTTCTTCCTCTTCTGCTCTGAGTATCGC 
CCAAAAATCAAAGGAGAACATCCTGGCCTGTCCATTGGTGATGTTGCGAAGAAACT 
GGGAGAGATGTGGAATAACACTGCTGCAGATGACAAGCAGCCTTATGAAAAGAAGG 
C T G C G AAG C T G AAG G AAAAA T AC G AAAAG G T A 

SEQ ID NO: 34 nt : 622 

CTGTNATNGAATCTGCTTGTNACTNAAATGCTAAACTCAATTCTGTAATTCAATAG 
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GTGCACCTNTCTGAGAAACATANNAGACAATGAGGAAAAGGATTCANCATTCCGTG 
GAATTTGTACCATGATCAGTGTGAATCCCANTGGCGTAATCCAAGTAAGATGTTCA 
CAAAGAT TTGTTTT TAATGTCTAAT TAATAAAAT T T T AAAGGAAG AAAC AT TCTAA 
T AC T T T AAT T AT AAAAAG T T A AC TAT T T T C AAAGG T AT C AAAAT AC AGT T AAAC C T 
TTAAAATGTATATTTCTTAATATCTTGAAATTGTAATGCCTTTTTTTTTTCCTAAA 
TTTTTTTTGTCATGAAATGAGATAGTAACAGCAGATTGGGACAACAAGGTTATATT 
CTTGTCTTGAATCAGGCCATGGCTTCTTTCATCCAAATTTCAGACCTCATTTATTT 
ACTTTGTCCCTGCCTCCCATCCCTGGATATCANGTTTGTGGATATCTACAGTTAAT 
AGAGTGACCAAAT AGT AGGAATACTGTCTCTCT AT TCTGAAT AAAAT ACT TTGAAT 
CAGATTTAGAAATAATGAAT AAAAT ACAAATCACCATTGAAATTGCTCT AAT TTTG 
AGAGCT 

SEQ ID NO: 35 nt : 628 

ATCACNTGAGGCAAGAGTTTGAGCCAGCCTAGCTAACATGGTGAAACCCCATCTCT 
ACAAAAATATAAAAATTAGCCTGGGTGGTGATGGGCACCTGTAACCCCAGCTACTC 
GGGAGGCTGAGGTAGGAGAATCACTTGAACCCGGGAGATGGAGGTTGCAGTGAGCC 
AAGATCGTGCCACTGCACTCCAGCCTGTGTGACAGAACAAGACTCTGTCTCAAAAA 
AAAAT AAT AAT AAT AAT AAT AAT AAAAAGGAATAAC AT AGCTAGGAATAAATTTAA 
T C AAAG AGG T G AAAG AC T TAT AC AC T T AAAAC T AC AAAAAAAAAAT C AC T GAAGGA 
AT TATAGACCC AAA T A A A A A T AAA T A A A A AG AC A T TCTGTGTT T TAG GG AAAG AAG 
AC T T AAT AT T G T T AAGAT GT C AAT AC T ACC C AAAG T GAT C T AC AG AT T C AAC AT AA 
TCCCTATC A A A A T T C C A A CAGCCTACTTTGTAG AAA T G G A A A A G C C A A T T T T C AAA 
TTCAGATGGAATTGCGAGGGGT TCTGAAT AACAAAAACAATCTTGGGGAAAAAAAA 
C AAAAAAC AAAG T C AAAG AAC T C AC AC TTCTCTATT T AT AAAT T T AC T AC AAAG T T 
AT AGT AAT C AAA 

SEQ ID NO: 36 nt : 528 

TGAACATCCAGCCATGTCATTTCTTCCATTCCTGCCCTGGAGTAAAGTAGATTTAC 
TGAGCTGATGACTTGTGTGCATTTGTACATTGCAACCTTAGCTTACCTCTTGAAGC 
ATGTAGAGCATTCATCACCCACCATTCATTCACTGCCTACTCCCACCACAGCTGTT 
TCGTGGTCTGTCTGCTCCCTGTGCCACCCCCACCCCATCAGGTGGGCCTTTTGCAA 
GTGATGAAGTCACCTGTGGGGGAAGAGCTTTCCTTTCCTCTCCTCAACTCAGAAGG 
CCTCTTCCTCTTGCTCAAGAGGGTGCTGCTGCTTTCTGCCTCCTTCCCCGGCCGGC 
CTCCATCCCAGTTCACCTTTTCAGAAATGGCCCCTCAGTCAACTCTTCCCTTTTCT 
CCTGGCTTTTTATTTCTCCCAGTCTCTTAAGAGTATCCTTAGCTTTAAAAACAATA 
ACACAGAGGATGGGTGCAGTGGCTCATGCCTGTAATCCCAGCACTTTGGAGCCTGG 
GGCGGGCGGATCACTTGAGGNCA 
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SEQ ID NO: 37 

GTCCCGGAATCGCGGCCGCGTCGACCTTTTCTATGCCTGCTATATAAACAGTACCT 
TGCAAGATGTCCTGTCTGATATCCACAAAGGGGTATTGTCAACCCCAAGTTCAGAC 
AGCTTTGTATTCTTCTGTCCCTGGATACATGAATTACTGCCATCTTTACACAGCGC 
CCTAAAATACCAACGCGAAGTTACCTGCTCAGCTTGAAGCTGCGCTGTACCCTGGA 
ACCAGCACTTCTGCTGAATGACTCAGGATGAAGCCTCGACTTCTCCTTCCCATCCC 
ATGCCCAGACCCCAGTGGCTCCTTTCCCAATCTGATCCAGTGACTTTAAGTCCAGC 
TGTTGCAACCTGGGCATGAGGAGGAGTGCAAGATGGCTTTGTCCTACCTGGAAAGA 
GGCTTTCTGGA 

SEQ ID NO: 38 

CACCATTTACACACAGTGGGTCCTTGAATAGCATCGTTTTATTCAATGTCATTTTG 
TTATAACATTGAGAAAAAAATTGATTCCCGGCTGGGGCCACTGTCTGTGCACCGT 

SEQ ID NO: 39 nt : 329 

GAAAGAT C T AAAAT CGAC ACC C T AAC AT C AC AAT T A A A AG A AC T AG AG A AG C A AG A 
GCAAAT T C AAAAGC T AGC AGAAGGC AAG AAAT AAC T AAGAT C AGAGC AGAGC T GAA 
AG AG AT AG AG AC AC AAAAAAC CAT T C AAAAAAAAAC AAT G AAT C C AGG AG T T T T T T 
T T T T AAAAAGAT C AAC AG AAT T G AC AG AC T GC T AGC AAG AC T AAT AAAGAAGAGAG 
AAGC AT C AAAT AGAC T C AAT AAAAAAT G AT AAAGGGGAT AT C AC C AC C AAT C CC AC 
AGAAAT AC AAAC T ACC AT C AGAGAAC AC T AT AAAC ACC T C TAT GCAAAT 

SEQ ID NO: 40 

GAAAGAT CT AAAAT CGAC ACCCT AAC AT C AC AAT TAAAAGAACTAGAGAAGCAAGA 
GCAAAT T C AAAAGC T AGC AGAAGGC AAGAAAT AAC T AAGAT C AGAGC AGAGC T GAA 
AG AG AT AG AG AC AC AAAAAAC CAT T C AAAAAAAAAC AAT G AAT C C AGG AG T T T T T T 
T T T T AAAAAGAT C AAC AG AAT T G AC AGAC T GC TAG C AAG AC T AAT AAAGAAGAGAG 
AAGC AT C AAAT AGAC T C AAT AAAAAAT GAT AAAGGGGAT AT C AC C AC C AAT C CC AC 
AGAAAT ACAAACTACCATCAGAGAACACT AT AAACACCTCTATGCAAATAAACT AG 
AAAAT 

SEQ ID NO: 41 

GAAAGAT CT AAAAT CGAC ACCCT AAC AT C AC AAT TAAAAGAACTAGAGAAGCAAGA 
GCAAAT T C AAAAGC T AGC AGAAGGC AAG AAAT AAC T AAGAT C AGAGC AGAGC T GAA 
AG AG AT AG AG AC AC AAAAAAC CAT T C AAAAAAAAAC AAT G AAT C C AGG AG T T T T T T 



T T T T AAAAAG AT C AAC A 
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SEQ ID NO: 42 

GCCCGGAATCGCGGCCGCGTCGACGTAAGCTCGGCTGAATCCACGGTTCAAGAACA 

GGAAAGAAGGCCAAGGCATAGGGAGTGGGGCAGTTGGGTGAATATTAGTACCTTTC 

CCTCAGNTNCATTAATTACCCCTGCCTACTCTGCACAAAAGGATNTAACAACAGTT 

TCCTTTTTAATGGCCAGGTACAGCTGCTTATATGGANGGGCATTTNTNAATGATAT 

CCTTNATCACTGTCTTAATCATCACATNCTTAAAACAATCACTTTATTGTGTTAAG 

GAAGATAAAAATGGCTGGGTTCAATTTCCGTTCTGGAAGAAATCGANTNAAAAGGT 

AACCATTTAATAATGCANAGGGCANTTTCACTGCAGACCCTAATACTGGAAATTTT 

T A A A A AC A A A T GAAAAAC TTCTACTTTTTCTT CTAAGCT TACT T AAC C AC CCAAAT 

T T T C C AGC C AC AT AT C T T CC T AGT C T AC AAC T GC C T T T AAC T T T AAGAGAT GC T C A 

AAAAAAT G T AAAT T C T C AAA T AC AT T C T T AT T AC AAT T AC T GC T AAC C T 

SEQ ID NO: 43 

CCAGTGTGCTGGGATTACAGGCATGAGCCCTGCACCCAGCCTCTTAAACTGATCAT 
ATGATATTGGTTCTCAACCAAGGGTGACTTTGCCCCCAGAGGATACTTGGCAATGT 
CTGGAGATACTCAGTTGTCATGACTTGGACAGGTGCTACTGTCACCCAGTGGGTAG 
AGGTCAGGGATGGTGCTAAACATAGGACAGCTGTCAAGAGAAAAGAATGTACCCAG 
CCCC AAAT GTC AGT AGGGCTGAGGTTGAGAAACCC AGC TGT AGC TGACGTGTGAAG 
GACAGACTGGCCTGGAAGTGTGTTTTCTGCCCCTTTCCACCCCTGCATATTAGTTA 
A G G C C A A AG G A A A A A AG G A A T G C AG G A A A TGCCCGTT A A A A A T C T T C A A A AC A A T A 
TAAAATGATCAATTCCACTAAAACCCTTTACACATTTAAGTATAAAGGTATTGGTA 
GGAAAATTTGTTATTCACTGCTTTTCTCAGTGTCATGAAATAATTATTTCTGCTGT 
CAGTTT 

SEQ ID NO: 44 

A A A A A A A A A A T C AC T GAAGGAAT T AT AG AC C C AAAT AAAAAT AAAT AAAAAG AC AT 
TCTGTGTTT T AGGGAAAG AAG AC T T AAT AT TGT T AAGAT GT C AAT AC T AC C C AAAG 
T GAT C T AC AG AT T C AAC AT AAT C C C T AT C AAAAT T C C AAC AGC C T AC T T T G T AG AA 
ATGGAAAAGCCAATTTTCAAATTCAGATGGAATTGCGAGGGGTTCTGAATAACAAA 
AAC AAT C T T GGGGAAAAAAAAC AAAAAAC AAAG T C AAAG AAC T C AC AC T T C T C T AT 
TTATAATTTACTACAAAGTTATAGTAATCAAAGTCGACGCGGCCGCGATTCCGGG 

SEQ ID NO: 45 

CGACTGCGGCTCTTCCTCGGGCAGCGGAAGCGGCGCGGCGGTCGGAGAAGTGGCCT 
AAAACTTCGGCGTTGGGTGAAAGAAAATGGCCCGAACCAAGCAGACTGCTCGTAAG 
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TCCACCGGTGGGAAAGCCCCCCGCAAACAGCTGGCCACGAAAGCCGCCAGGAAAAG 
CGCTCCCTCTACCGGCGGGGTGAAGAAGCCTCATCGCTACAGGCCCGGGACCGTGG 
CGCTTCGAGAGATTCGTCGTTATCAGAAGTCGACCGAGCTGCTCATCCGGAAGCTG 
CCCTTCCAGAGGTTGGTGAGGGANATCGCCCAGG 



SEQ ID NO: 46 

GCAATTTAATTTTTAATAACAAAGATACTGTATTTTAACATGGTGAAATATACTTG 
GCTAAGTCCAGATTAAAAAAAAAAAGTATCTAGCCCAACAGTACAATTATACAGCT 
TTGTACAGAACATTCCATAGATCAACAGAAAATACATTTGAGCGCAAAAATAAAAA 
AT AT T T AAGGAGAAT C T C T AAGC AGC AT T T T AT T T C T GC AAAAGAC AT AT C T T GT C 
T GAT T AAAT AT C T AC AAG TGCTTTTCCTTT C AAAAAT AC AT AT AT T C T T AAT AGAC 
T AAG T CAT T AAC AAT GAC C T GGT AAT T C T T T C AC T T C AAT T T GAAT GAT T T AT AAG 
CTAAATCTTCAACCACAAAAAGGTTTTTATTTGTATTAAGATGTTACCACTTTTGA 
C AAAAAGC T T AAAAT AT T T T AT AT T T C AAAGGAAAAT T AGC AAC AT AAC T T T AC AA 
TATATTCTATGATATTTTGATTGTGAGGGCTACTCTATTTAAAACTGATGATCTCT 
GTTGTGTTGCTCAGATGCAGGAAAGCAGCAAAA 

SEQ ID NO: 47 nt : 534 

GACTTANATCTAAATGGACCACATTCTCTACTTAAAAAAATGCTATTAACCATGTG 
AT C T T C T C AG T CAT G AGG T AAT C T GG T G AC T AC C C T T C C T C AAAGC C AG T T GGG AT 
ATTCTTTGAATAGAGTAAAACAGTGTTTCTAGGCTGGGAGACACCAGACATAGTTG 
AGGACAGAGGTGCTAGAAAATAGGAAGTTTAAAAGCATGTGCGGTGATGCTCAGAG 
GAGGTAAACCCCACCCTCATGCTCATAGCTTCCAATCATTTTCTCTAGTTCTTAAC 
TCTTAAATGTGAGAAATGCTTGAAGATTCTAGTCATCTGAAGAAAGTCTCTTTATT 
AAAGATTTTCATAAAAGAGACCAAAGCAGACAAACAGAAAAAGACATCTTGGGGAA 
AAAAACAAGGATAATGGGAAGAGAAGGAAAGTTTTAAAAATTATCAATATCCTCAG 
GGGGAC AAAAT AT T AT AT CC T AT AAAGAC AGAT T T T TAT T T T T T AAAAAAAT AGAA 
AGC AAAAC AAGC T C C T AAAAAT AAAG T T T G 

SEQ ID NO: 48 nt : 444 

GTTAAGGAAGTCAGCACTTACATTAAGAAAATTGGCTACAACCCCGACACAGTAGC 
ATTTGTGCCAATTTCTGGTTGGAATGGTGACAACATGCTGGAGCCAAGTGCTAACA 
TGCCTTGGTTCAAGGGATGGAAAGTCACCCGTAAGGATGGCAATGCCAGTGGAACC 
ACGCTGCTTGAGGCTCTGGACTGCATCCTACCACCAACTCGTCCAACTGACAAGCC 
CTTGCGCCTGCCTCTCCAGGATGTCTACAAAATTGGTGGTATTGGTACTGTTCCTG 
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TTGGCCGAGTGGAGACTGGTGTTCTCAAACCCGGTATGGTGGTCACCTTTGCTCCA 
GTCAACGTTACAACGGAAGTAAAATCTGTCGAAATGCACCATGAAGCTTTGAGTGA 
AGCTTTTCCTGGGGACAATGTGGGCTTCAATGTCAAGAATGTGTCTGTCAAG 

SEQ ID NO: 49 nt : 566 

CTTTGAAGAACTTTGCCAAATACTTTCTTACCAATCTCATGAGGAGAGGGAACATG 
CTGAGAAACTGATGAAGCTGCAGAACCAACGAGGTGGCCGAATCTTCCTTCAGGAT 
ATCAAGAAACCAGACTGTGATGACTGGGAGAGCGGGCTGAATGCAATGGAGTGTGC 
ATTACATTTGGAAAAAAATGTGAATCAGTCACTACTGGAACTGCACAAACTGGCCA 
CTGACAAAAATGACCCCCATTTGTGTGACTTCATTGAGACACATTACCTGAATGAG 
C AGG T GAAAGC C AT C AAAGAAT T GGGT G AC C ACGT GAC C AAC T T GCGC AAGAT GGG 
AGCGCCCGAATCTGGCTTGGCGGAATATCTCTTTGACAAGCACACCCTGGGAGACA 
GT GAT AAT GAAAGC TAAGCCTCGGGCTAATTTCCCC AT AGCCGTGGGGT GAC TTCC 
CTGGTCACCAAGGCAGTGCATGCATGTTGGGGTTTCCTTTACCTTTTCTATAAGTT 
GTACCAAAACATCCACTTAAGTTCTTTGATTTGTCCATTCCTTCAAATAAAGAAAT 
TTGGTA 

SEQ ID NO: 50 

TTTTGGGGTTTATATATAAGCCTGGTTCTTGCTGAAACTGCTTATGTTGATAACCA 
G T TAG T GAGT T CC T C T C T AT T GAC T T GC T GGGAAG T T T AT AGAGAC AT T T T T TAT G 
CATTCAGAGATTTCAGTACAAATCTTGAAAAAGGGACATTTAGGCCGGGCGCGGTG 
GCTCACATCTGTAACCCTAGCACTCTGGGAGGCTGAGGTGGGTGGATCATGAAGTC 
AAGAGATAGAGACCATCCTGGCAAAAATTAGCTGGGCGTGGTGGGGTGCGCCCGTA 
GTCCCAGCTACTCGGGAGGCTGAGGCAGGAGAATTGCTTGAGCCCGGGAGGCGGAG 
GTTTCATTGAGCCGAGATAGTGCCACTGCACTCCAGCCTGGACAACAGAGCGAGAC 
TGTGTCTT 

SEQ ID NO: 51 

CTAAGGGTTTAAAGATGGAAAGAGGCATTGATGAACAGCTGGGGAAGGAGTAGTTT 
GAGGTAGATGTGCAGATGGAATGAAGAGAAGGTCTCAAGAAGAGGGTGGAGCCAAA 
GAGGGCTGCAGATTTAGAAGGCTAAAGTCTTTAGATGGCTTTGGATAGCCTGTTGT 
ATCTTGGACCATGCAGGTTACAGTGGAGCATGGAGTGGGGACAGAAGTGGAGGAAG 
GAACCAGGGAACATGGAGTGAGAAGCTAAAGGAAAGTGATGCAGTAGATACATGGC 
TCTAAAGTACTCAGGACTTTCAGAGGCTTAAACATAGGGTGACCAACTATCCCACT 
ATGCCTGATACTAAGGGCATTCCCTGGATGTGGACCTTTCATTCCCCAAATTAGGA 
AAG T C T T G G G C A T AC C AAG AC AAG T T G G C C AC C C T AC T C AAAAG T A T G T AAG C T AA 
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CATATCTGTTCTCTAAGAGGTTAAAGCTGGATGGGGATACCAGATGTATGTACGTG 
ATGCAGTTAAACAGCAATACAAGGGGGCAAGTCTACCTGATCGGCCAATTCAATGG 
GA 

SEQ ID NO: 52 

GAAGCCAAACCAAAGGAGCTTCTACTTCATGATGCCATTTATGTAAAGTTCAGGCA 
GAGAAAATCAGTGGTTTAAGAAGTTAGAATAATGATTATCTTTGGAGGGATTGCAA 
CTGGAAGAAGTCATGATTGGGATTTCTGGGTCCTAATAGTGCTCTGTGTCTTGATC 
TGAGTGCCGACTACATGAGTGGTTAGGTTTGCAAAATTCATTGAGTTATGCACTTA 
ATGGTGTTGTCTTATTAGAGCTGATGGAGGAGAGAGGGCTTCAATTTGCACAACTG 
AGTAATCAGCTAGGCCCAGTCACTAGGTGAACAACTTACTGCTCCAATCAGCCTTA 
GAGCAGGAATCAAACTCATGTCTCAGAAAAGTTATTAATTCAGCTTGTCTTGGGAC 
T T C C T T C AGAG T C AC T C T T GAAT AGC T G AAAT AGT AAAT GT T AAAT C T GT GGAT GC 
AAGTGTGTAAATTATTTTAGTCATCAGCTCTAATAAGATGGCCTTTGGGGAAATGA 
GTATAAGGTCACGAAAATGAAATGGCAAGAAGGAGGTCTACTATTTCTTCTGTAAT 
ACTGATTTTTACCCCATCAGGGTCAGTCCCCAGAGGTTGTAAATGTGAAGCTTG-T 
CTTTTTCTTTAATAA 

SEQ ID NO: 53 

CTTTGGACACTAG G A A A A A AC CTTGTAGAGAGAGT A A A A A A T T T A AC AC C C A T AG T 
AG G C C T AAAAG C AG C C AC C AA T T AAG AA AG C G T T C AAG C T C AAC AC C C AC T AC C T A 
AAAAATCCCAAACATATAACTGAACTCCTCACACCCAATTGGACCAATCTATCACC 
CTATAGAAGAACTAATGTTAGTATAAGTAACATGAAAACATTCTCCTCCGCATAAG 
CCTGCGTCAGATTAAAACACTGAACTGACAATTAACAGCCCAATATCTACAATCAA 
CCAACAAGTCATTATTACCCTCACTGTCAACCCAACACAGGCATGCTCATAAGGAA 
AG G T T A A A A A AAG T AAAAG G A AC T C G G C AAA TCTTACCCCGCCTGTTTACC AAA A A 
CATCACCTCTAGCATCACCAGTATTAGAGGCACCGCCTGCCCAGTGACACATGTTT 
AACGGCCGCGGTACCCTAACCGTGCAAAGGTAGCATAATCACTTGTTCCTTAATTA 
GGGACCTGTATGAATGGCTCCACGAGGGTTCAGCTGTCTCTTACTTTTAACCAGTG 
AAATTGACCTGCCCGTGAAGAGGCGGGCATAACACAGCAAGACGAGAAGACCCTAT 
GGAGCTTTAATTTATTAATGCAAACAGTCCTAACAAACCCCAGGTCCTAAACTCCA 
AACCTGCATTAAA 

SEQ ID NO: 54 

CGACCCGGAATTCGCGGCCGCGTCGACTGAGTTCTTGACAAGAGTGTTTTTCCCTT 
CCCGTCACAGAGTGGGCCCAACGACCTACGGCACTTTGACCCCGAGTTTACCGAAG 
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AGCCTGTCCCCAACTCCATTGGCAAGTCCCCTGACAGCGTCCTCGTCACAGCCAGC 
GTCAAGGAAGCTGCCGAGGCTTTCCTAGGCTTTTCCTATGCGCCTCCCACGGACTC 
TTTCCTCTGAACCCTGTTAGGGCTTGGTTTTAAAGGATTTTATGTGTGTTTCCGAA 
T GT T T TAG T T AGC C T T T T GGT GGAGCC GCC AGC T G AC AGGAC AT C T T AC AAG AGAA 
TTTGCACATCTCTGGAAGCTTAGCAATCTTATTGCACACTGTTCGCTGGAAGCTTT 
TTGAAGAGCACATTCTCCTCAGTGAGCTCATGAGGTTTTCATTTTTATTCTTCCTT 
CCAACGTGGTGCTATCTCTGAAACGAGCGTTAGAGTGCCGCCTTAGACGGAGGCAG 
GAGTTTCGTTAGAAAGCGGACGCTGTTCT 

SEQ ID NO: 55 nt : 523 

G AAT C C C T AG AAAAAG AG AAT T C C C AAC T T GAT G AGG AAAAC T T AG AAC T GC G AAG 
GAATGTAGAATCTTTGAAGTGTGCAAGCATGAAAATGGCTCAGCTACAGCTAGAAA 
AC AAAGAAC T GGAAAGT G AAAAAG AGC AAC T T AAG AAG GGT T T GG AGC T CC T GAAA 
GCATCTTTCAAGAAAACAGAACGCTTAGAAGTTAGCTACCAGGGTTTAGATATAGA 
AAAT CAAAGAC T GC AAAAAAC T T T AGAGAAC AGC AAT AAAAAAAT CC AGC AAT TAG 
AGAGTGAACTACAAGACTTAGAGATGGAAAATCAAACATTGCAGAAAAACCTAGAA 
G AAC T AAAAAT AT C T AGC AAAAGAC TAG AAC AGC T GGAAAAAGAAAAT AAAT CAT T 
AGAGC AAGAGAC T T C T C AAC T GGAAAAGGAT AAGAAAC AAT T G GAG AAG G AAAA T A 
AG AG AC T C C G AC AN C AAG C AG AAAT T AAAG AT C C AC AT T T G AAG AAAAT AAT G T G A 
AG AT T GG AAAT T T GG AAAA 

SEQ ID NO: 56 nt : 566 

C T T T G AAG AAC T T T GC C AAAT AC T T T C T T AC C AAT C T C AT G AGG AG AGGG AAC AT G 
CTGAGAAACTGATGAAGCTGCAGAACCAACGAGGTGGCCGAATCTTCCTTCAGGAT 
ATCAAGAAACCAGACTGTGATGACTGGGAGAGCGGGCTGAATGCAATGGAGTGTGC 
ATTACATTTGGAAAAAAATGTGAATCAGTCACTACTGGAACTGCACAAACTGGCCA 
C T G AC AAAAAT G AC CCCCATTTGTGT G AC T T CAT T GAG AC AC AT T AC C T G AAT GAG 
C AGG T GAAAGC C AT C AAAG AAT T GGGT G AC C ACGT GAC C AAC T T GCGC AAGAT GGG 
AGCGCCCGAATCTGGCTTGGCGGAATATCTCTTTGACAAGCACACCCTGGGAGACA 
GT GAT AAT GAAAGC TAAGCCTCGGGCT AAT TTCCCC AT AGCCGTGGGGT GAC TTCC 
CTGGTCACCAAGGCAGTGCATGCATGTTGGGGTTTCCTTTACCTTTTCTATAAGTT 
GTACCAAAACATCCACTTAAGTTCTTTGATTTGTCCATTCCTTCAAATAAAGAAAT 
TTGGTA 

SEQ ID NO: 57 

GACCCGGAATCGCGGCCGCGTCGACCATTTTAGCCAAGGTGCCTCTATAGGGGTCA 
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AGACATCATGTGCCCAGACCTAAGGTCAGGAATGTCATATTTTTCTGTTAAAATCA 
TTTTATTTCTGTGTATCTTACCTTTAAATCATTGTGGTTTACTCTGAGATTCTGTA 
GTCCTAATATTGTATCATTGTGCTGTCTGCAAAACAACTTGAATCTATTTTGTTTG 
CATCTTTTGTTACATGTAACGCAGCTGTACTTTATGTTCTTTGCAACTGTTTCCAT 
TATGAGAACGCTGTGCTATTTACAAGGTTACATTTTTCTTGGCCAGGCGAGGTGGT 
CATGCCTGTGATCCCAGCACTTTGGGAGGCCAAGGTGGGCGGATCACTTGAGGTAA 
AGAGTTGAGACCAGCCTGGCTAGCATGGCGAAGCCCAGTCTCTACTAAAAATACAA 
AAATTGGCCGGGTGAAATTAGCCGGGCGTGGTGGTGTGTGCTTGTAATCCCAGCTA 
CTCGGGAGGCTGAGGCAGGAGAATCGCTTGAATCCGGGAGGCAGAGGTTGCAGTGA 
GCCAAGATCANGCCACTGCACTCCACCTCGGGGTCAAGAGCGAAACTCTGTCTCAA 

SEQ ID NO: 58 

CCGTTTTAGTCAGGATGGTCTCGATCTCCTGACCTCGTGATCCGCCTGCCTCGGCC 
TCCCAAAGTGCTGGGATTACAGGCGTGAGCCACCGCGCCCGGCGTAAATCAGGTTT 
TTTAAATGTTTGCCAAACCTTATCACTGACTTTTATAACAAAATTATTTACTATAA 
TCATTAGGGAATATTTAAGTTCTGCTAATACTTAAAATTGCAGAGTGCTAAAACCA 
GCAGTGAGTTTAGAATCAAGCTAAGCTTTATTGTTGCTACTATTTGAGGCATATTA 
GTTGACTGGTGTTCATATGCAAGGCAGTCTACTGGGTGCAACAAGGGTTAGAAGGA 
TATTTTTAAAAAACTGACCCTATTCTCAGGATGAAAATAATACACTAGTAATAGTC 
TGCTCTGTTGGTTAACTCCTCGTAAGGAGGTCAATTAAAATGCTGTAGTGTTGCAA 
G G G AAG GAG AG G AAG AA T CAT AT T C C T T C AC T AGC AGG AT C AAGAAAGC T T T T AT A 
GAAATATACAAAATCTTCACTTCTTGAAGGATTGGTAAAATTTAATAGCCAACATT 
GGGCACTTATTCATTCTCTGAGTAAATATTTATTGCAT 

SEQ ID NO: 59 

CTTAAATCTAAATGGACCACATTCTCTACTTAAAAAAATGCTATTAACCATGTGAT 
CTTCTCAGTCATGAGGTAATCTGGTGACTACCCTTCCTCAAAGCCAGTTGGGATAT 
T C T T T GAAT AG AGT AAAAC AG T GT T T C T AGGC T GGGAG AC AC C AG AC AT AGT T GAG 
G AC AGAGG T GC T AGAAAAT AGGAAG T T T AAAAGC AT GT GCGG T GAT GC T C AGAGG A 
GGTAAACCCCACCCTCATGCTCATAGCTTCCAATCATTTTCTCTAGTTCTTAACTC 
TTAAATGTGAGAAATGCTTGAAGATTACTAGTCATCTGAAGAAAGTCTCTTTATTA 
AAGATTTTCATAAAAGAGACCAAAGCAGACAAACAGAAAAAGACATCTTGGGGAAA 
AAAAC AAGGATAATGGGAAGAGAAGGAAAGTTTTAAAAATTATCAATATCCTC AGG 
GGGAC AAAAT AT TAT AT C C T AT AAAGAC AGAT TTTTATTTTT T AAAAAAA T AG AAA 
GC AAAAC AAGC T CC TAAAAA 



Clean Copy 

SEQ ID NO: 60 nt : 534 

GACCCGGAATCGCGGCCGCGTCGACGGAAGCTCCTGCCCCTCCTAAAGCTGAAGCC 
A AAG C G AAG G C T T T AAAG G C C AAG AAG G C AG T G T T G AAAG G T G T C C AC AG C C AC AA 
AAAGAAGGAGATCCGCACGTCACCCACCTTCCGGCGGCCGAAGACACTGCGACTCC 
GGAGAC AGCC C AAAT AT C C T C GGAAGAGCGC T CC C AGGAGAAAC AAGC T T GACC AC 
TATGCTATCATCAAGTTTCCGCTGACCACTGAGTCTGCCATGAAGAAGATAGAAGA 
CAACAACACACTTGTGTTCATTGTGGATGTTAAAGCCAACAAGCACCAGATTAAAC 
AGGCTGTGAAGAAGCTGTATGACATTGATGTGGCCAAGGTCAACACCCTGATTCGG 
CCTGATGGAGAGAAGAAGGCATATGTTCGACTGGCTCCTGATTACGATGCTTTGGA 
TGTTGCCAACAAAATTGGGATCATTTAAACTGAGTCCAGCTGCCTAATTCTGAATA 
TATATATATATATATATCTTTTCACCATAA 

SEQ ID NO: 61 nt : 512 

GGGGAGCCCCCTCTTCCCTCAGTTGTTCCTACTCAGACTGTTGCACTCTAAACCTA 
GGGAGGTTGAAGAATGAGACCCTTAGGTTTTAACACGAATCCTGACACCACCATCT 
ATAGGGTCCCAACTTGGTTATTGTAGGCAACCTTCCCTCTCTCCTTGGTGAAGAAC 
ATCCCAAGCCAGAAAGAAGTTAACTACAGTGTTTTCCTTTGCACCGATCCCCACCC 
CAATTCAATCCCGGAAGGGACTTACTTAGGAAACCCTTCTTTACTAGATATCCTGG 
CCCCCTGGGCTTGTGAACACCTCCTAGCCACATCACTACAGTACAGTGAGTGACCC 
CAGCCTCCTGCCTACCCCAAGATGCCCCTCCCCACCCTGACCGTGCTAACTGTGTG 
TACATATATATTCTACATATATGTATATTAAAACTGCACTGCCATGTCTGCCCTTT 
TTTGTGGTGTCTAGCATTAACTTATTGTCTAGGCCAAAGCGGGGGTGGGAGGGGAA 
TGCCACAG 

SEQ ID NO: 62 

TTTTGGCATTACTTAATCCAATTATAAAAACTGAATTTTTAAAAAACAGCACTTGT 
TTTTTCT T CC AAGAT TAAT T T GAAT TTTT T T AT GG AC AT T AGAAAAC AT T GC AGT T 
T AGT CAT AATCAAAAAT AAAT CTTGAGGCTGGTAGAGCAGCTTTGTTGCTGTT TAT 
ATTTTTATTGCTTACTGGATTTCAGTGTTACCTAGTGCCATCAGTTTGGTATTTTG 
CCACCTTGCAC ATT CAGT GAT GTTT GAT TTTTCTTTTTCCTTTTTTTCATAT TACT 
TTTAAATCCTGAATAGTTTGTGGCAGCTGGAGATCACCTAGTCCACCACTGTCCAA 
CATGGCAATGGTAAGTAATATTGAGTAAAGAATAGAAAATTAGTAAAATGCATGGC 
TTCAGAATTATAGCAATTTGCAAAATAGGTTAATGGATGAAAATTAGAATGACCAG 
TTTAACTTTCCCCCCAGCAGATTCTTCTGTTAAACAATGCCCCTTCAAAATAAAGG 
AAGAACAAGTGGGTGTTATACCTATGTTATTTGGCTATGTTAGCACAATATGATGG 
ACT AATTTGAGAAAAAGCATTT ACT TCCTT TACT ATT ACT TCTTTTCTTTATAGGG 



- 137- 

CTAAGTCTGCCTTCTGGGTCTTTGAA 



Clean Copy 



SEQ ID NO: 63 

GAAGAAGCGCGAAGAGCCGTTAGTCATGCCGGTGTGGTGGCGGCGGCGGAGACTGC 
GGGCCCGTAGCTGGGCTCTGCGAGGTGCAAGAAAGCCTTTGAGGTGAAGGTGTATG 
AAAGTCATCATAACAGATGTTTTCCAAAAACTTGTAGAAGGTTGTGAAAAAACTAC 
TAGGATCACGCGGCATGTATTGAGCATATAGGTTGCTGTAGATGAATGTTCTTAGC 
TGTCATGTTTAAAAATACTTCTGCTTCGTTACCTCAAGTGTGGCATGCAGCATTTT 
G G AAGG AAAAT T G AAG AC G T G T T C AAG AAAAC AT G AAC AG AAGC AAAT GAT GAAAA 
TGAGCATTTTACTTGATGTTGATAACATCACAATAAATTATGGAGAAAAATACATA 
T T T G G C T AAC T T T T AAT T G C T G AAC AAT AAAG TGTTTTCTTTT AAAT CN AAAAA 

SEQ ID NO: 64 

GAAGCCAAACCAAAGGGAGCTTCTACTTCATGATGCCATTTATGTAAAGTTCAGGC 
AGAGAAAATCAGTGGTTTAAGAAGTTAGAATAATGATTATCTTTGGAGGGATTGCA 
ACTGGAAGAAGTCATGATTGGGATTTCTGGGTCCTAATAGTGCTCTGTGTCTTGAT 
CTGAGTGCCGACTACATGAGTGGTTAGGTTTGCAAAATTCATTGAGTTATGCACTT 
AATGGTGTTGTCTTATTAGAGCTGATGGAGGAGAGAGGGCTTCAATTTGCACAACT 
GAGTAATCAGCTAGGCCCAGTCACTAGGTGAACAACTTACTGCTACCAATCAGCCT 
TAGAGCAGGAATCAAACTCATGTCTCAGAAAAGTTATTAATTCAGCTTGTCTTGGG 
AC T T CC T T C AG AGT C AC T C T T GAAT AGC T GAAAT AGT AAAT G T T AAAT C T GT GGAT 
GCAAGTGTGTAAATTATTTTAGTCATCAGCTCTAATAAGATGGCCTTTGGGGAAAT 
GAGTATAAGGTCACGAAAATGAAATGGCAAGAAGGAGGTCTACTATTTCTTCTGTA 
ATACTGATTTTTACCCCATCAGGGTCAGTCCCCAAAGGTTGTAAATGTGAAGCTTG 
GTCTTTTTCTTTA 

SEQ ID NO: 65 

GACCCTATTCTCAGGATGAAAATAATACACTAGTAATAGTCTGCTCTGTTGGTTAA 
CTCCTCGT AAG GAG G T AC AAT T AAAAT G C T G T AG T G T T G C AAG G G AAG G AG AG G AA 
GAAT CAT AT T C C T T C AC T AGC AGGAT C AAGAAAGC T T T T AT AGAAAT AT AC AAAAT 
CTTC ACT TCTTGAAGGATTGGT AAAAT TT AAT AGCCAACATTGGGCACTT AT TCAT 
TCTCTGAGTAAATATTTATTGCATGCTTATCTTGTATCAACATTGNGATGAAAGCN 
CAAGAAT G A A AG AG G AG G GAG A A T G T T T AN AG A A T AAG G C T GAAAC AC AGAT T T T G 
TAGGGAGCGTAGGGGAGACTGAN AAAAC AG 



SEQ ID NO: 66 
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AAGACACCTGATAGATTGTCTTGTATTATTTTTCCTTTGCCTTCTTACAATCTCAG 
TGATTAGAATTGGGCTGAAAACAATACATCAAATTCTCAGCAAAATCCTTATGGGT 
T GC T GGAT AC C GAGGGT T T T T AAGAT C T T T AGAC T T C AC T AT AT AGAAC AAAT GT T 
GAATGGGAATTTTCTTTATTTCTATANCGTTTNG 

SEQ ID NO: 67 

CCCGGAATCGCGGCCGCGTCGACGATGAGCATTTTTTCATGTGTCTTTTGGCTGCA 
TAAATGTCTTCTTTTGAGAAGTGTCGGTTCATATCCTTTGCCCACTTTTTGATGGG 
GTTGTTTTTTTCTTGTAAATTTGTTTGAGTTCATTGTAGATTCTGGATATTAGCCC 
TTTGTCAGATGAGTAGGTTGCGAAAATTTTCTCCCATTTTGTAGGTTGCCTGTTCA 
CTCTGATGGTAGTTTCATTTGCTGTGCAGAAGCTCTTTAGTTTAATTAGATCCCAT 
TTGTCAATTTTGGCTTTTGTTGCCATTGCTTTTGGTGTTTTAGACTTGAAGTCCTT 
GCCCATGCCTATGTCCTGAATGGTAATGCCTAGGTTTTCTTCTAGGGTTTTGATGG 
TTTTAGGTCTAACGTTTCAGTCTTTAATCCATCTTTTAAAAGTCTCTTCACAGTAC 
ATGAGTAGTAGTGACACCAATAATGTCAGAGCAGGGAACTCCCAGGTTCTGCCCAT 
CCACAAAAACAACAAATAAGCTGGCAAAAACTTTAAGAATCAACTTTTGCAGATCT 
CTGAAATCTAGTCAAAACTTAAACAGAGGAAAGATTAATAAAGACNGGCTGCCTGA 
GAT AAC AC T AAC AC AC AC 

SEQ ID NO: 68 

CAT C AAAT AAAT AAAT AAAT AAAT T T T AAAAGT C AC AGC AT T GAAT T T T T AAAT GT 
TTGGGATGATAAAGCACCTGCTTATCATGAAGCTANAGAAATTCAATGACACGTTT 
GCCAGGGTCTTTGCTAGTGATGTTGGAACAAGTCTGTAATGCTGATGAAACATCAC 
TGTTCGGGCATTATTGCCCCAGAAAGACACTGACTGCAGCTGATGAAACAGCCCTT 
CCAAGAATTAAGGATGCCAAAGACCAAATAACTGTGCTGAGATATACTTACGCAGC 
AGGCATGCATAAGTGTAAACTTGCTGTTATAAGCAAAAGCTTGCGTTCTCACTGTT 
T T C AAGGAGT G AAT T T CAT AC C AAT CC AT TAT T AT GC T AAT AAAAAGGC AT GGAT C 
ACCAGGGACATCTTTTCAGATTGGTTTCACAAACATTTTGTACCAGCAGCTTGTGC 
TT ACT GCAGGGAAGCTGACT GGAT GAT GACTGC AAGAT TTTGTT AT ATCTTAACAA 
CTGTTGTGCTCATCCTCCAGCTGAAATTCTCATCAAAAATAATGTTTATGGCTCAC 
ACCTGTAATCTCAACACTTTGGGAGGATTGCCTGACCCAGGAGTTCAAGCCCACCC 
TGGGCAACACAGCAAGACCCAACCTNTC 

SEQ ID NO: 69 

T T T T AAAAAT C AT AAAAC GT T T C T T AC AAAAGAGC AT T AC AT TNT GC AC AC T GC T C 
TGAACAGATGCCAGGGACATGTGGACTATTGTTACTTTTCCTCCCTGTCCCACCCC 
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CCAAATGTTACAGTGACCACAAAGCAAGGTGTTCACAATAATTACATGGGGGGAAT 
TTTTTAAACCACCAACAATAACGAAAAATAAAATCCACTCACTCTGCTGCTGTTTC 
AAAATTTCAATGTTAGTTTTTGCACGCCCTTCCCCCCCCCAACCCTGTTTGTAAGG 
AAC T AAAAC AT T AC AT C T GGT GAAC AGC AAAGAT T T C AC T AC AC C T C AAAT GC AG A 
AC AC C T AT GAAGC AGAGG AAT GT T GGC T T T T T AAAC AG AAGC AGAT AAAAAAAAAA 
G AT GC AGG AC T C C T T C AG TTCTTCACTAGTCT T AG AAAAAC T T T C C AG AAT AC T GC 
TTCACACTATAAAAAAGAAAAAATATCTTGCATTAGAATCCTTCAACATCTGCATA 
CTGCTTCACACTGTTCGTTTCTAGGAGCACTTTGTCACAGGACACTTCTGCTTATA 
TTTCTTTAATCAGAACTTAGTTGGATGGGCCGGGCATGGTGGCTCACGCCTGTAAT 
CCCAGCACTTTGGGAGGCCGAGG-GGGTGGATCACC 

SEQ ID NO: 70 

CCATCTCCAAATTTAGTATTCATTCTGTTTAGCATATTATCAGTTGCCATCTATTT 
GTTTTAACTGATTACTTGAATCTGATTAAACATCACAGAAATGGGCTTTGATAAGA 
AC AAT AT T G AAT AAG AAAT T T T AAAT AAC AAAAC AGC T T AT AGAAAAAT T C AGC AT 
AACTTTTCCATCACCTTCACCACCCTTGCCTTTTATTATCCTGTCCTGTATCACTG 
CTTTCTGTTAGCAGTGTTGTGTGAGTTAGGATTTGGGCAGGAAAGCAAAAGCAACC 
ACCCGTCATTTTCCCAGAATGAAGGGTTTGACGTAGGATGTAGACTTTGTATAGTA 
GTTGGGAGAGCTGTGGGAGTGAAGGTCAGGGATGTCACCTACAGAAGTCAGGGAAT 
C T GC C AC C AG AG AT C C T GC AT C AG AAAC AGC C AAC AGC G T GC T T C T G AAG AAC TAG 
TGGGGAAGTGGCTATAATTCTTAGGAATCCCAGCAAGTCCGCACCACTGTCTCAGT 
CTACAGCAGTGGAGAAAGGGGTTTCCAGGAGCTCTCTGGAAAGTTCCTGCCCACAC 
TTTGCAACAATCTTCAGAGGATAATGGGCTTCTCTTCCAGCTTCCACACCCAACAA 
GAGTGCCTTTCATCGGCCAACTCTAACCTGGAACCCTATGGCAGAGGGGATTTAGG 
AGAC AGT T T GTNAT GT CTGTGGAATGC AAAT GAANANGTANC AAT GCTT ANT TGAC 
AGCGGNCATACACAAATNTNGAAA 

SEQ ID NO: 71 
GATCCGTNGACT 

SEQ ID NO: 72 

CTCTTCCCAGCCCCTGAGCCCAGCCCCTTCCCAAGTGGTGCCAGACAAAAAACTAC 
ATGGCCCTTTCGTGTCTTGGGGGTGGAAAGGGAGGGATGAATTGGGGTGATAGAAC 
CCTGGTGAATTCAGAGTAATCTTTCTTTAGAAAACTGGTGTTTTCTAAAGAAACAG 
GAT AGGAGT T T AGAGAAGGC ACC AAAGC T T T C AC T T T GGT T T GGC ACC AGT T T C T A 
ACCATCTGTTTTTTCTACCCTAGCTATCTTTTATTGGTAAAATATAAATGTATAAT 
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TATGTTTGTAGAGCTTTACCAAGGAGTTTCCCTCCTTTTTTGTTTGTTGATTAGCA 
AATTTTTGATTCTCCATTTTCCAAAAGTAAGAGACTCCAGCATGGCCTTCTGTTTG 
CCCCGCAGTAAAGTAACTTCCATATAAAATGGTATTTGAAAGTGAGAGTTCATGAC 
AACAGACCGTTTTCCATTTCATCTGTATTTTATCTCCGTGACTCCACTTGTGGGTT 
T 

SEQ ID NO: 73 nt : 505 

TGGAGCTGAAAAATTCCTATTACCTAGGGGCATCACAACGCATTGCATTTCGCCCG 
TGTTTGGGATGATGCTGGTGTAAACCTACTATGCTGCCAGTCATGTAAAAGTATAG 
CACACACAATTAGTAGGTAATGCTTGCAAATAATAATGAAAGACTCTGCTACTGGT 
TTATGTATTTACTATGCTATACTTTTTGTCATTACTTTAGAGTGTACTCCTACTTT 
TTTTTTTTTTTTTTTT GAGAT GGAG T T T C AC TCTTGTCC T GT AGGC T GGAGC GAAN 
TGGCGCGATCTCGGCTTACTGCAACCTCCACCTCCTGGGTTCAAGCGATTCTCCTG 
CC T CANCTTCCCAGAGTAGCT GAGAT T AC AGGC AT GCACCGCCACGCACGGGTAAT 
TTTGTATTTTTGGTAGAGACAGGGTTTCACCATGTTGGCCAGGCTGGTCACCAACT 
CCTGACCTCAGGTGACCCGCCTCCTCACCTCCAGAGTGTTGGGATTACAGGNGTGA 
G 

SEQ ID NO: 74 

ATAAAAATTAGCTGGGGGTGATGGGCCCTGTACCCCAGCTACTCGGGAGGTGAGGT 
AGGAGAATCACTTGAACCCGGGAGATGGAGGTTGCAGTGAGCCAAGATCGTGCCAC 
TGCACTCCAGCCTGTGTGACAGAACAAGACTCTGTCTCAAAAAAAAATAATAATAA 
TAATAATAATAAAAAGGAATAACATAGCTAGGAATAAATTTAATCAAAGAGGTGAA 
AGACTTATACACTTAAAACTACAAAAAAAAAATCACTGAAGGAATTATAGACCCAA 
ATAAAAATAAATAAAAAGACATTCTGTGTTTTAGGGAAAGAAGACTTAATATTGTT 
AAGATGTCAATACTACCCAAAGTGATCTACAGATTCAACATAATCCCTATCAAAAT 
TCCAACAGCCTACTTTGTAGAAATGGAAAAGCCAATTTTCAAATTCAGATGGAATT 
GCGAGGGGT T C T G AAT AAC AAAAC AC AAT C T T G G G G A A A A A A A AC A A A A A AC A A AG 
T C AAAGAAC T C AC AC T T C T C T AT T T AT AAT T T AC T AC AAAGT T AT AGN AT C AAAG T 
CGACGCGCCGCGATCCGGGC 

SEQ ID NO: 75 

CACAGTACTCCATTTTGGGGTCCAAACTGTAATGCTCAAAATAATAAATGCTTACA 
CGAAAAT TAT T T AT T GAG AAT AT TCAT AT AAAAAT T AC CT AAAG C AAAGT AAAAAA 
AGTAAAATCAAGGTGGTATATTTGAAGTGAATGGTGATTGGAAATTTTTAGCTGTA 
AC AAAAAG AAAG AAAAC AAC T T T T T T TAAAGCC TCATTCTCTTTTCTTT CAAAAT G 
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TACCTTATTCCCACACACTCTTGGGCTGACCTTTATTTTATCAATAAGCTCAATAT 
TACTTTGTTTAAAATAAGATGCTTCAGCAAAAGTCATTCTCTCTTTAACCATATAA 
T T T AAAAAC TCCTCTTCAC GAT T GAT AG C AAAA T C AG AAAC G T T AG G G C AC C AG T G 
A G T T G A A A A A AC T G G T C T T A AG T T G G A A A A AC T A T T A T T A A T A A TATTATCCTATC 
CATCCATATCTATTGAAATTGTCAGGTCCATAATTTCATTTTAATTAATTATAGGA 
AAGAAGAAAAG AT AAT AC CC AT TTGTTCTAT 

SEEQ ID NO: 76 

CTCAGACTCTTTCTGCCCTAATGGCCATTACTATCCAGTCTGTATTGCTACAAGGG 
ACCCACTGGTACCCCTTTTAGATTCTATCAAAAGGAACAGGGTTTTCCTAGAGGCA 
GGCAGCCTGGTGGTATGGCACAGCAGAAGCTTACTGCTAATGAAATGGGAACCTCC 
CCCTCCCTTGTGGTTTCAGCACAGAACCTGAATGCCAGGAAAAATTCCTGGGCCAA 
G AAG C T AAAGC T AAAG AAAC CTTCCTTTTTT C AAC GTTTTTTTTTCTTT C AAAC T G 
TAGGGTCACTTTTGATTGAGGCAAAGGGGTCCTACTGTAAGTGGAAAAGACTCACT 
CCCCTAACATAAGTTTTCACTGTGGTGGGATGGTGCCGCCCGATATGCTTGATATG 
CTTTTCCTTCCACATGTTAAGCTAGGAAACCTAACAGGATGTCAGCAGGGCAGTTA 
ACTCTGGACTCANAGCCCTCAAGGGCATGTGGCANAACCTCATGGCATNCAAGACC 
A 

SEQ ID NO: 77 nt : 596 

G TAT AAT T GAT T C T T T T G AAC C T AAAG TAT AAG AC T T C AC GAT T AGAAAAAAAT T A 
TCCAAAGACTAATGTAATTAAGTGAGGAAAAGGTGCTGGAGGAACTGGATAACCAC 
ATGGAAATGTATGAACCATGACCTCTATGTCACATACTATATATAAAACTTAATTT 
GAGGTGTATCACAGAGCTAACTGTGGGGGCTAAAACGTTGAAGCCTTTGGATGGCC 
GCACAAGAGATGTCTGCATTCATAACCTTGGGGAGGGTATGAACATTTCTTGGTAA 
CATGCAAAAAGCACTAACTGTAAAAGAGAACAGTTGGTCAGTTGAATTTCATGAAA 
C A T T G T AAAC T T C T G C T A A AC A AC TGACACCATT A AG A A T G T G G A A A A AG G C T G G G 
CACAGTGGCTCATGCCTATAATCCCAGCATTTTGGGAGGCCGGGGCGGGAGAATCA 
C T T G AGGC C AGGAGT T T G AAACC AGCC T GGGC AAC AT GGC AAGAC CC C GAC T C T AC 
AAAAATATTTTTAAAAATTAGTTGGGTGTGGTGATGCACTCCTGTAGTCCTAGCTG 
CCAGGANGCTAAGGNGGAAGGATCACTTAACCCTGG 

SEQ ID NO: 78 

CTGGTGGCGGCGGTCGTGCGGACGCAAACATGCAGATCTTTGTGAAGACCCTCACT 
G GC AAAAC CAT C AC C C T T GAG G T C G AGC C C AG T GAC AC CAT T GAG AAT G T C AAAG C 
CAAAATTCAAGACAAGGAGGGTATCCCACCTGACCAGCAGCGTCTGATATTTGCCG 
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GCAAACAGCTGGAGGATGGCCGCACTCTCTCAGACTACAACATCCAGAAAGAGTCC 
ACCCTGCACCTGGTGTTGCGCCTGCGAGGTGGCATTATTGAGCCTTCTCTCCGCCA 
GCTTGCCCAGAAATACAACTGCGACAAGATGATCTGCCGCAAGTGCTATGCTCGCC 
TTCACCCTCGTGCTGTCAACTGCCGCAAGAAGAAGTGTGGTCACACCAACAACCTG 
C G T C C C AAG AAG AAG G T C AAAT AAG GTTGTTCTTTCCTT G AAG G G C AG CCTCCTGC 
CCAGGCCCCGTGGCCCTGGAGCCTCAATAAAGTGTCCCTTTCATTGACTGGAGCAG 

SEQ ID NO: 79 

GCAGGGGCTTCTGCTGAGGGGGCAGGCGGAGCTTGAGGAAACCCGCAGATAAGTTT 
TTTTCTCTTTGAAAGATAGAGATTAATACAACTACTTAAAAAATATAGTCAATAGG 
T T AC T AAGAT AT T GC T T AGCGT T AAGT T T T T AACGT AAT T T T AAT AGC T T AAGAT T 
T T AAGAGAAAAT AT GAAGAC T T AGAAGAGT AGC AT GAGGAAGGAAAAGAT AAAAGG 
T T T C T AAAAC AT GACGGAGGT T GAG AT G AAGC T T C T T C AT GGAGT AAAAAAT GT AT 
TTAAAAGAAAATTGAGAGAAAGGACTACAGAGCCCCGAATTAATACCAATAGAAGG 
GCAATGCTTTTAGATTAAAATGAAGGTGACTTAAACAGCTTAAAGTTTAGTTTAAA 
AGTTGTAGGTGATTAAAATAATTTGAAGGCGATCTTTTAAAAAGAGATTAAACCGA 
AGGTGATTAAAAGACCTTGAAATCCATGACGCAGGGAGAATTGCGTCATTTAAAGC 
CTAGTTAACGCATTTACTAAACGCAGACCAAAATGGAAAGATTAATTGGGAGTGGT 
AGGA 

SEQ ID NO: 80 

CCCGGAATCGCGGCCGCGTCGACGGGAGGTGATAGCATTGCTTTCGTGT AAAT TAT 
GTAATGCAAAATTTTTTTAATCTTCGCCTTAATACTTTTTTATTTTGTTTTATTTT 
GAATGATGAGCCTTCGTGCCCCCCCTTCCCCCTTTTTTGTCCCCCAACTTGAGATG 
TATGAAGGCTTTTGGTCTCCCTGGGAGTGGGTGGAGGCAGCCAGGGCTTACCTGTA 
C AC T G AC T T GAG AC C AG T T G AAT AAAAG T GC AC AC C T T AT AAAAAA 

SEQ ID NO: 81 

CCCGGAATCGCGGCCGCGTCGACGGGAGGTGATAGCATTGCTTTCGTGT AAAT TAT 
GTAATGCAAAATTTTTTTAATCTTCGCCTTAATACTTTTTTATTTTGTTTTATTTT 
GAATGATGAGCCTTCGTGCCCCCCCTTCCCCCTTTTTTGTCCCCCAACTTGAGATG 
TATGAAGGCTTTTGGTCTCCCTGGGAGTGGGTGGAGGCAGCCAGGGCTTACCTGTA 
C AC T G AC T T GAG AC C AG T T G AAT AAAAG T GC AC AC C T T AT AAAA 

SEQ ID NO: 82 

CTTCATTTGAAATGGTTGAATCTGCTGTGTAATAAAGTGGTTCAACCATGATTAGG 
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AACTGAAATTTAGTAGAAGAGGGAAAAGGAGTTAATGTAACAAATTATTTTAGCTA 
CAAACCCCGGTAATAGAGCACTTGGGGGATGGGATGGGGTGGGTTGGTGAGACAAT 
CAGAATGGTAAATTGATTAAATGCTCCTAACCCTGTAATTTTGTGCATAGAGCACC 
CTATGCTGTGGAAATAACTGTTCTTAGATTTCATTGTAACTGGACTGTTCAGGTTG 
CCC AGAGGGAAAGAAC AT T CC T AAT T C T AAT AAAAT AAAC TTTTATTTTGTTTA 

SEEQ ID NO: 83 

TGTCATTGAATCTGCTTGTTACTTAAATGCTAAACTCAATTCTGTAATTCAATAGG 
TGCACCTCTCTGAGAAACATAAGAGACAATGAGGAAAAGGATTCAGCATTCCGTGG 
AATTTGTACCATGATCAGTGTGAATCCCAGTGGCGTAATCCAAGTAAGATGTTCAC 
A A AG AT T T GT T T T T AAT G T C T AAT T AAT AAAAT T T T AAAGGAAGAAAC AT T C T AAT 
A C T T T A A T T A T A A A A AG T T A AC T A T T T T C A A A G G T A T C A A A A T AC AG T T AAAC C T T 
TAAAATGTATATTTCTTAATATCTTGAAATTGTAATGCCTTTTTTTTTTCCTAAAT 
TTTTTTTGTCATGAAATGAGATAGTAACAGCAGATTGGGACAACAAGGTTATATTC 
TTGTCTTGAATCAGGCCATGGCTTCTTTCATCCAAATTTCAGACCTCATTTATTTA 
CTTTGTCCCTGCCTCCCATCCCTGGATATCAGTTTGTGGATATCTACAGTTAATAG 
AGTGACCAAATAGTAGGAATACTGTCTCTCT AT TCTGAAT AAAAT CTTTGAATCAG 
ATTTAGAAATAATGAATAAAATACAAATCAGCCATTGAAATTGCTCTAATTTTGAG 
AGCTTATGATTTATTCATCTTTGGTTTCCAAGTTCAAGTTATATGTAGACATTTTA 
ATT 

SEQ ID NO: 84 

GCTTCCTAGGTGAGGTCACGAGGAAACCTGCTGGCCAAGTGACCTGGCAGGGTGTG 
GCCAGTGTGGCCAGGGCCGCCGAGCCTGCTTTCCTTCCCTGCAGCAGGAACCCTTC 
TGGGGCTGTGATCCTGCGATGGTGCCTGGGTGGGAGTGGGGGTGGGGGGCGGGATG 
GTCTCCCTACCTGCCAGCTTCTTGGTTTGAGGTGAGGACAGCCCCGGAAGCTCANA 
CTTGGCTCCTGTCCATGTACTTGGGGCCATGAGCTCTGCAGGGACCTTGGAAAGAN 
AG AG AC GGGTGGTGT AN G G C AN G G G AAG GCATTGTCTT C AAAC AG G AAAAAG C T G A 
N AAT GG AAAC AGGC G AAAC T T ACC AAGT GT AAC AT C AC C T GGAAC T GAAGGAGGG T 
GGGAAGGTTTTAATTATTTTAAAAATAGAGATGGGGTCTCACTATGTTGCCCAGGC 
TGGTCTCAAACTACTGGGCTCAAGTGAACCTCCTTCT 

SEQ ID NO: 85 nt : 387 

TGTTTCTCNAGGGCGAGAGGCTGTCTTANAGCACCATTCTCTGGCCCTNGTCCCAT 
GAGAAGGAACCGCACTCAGGAGCCACACTCTCCCACTNCCCTTGCCCANAAGACTC 
ACAGAGGGCACGGAGCTGGCTGTGGTGAGAGGAGGTCCANCAAATTCCTGTCTGCA 
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NAAGGGTTCTGAACACCACCGCCTGGCAGCGTGCTGGAGGAGGGATTCCTCTTTTC 
CTCACAGCAATTCTGACCAGAAACCTGTCAAATCAGGAATGGCTAAAATAAGACCA 
GGGTATGAATGACCATCAGCCACAGTAAAACCAAGGCACAGCTCTCCTGAGCCCAC 
C C A AG CTGCTGTGGCCCAGACTGGTGACATCACCTCAGGGC A A A A A A A A A A 

SEQ ID NO: 86 nt : 420 

CGCAGAATGGCTCCCGCAAAGAAGGGTGGCGAGAAGAAAAAGGGCCGTTCTGCCAT 
CAACGAAGTGGTAACCCGAGAATACACCATCAACATTCACAAGCGCATCCATGGAG 
TGGGCTTCAAGAAGCGTGCACCTCGGGCACTCAAAGAGATTCGGAAATTTGCCATG 
AAGGAGATGGGAACTCCAGATGTGCGCATTGACACCAGGCTCAACAAAGCTGTCTG 
GGCCAAAGGAATAAGGAATGTGCCATACCGAATCCGTGTGCGGCTGTCCAGAAAAC 
GT AAT GAGGAT GAAGAT T C ACC AAAT AAGC T AT AT AC T T T GGT T ACC T AT GT ACC T 
G T T ACC AC T T T C AAAAAT C T AC AGAC AG T C AAT GT GGAT GAGAAC T AAT CGC T GAT 
CGTCAGATCAAATAAAGTTATAAAATTG 

SEQ ID NO: 87 

GGAAACT GAT GCCAGTCAGAAACTCAGATC AAAT GAAGGGGTGAAGAGAACCAGAA 
TTGATCTCTCTGTAGGAGAATATAAATGACTTTTTTAAAGTACATATTTTCTGTGA 
AAGAC AGT T T T T T GT T T AAT GC AAAAAT GT TAAC AAT GT T TAT AT C AT GT AGAAGT 
AAAAGATCGTGAAACAGCACAGAGAACAGTAGTAAGACAGATTGAATTGCACTGTT 
GTAAGATGATGAACTTACAATATTAAGTGAAGGTAGACTGTGATAGATTAAGGATA 
TATATTGTAATCCCTAGAGCAATTGTCAAAGTGGTACAGGTAAAAAGCCAATAGAG 
GTGATAAAATGGAATACTAAAAAATATCAGATGAATAATAAAGAAGACAGGAAATG 
AGGAACAGTGGAACAGAATGAATAAAAAACAAGACCATTAACTTAATCATTAATAA 
TTACTTTAAATGGGTTAAACATTATGGTTATAAGGCAGAGATTTTCAGACTAGATA 
AAAGAGCAAGCTCCACTATATACTGTCTACAAGAGATATACTTTAAAGTGTATATT 
AT AT T T AAAT AT AAAGAT T T GGAAT AAAT AAACC TAAGAAT AAGC T T AC T AGGGAA 
G T GAAAGAT C T GT AC AAC AAG AAT T AC AAAAC AC T GC T GAAC GAAAT C AT AGGT G A 
CCA 

SEQ ID NO: 88 

GTCCCGGAATCGCGGCCGCGTCGACGTTTCCTCAAAATTTATCTTCCTGTTAATGT 
CAGGCATGTATCTCCTTAGCTTGCCACAAATAACTATATATACCACAGACCTTCCT 
TTGTAGGGCTAACAGTGTTGCATTGTAAGTGGAGGCCTCATAGATACCTGGCCTTT 
TCCTACCTTATTCCAAAGATGGTTGCATCTTATAAATAATGTCATTCTTCAGCAAA 
T GGT AT GGAAAT GAGAT T GT AAT GT C AT TAT TTCCTCTT T AAAT AAT C AGGAC AAC 
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TCATGATACAAAGAGCTCTTCTCTATAAAAGGTGGGACTTTTTTTTTTAGTAATAG 
CAAAAATAAAATTGTACCTCCTTAATCTTCTACAGAAAGATGGATTTCATTTTCAA 
CATTAAGAGGTAGTTTTAAGAAGCAGTAGAAGTCAGCCTGGGCAGCATGGTGAAAC 
CCCGTCTCTACAAAAAAGTTAGCTGGGCTTAGTAGTTGCAATCCCAGCTACTCTGG 
AGGCTGAGGTTGGAGATCATCTGANCCTGGGGAGGTCNAGGCTGCAATGATACANT 
GAGCCCTGATTGTGCCACTCCACCTGGTTGCAGA 

SEQ ID NO: 89 

TTCCAATCTTCGTGTTCACTTTAAGAACACTCGTGAAACTGCTCAGGCCATCAAGG 
GTATGCATATACGAAAAGCCACGAAGTATCTGAAAGATGTCACTTTACAGAAACAG 
TGTGTACCATTCCGACGTTACAATGGTGGAGTTGGCAGGTGTGCGCAGGCCAAGCA 
ATGGGGCTGGACACAAGGTCGGTGGCCCAAAAAGAGTGCTGAATTTTTGCTGCACA 
T GC T T AAAAAC GC AGAGAGT AAT GC T GAAC T T AAGGGT T T AGAT G T AGAT T C T C T G 
GTCATTGAGCATATCCAAGTGAACAAAGCACCTAAGATGCGCCGCCGGACCTACAG 
AGCTCATGGTCGGATTAACCCATACATGAGCTCTCCCTGCCACATTGAGATGATCC 
T T AC G G A A A AG GAAC AG A T T G T T C C T A A AC C AG A A GAG GAGGTTGCC C AG A AG A A A 
AAGATATCCCAGAAGAAACTGAAGAAACAAAAACTTATGGCACGGGAGTAAATTCA 
GC AT T AAAAT AAAT GT AAT TAAAAGG 



SEQ ID NO: 90 

TGCAGGATCCGTCGACTCTAGATAACATGGCTAGAAAAGAGAATGAAAAAGTTGGA 

ATTTTTAATTGCCATGGTATGGGGGGTAATCAGGTTTTCTCTTATACTGCCAACAA 

AGAAATTAGAACAGATGACCTTTGCTTGGATGTTTCCAAACTTAATGGCCCAGTTA 

CAATGCTCAAATGCCACCACCTAAAAGGCAACCAACTCTGGGAGTATGACCCAGTG 

AAATTAACCCTGCAGCATGTGAACAGTAATCAGTGCCTGGATAAAGCCACAGAAGA 

GGATAGCCAGGTGCCCAGCATTAGAGACTGCAATGGAAGTCGGTCCCAGCAGTGGC 

T T C T T C G AAAC G T C AC C C T GC C AG AAAT AT T C T GAG AC C AAAT T T 

SEQ ID NO: 91 nt : 535 

CACAGTACTCCATTTTGGGGTCCAAACTGTAATGCTCAAAATAATAAATGCTTACA 
CG AAAAT TAT T T AT T GAG AAT AT TCAT AT AAAAAT T AC C T A A AG C A A AG T A AAA A A 
AGTAAAATCAAGGTGGTATATTTGAAGTGAATGGTGATTGGAAATTTTTAGCTGTA 
AC AAAAAG AAAG AAAAC AAC T T T T T T TAAAGCC T CAT TCTCTTTTCTTT C AAAAT G 
TACCTTATTCCCACACACTCTTGGGCTGACCTTTATTTTATCAATAAGCTCAATAT 
TACTTTGTTTAAAATAAGATGCTTCAGCAAAAGTCATTCTCTCTTTAACCATATAA 
TTTAAAAACTCCTCTTCACGATTGATAGCAAAATCAGAAACGTTAGGGCACCAGTG 
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AGTTGAAAAAACTGGTCTTAAGTTGGAAAAACTATTATTAATAATATTATCCTATC 
CATCCATATCTATTGAAATTGTCAGGTCCATAATTTCATTTTAATTAATTATAGGA 
AAGAAGAAAAG AT AAT AC CC AT TTGTTCTAT 

SEQ ID NO: 92 

CAGGGGCTTCTGCTGAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGATAAGTTTTT 
TTCTCTTTGAAAGATAGAGATTAATACAACTACTTAAAAAATATAGTCAATAGGTT 
ACTAAGATATTGCTTAGCGTTAAGTTTTTAACGTAATTTTAATAGCTTAAGATTTT 
AAGAGAAAATATGAAGACTTAGAAGAGTAGCATGAGGAAGGAAAAGATAAAAGGTT 
TCTAAAACATGACGGAGGTTGAGATGAAGCTTCTTCATGGAGTAAAAAATGTATTT 
AAAAGAAAATTGAGAGAAAGGACTACAGAGCCCCGAATTAATACCAATAGAAGGGC 
AAT GC T T T T AG AT T AAAAT GAAGGT GAC T T AAAC AGC T T AAAGT T TAG T T T AAAAG 
T T GT AGGT GAT T AAAAT AAT T T GAAGGCGAT C T T T T AAAAAGAGAT T AAACCGAAG 
GTGATTAAAAGACCTTGAAATCCATGACGCAGGGAGAATTGCGTCATTTAAAGCCT 
AGTTAACGCATTTACTAAACGCAGACGAAAATGGAAAGATTAATTGGGAGTGGTAG 
GAT G AAAC AAT T T GG AG AAG AT AG AAG T T T GAAG TGGAAAAC T GG AAG AC AG AAG T 
ACC 

SEQ ID NO: 93 

CGCTGGGTGCCTGCAGCGCCTCCCTTGTCTCATATGGTGTGTCCAGCACTCTATTG 
T T GT AAAC T GT T GNT T T GNC T GAC C T AAAT TN T C T T T AC T AAAC AN AT T T AAT AG T 
T N A A A A A AAA A A A AN AN C A 

SEQ ID NO: 94 

TTTTAAAGTCATCTCTATAGGAAGGTGCTGGGCAGGGATCCCAGAGAAAGAAAGGG 
TCCAAGACTCCATTAACTGCCCTGGATGAAGGGCACTGCTACAGCAGCTAGTACCA 
GAGAC T C T CC T AT C T C ACGGT T GAGGC AGACCC AGGAT AGAAT AGAGAAT AAAAGG 
AATGCTTATAGGAAACAATTTTGTATGGAATGCTAGATGGCCAAGCCTCAGCCTTT 
G G T C C AG T G C AAC CCTTGCCTCGCTTGT C AAC AG T G AAAAAT T AG T T T G G T T AG AA 
GAACCATCTGGAAACACACCAGCTTCTGCTACCTTCATGCTCATTGTTAAAAAAAG 
ATTAACCAGTGTGAACATTCTGATCTGTTAATTCCAGGGACTGTTTTCTTTCCAAT 
GGAC T GT T T GT T GGT AGAAT AACCCCCAAAAGCTCAAAGCT AAAAT GC AT CATC AG 
TCCTAGTCGGCAGTTCCTTAAGAATGGACTGGCGGCGTGGTTGAGCTGATATGGAA 
AAGCTGCACCTTCCTGCAGAAGATCAACTGACCTGCTATCCCACCCCAAATTTCAA 
CCTGAGGTATATTTCAATGAAGGCAGGTAGCTGTGCTTCTCAGAGCA 
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SEQ ID NO: 95 

TCCCGGAATCGCGGCCGCGTCGACCCGCCGCCGAGGATTCAGCAGCCTCCCCCTTG 
AGCCCCCTCGCTTCCCGACGTTCCGTTCCCCCCTGCCCGCCTTCTCCCGCCACCGC 
CGCCGCCGCCTTCCGCAGGCCGTTTCCACCGAGGAAAAGGAATCGTATCGTATGTC 
CGCTATCCAGAACCTCCACTCTTTCGACCCCTTTGCTGATGCAAGTAAGGGTGATG 
ACCTGCTTCCTGCTGGCACTGAGGATTATATCCATATAAGAATTCAACAGAGAAAC 
GGCAGGAAGACCCTTACTACTGTCCAAGGGATCGCTGATGATTACGATAAAAAGAA 
ACTAGTGAAGGCGTTTAAGAAAAAGTTTGCCTGCAATGGTACTGTAATTGAGCATC 
CGGAATATGGAGAAGTAATTCAGCTACAGGGTGACCAACGCAAGAACATATGCCAG 
TTCCTCGTAGAGATTGGACTGGCTAAGGACGATCAGCTGAAGGTTCATGGGTTTTA 
AGT GC T T G T GGC T C AC T G AAGC T T AAGT GAGGAT T T C C T T GC AAT GAGT AGAAT T T 
CCCTTCCTCCCTTGTCACAGGTTTAAAAACCTCACAGCTTGTATAATGTAACCATT 
TGGGGTCCGCTTTTAACTTGGACTAGTGTAACTNCTTCATGCAATAAACTGAAAAG 
ACCATGCTGCTANTC 

SEQ ID NO: 96 

TTCGGACGCAAGAAGACAGCGACAGCTGTGGCGCACTGCAAACGCGGCAATGGTCT 
CATCAAGGTGAACGGGCGGCCCCTGGAGATGATTGAGCCGCGCACGCTACAGTACA 
AGCTGCTGGAGCCAGTTCTGCTTCTCGGCAAGGAGCGATTTGCTGGTGTAGACATC 
CGTGTCCGTGTAAAGGGTGGTGGTCACGTGGCCCANATTTATGCTATCCGTCAGTC 
CATCTCCAAAGCCCTGGTGGCCTATTACCANAAATATGTGGATGAGGCTTCCAAGA 
AGGAGATCAAAGACATCCTCATCCAGTATGACCGGACCCTGCTGGTAGCTGACCCT 
CGTCGCTGCGAGTCCAAAAAGTTTGGAGGCCCTGGTGCCCGCGCTCGCTACCAGAA 
ATCCTACCGATAAGCCCATCGTGACTCAAAACTCACTTGTATAATAAACAGTTTTT 
GAGGGAT T T TAAAA 

SEQ ID NO: 97 

CTGCAATGTGCAATAGTTGCACCACTGCACTCCAGCCTGGGTGACAGAGTGAGAAC 
C T AT C T C T T AAAAAAAAAAAAAAAAAAAG G AAG AAG AG AC AT GAG AGGGCC C AAG T 
CACTTGCTCACTCACTTTCCGTGTACATGTACCAAGAAAAGGCCATGTGGGAAAGA 
GCAAGAAGGCAGCCGCCTTCAAGACAGGAAGAGAGCCCTCACCAGAAACTGAGCCA 
GAACCTTGGAATTCCAGCCTCCANAACTGTGAGAAAAGAATTTTCTGTTGTTTCAG 
TCCCCCACACTATGGCATTTTGTTACGGCAGCCTGAGCTAATACTCCTACTTTGTC 
CTGCATTTACTTGGTCTTCCAGTTAGTTTTTTAGACTTTGGGAATCAGAGCAGTCA 
GTTGTCAGATTTTAGCTTACAGTTGTCCTACCTGTGCAACTGAAATTTCTTCCATT 
TTAAACCAGAGCAGAGTTTTAGAGTCAAAAGAAACCAGATCTTTTAGTGCAGAAGC 
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SEQ ID NO: 98 

AAAAAAAC T C C AG AG AAG T T T AT AG AAAG AG AT G AC AT G T AAAC C C T GC T G AAAAA 
T AGT T T CAT T T GT T AGAAT AT AAT T GT C T T C C AC T AAAAAAAGAAAAAAAAAAGC A 
TTTAAGGCTCTAAGATCTCTTGAAGTACCACTTTTCCTGAATCCCAGAGTTTTTAT 
GTGCATTATTTTTATGCGTTTGTAGTTTGATATGTTGTATTTATAAGTAGTTTTAG 
CT TTCCATTATGAATTCTTCTTTGACCCATGAGTT AT TTAGGTAAGTGTTT AAAAA 
TTTACAATAGTTTATATATGCAAATATTATGTTGTTAGAGTTGGTTTTCATGTCAT 
TTTTACATATACAGGGGCAGTTTCCCCAACTAAATTGTATATTCCTTAAAGCAGCA 
CTCTTAAATTTTATTTCTGTGTCAATTTCTTGNCTGTGTTTCCTGGCATGGAATAC 
AT GGC AT AAAAT T T GT T AT GT AAT T AAAT GAAAT AT TAT TAT AC T T T C T AT t T T T T 
AGAAAAAA 



SEQ ID NO: 99 nt : 577 

GTCGACAGGGATGACATAACTATTAGTGGCAGGTTAGTTGTTGGTCACTTTCAACT 
CTGGGTTCAAGCGATTCTCCTACCTCAGCCTCCCGAGTAGCTGGGATTACAGGCAT 
GCACCGCCACACCTAATTTTCTATTCTTAGTAGAGACGGGGTTTCTCCCTGTTGGT 
CAGGC T GGT C T CGAAC T CCCGACC T CAGGT GAT CTGCCTGCCTC AGT CTCCC AAAG 
TCCTGGAACCACAGACATGAGCCACCACGCCTGGCCCCTTTTAAAATATTTCTGCT 
CATTGATGATGCACCCAGTCACCCAAGTGCTCTGATGGAGATGTATAAGGAGATGA 
ATGCTGTTTTCATGGCTGCTAATACAACATTCATTCTGCAACCCCCAAATCAAGAA 
GTAATTTTGACTTTCAAGTCTTATTATTTAAGAAATATATTTTGCAAGACTATAGC 
TGCCATAGACCGTGATTCCTCTGATGGATCAGACAAACTAAAATGAAAACCTCCTG 
CAACGTATTCATCATTCTAGATCCCTGAGGAATCGCCACACTGACTTNCACAATGG 
GTGAACTGGGTTACAGT 

SEQ ID NO: 100 nt : 552 

AAAC AAAAT T AT TCTCTGAGAGGGAAAGGAC AT TTGAGGGAAACATCAAATTTCCC 
CAT AAAT AAAT GAATGGAGTTTGCAGGAAGGTGAGGGTGAGCAGAGATGTGTGTGG 
ACATCTCTGACCATCCATCGCTGTATTCAAATGGATTGTTTTATTCCATTCTGGTC 
TCAGGCATGACCACGTCCAGTGAAGACATTTGAGGCAGCACATCTCAGGACCCAGG 
CAATAGACTGGCCCCAACTCAGGCTGGACTAAGGTGTGATTAATTCTTTGTTTTTT 
G T GT GGAAC AGC T C ACC T T GT C AGAC AGCC T C AGGGC AT C T C T GAGAC AC AGGGGC 
AGAAAATGACATTCATCTTTTGAGTCCTCATCCATGGAGTGCTGTGTTTGGGGGGC 



Clean Copy 

TGCATCTGCTGAAGCGAGAACCCCATTCTGCCACCCCACCAGGATGCCCATTCTCC 
AGGACTTCTCCAACTTACTATTAGACTAAACCAGAACAAGCAACAAACTGTATTTA 
T G C A AG C A A A A T T G A T GAG A A A A TTATATTC AAA T A A AG C A A A A A T T A 

SEQ ID NO: 101 nt : 606 

TCGTGCCACTGCACTCCAGCCTGGACGACAGAGTGAGACTCCATCTCAAAATAAAT 
AAATAAATAAATAAATAAATAAATAAATAAAAAAATAAAAAATACTTCTGCTATGA 
AAAACCTAGTTGGTATTTTTGCTTATTTAATACTATAGAAATATGGTGATCTCATC 
TTTAATAGAGTGCTTTTAAGGTCCCCAGTGATAATCTCCTAAAATCATGAACTTTA 
AGAATTTATAATGTTAATATGAGGAAATGAAATCTGGATTATCTCACCACATATTA 
T AT AAT T CAT TAG T G AC AG AGC AAG AAC T C C AGG T C AC CTGTCTATTC CAT G T T T T 
TCCTATCTGCCTTT AAAT G T T GAG AT AC T AC C C T TAT C T CAT G T G AAT G G AG AAAC 
T GC C T AAAAT GC T AAAAC T GAC T C AGAGGC AC CC AGAC AT AAGT G AAGT GT GAT T A 
GAAAATCCTGGTCAGTTGAGTCTTAGCCAAATGTGTACCTACTGTGTCTGCCTCTA 
TCAAGTCAATGAAAACATGATCTGAGAACTGTAAGTCCATTTATGGAAAGGGTTGA 
T T T ANAGAT AT T T T GAAC T TNC AGT GAT GAGCCCC T T C T C AAAT AG 

SEQ ID NO: 102 

CGGACTCCTGTGCTAATTGTCAGCTTACATATCATTGTATAGAGACTGTTTATTCT 
G T AC C AAAC T G A T T T C AAAAG T AC T AC A T N G AAAA T AAAC C G G T GAC TGTTTTTCT 
TCATAAAGTTCTGCGTTTGGCATCTTCACTCTTTCCAAAATGTATCTGTACATCAN 
AAATGTCACTATTCCAAGTGTCTTTTTAGTGTGGCTTTAGTATGGCTTCCTTTTAA 
TATTGNACATACATTGNATCTTTGTTTTATGGNAATAAGTAATAAAAATGTAGACT 
TCATATTTTGTACAAAATGTCCTATGTACAGAATAAAAAAGTTCATAGAAACAGCC 
NANAA 

SEQ ID NO: 103 

AGGCCGAGGCAGGCAGATCNCNTGAGGTCAAGAGTTTGAGACCAGCNTAGCTAACA 
TGGTGAAACCCCATCTCTACAAAAATATA-AAAATTAGCCTGG-GTGGTGATGGGC 
ACCTGTAACCCCAGCTACTCGGGAGGCTGAGGTAGGAGAATCACTTGAACCCGGGA 
GATGGAGGTTGCAGTGAGCCAAGATCGTGCCACTGCACTCCAGCCTGTGTGACAGA 
ACAAGACTCTGTCTCAAAAAAAAATAATAATAATAATAATAATAAAAAGGAATAAC 
ATAGCTAGGAATAAATTTAATCAAAGAGGTGAAAGACTTATACACTTAAAACTACA 
AAAAAAAAATCACTGAAGGAATTATAGACCCAAATAAAAATAAATAAAAAGACATT 
CTGTGTTT T AGGGAAAGAAGAC T T AAT AT T GT T AAGAT G T C AAT AC T AC CC AAAG T 
GAT C T AC AGAT T C AAC AT AAT CC C T AT C AAAAT T C C AAC AGC C T AC T T T GT AGAAA 
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TGGAAAAGCCAATTTTCAAATTCAGATGGAATTGCGAGGGGTTNTGAATAACAAAA 
C ACN AT C T T GGGG AAAAAAAAC AAAAAAC AAAG T C AAAG AAC T C AC AC T T C TN T AT 
T T AT AAAT T T AC T AC AAAGT T AT AGT AAT CNAA 

SEQ ID NO: 104 nt : 329 

TACGCACACGAGAACATGCCTCTCGCAAAGGATCTCCTTCATCCCTCTCCAGAAGA 
GGAGAAGAGGAAACACAAGAAGAAACGCCTGGTGCAGAGCCCCAATTCCTACTTCA 
TGGATGTGAAATGCCCAGGATGCTATAAAATCACCACGGTCTTTAGCCATGCACAA 
ACGGTAGTTTTGTGTGTTGGCTGCTCCACTGTCCTCTGCCAGCCTACAGGAGGAAA 
AGCAAGGCTTACAGAAGGATGTTCCTTCAGGAGGAAGCAGCACTAAAAGCACTCTG 
A G T C A AG A T G A G T G G G A A AC C A T C T C A A T A A AC AC A TTTTGGGTT A A A A 

SEQ ID NO: 105 

GAGCAGTGGCATGATCACACCTTACTGCGGCCTCCAACCCCTGAGCTTAAGTGATT 
CTCCCGCATTATCCTCCTGAGTAGCTGAGACTACAGGTGCATGCCACCATACACTA 
CTAAATTTGGGTCGGGTGGTGGTGGTGATTTTTTAATATTTTTGTAGAGACAGGGT 
CTCACTGTGATGCCCAGGCTGGTCTTGAACTCCTGGGCTCAAGCAGTCACCCACCT 
CAGCCTCCCAAAGCACTGGGATTACAGGTGTGAGCCACCACACTGGCCAGCTTTGT 
TTTGTTTT GAT GAC T AAGC T GC T C T T GC T AAAAGGGC T T C T C T C T GAAC T T C CC T A 
CCTTTCTTCTGTTTCCCTGGGCTAGGGCTCCATGTTGGCAGTCCTACTCCCAATTA 
ACCTGGGGCTGTCTGGTTAACCTTTATAAGATCTGCAGTCATTGGGAGACCCGGGG 
ACCAGGAATATTGTTGTTGAGGGAGCTACCCTGGAAAGTGGATGGGTGGCCAAAGG 

SEQ ID NO: 106 

TTTGGCTTTGCCTCTAGGCATTAGATGTTATCTTTGGAGGCATCCTTCTATGAGCA 
TTCATTTTTGGACCAAGCCTGGATTTACAATTCTATTACTGGCCCAGACTTCATTT 
CTATCCAATTTCATTCCACTGTGCTATAGTTTACAACATATAATTTGACTTATAAA 
T AAT T C C T GAC T AT GGGT T T AAAG AC T G AAAAT GG AT C AAT AGAAAC T T T GAAAAT 
GTTAACATCTTGATTGCTTTTCTCAGTGTAGAAATGGACAATGTTTAGCTTAAAAA 
CTGCATGTTTTTAATGAGATACGGGGTTGAAAGACTTATTCCTGGAATTTATTGTT 
CTGGAGAAAGCCTGTTGC TAT CTGCCATACCTTGGTT TACT TTGTGCAAAATGAGC 
TTCTTTTTAAGTAATGAGCTCTTTCCATGTTCAGCTTAAATTGCTGTCTTAGACAC 
TTCATCAGGGTTCCCTGCTCTGCCTCATTCCCCCTTTTGCTCACTTGCAGCCTTTG 
ACATAATCCTGGGAGGCAATTGGCATCATACATATTTTGCTTTGTAATCTCCTGCT 
T T GAT T C T GAC T GGG AC C CAGC 



- 151- 

Clean Copy 

SEQ ID NO: 107 nt : 747 

GGATCTAAGACCAGCCTGGCAGCCACCAGATGGTGATTCTAGTCCTGGCTCAGTCA 
GTAATAGGTCACTGACCCCAGAGAAATCAATTCAGCCTCCCCAGGTCCTTGGATTT 
C T T T C T GT GAAAAT GAAAGC AT AGG T AGGAAT T T C CC AT GGAAC AGC T AGC AGAGG 
AGAAAT AT T AAAAGT C AGGAGAC T C AT GC T AT AGT T T T CAT AC T T CAT T AC AAC AA 
TGTTGTTTAGGACAAGTGAGTTAACCTGTTAGCTTCCTCTATATAAAATGGAAAGT 
CATTAAAAACCTACATAGCAGGGTTCTTGTGAAGATCAAGTGATAATGTAGGAAGC 
ATGTACAAATGTCACATTCTGCCGTCACGTAATGGTCCTCACAGCTTGAGGTAGCA 
TTTAGCATGTGTCATGATTTAGTACAAGGGTTGGCAAACTGTTGCTCTTGGATTAA 
GTCTGGCTCATTGCCTGTTTTTCAAAGAAAAAAATTGTATATGTGTGTATATATGT 
T AT AT AT AGGT AC AC AC AC AT AT GT GC TAT AT AT AGC AT AT AT AC AC AC AT AAT AT 
ATAAACATGTACATATATAGCATTATATATATACCGTGTATAATATCTCCAGTCCT 
CATGACCAGCCATGCTTGTTCATTTACATTTGCATACTCTATGATTGCTTTCATGC 
AACAATGGCAGAGTTGAGTGATTGTTTTGCACAGANACTGTATGGCCCACTAAACC 
TAAAATATTAATCTCTGCC 

SEQ ID NO: 108 

CTCCTGCCGGGCTCGTGGCGGCTTCTGTCCGCTCCGCGGAGGGAAGCGCCTTCCCC 
AC AGG AC AT C AAT GC AAGC T T G AAT AAG AAAAAC AAAT TCTTCCTC C T AAGC C AT G 
GCATATCAGTTATACAGAAATACTACTTTGGGAAACAGTCTTCAGGAGAGCCTAGA 
TGAGCTCATACAGTCTCAACAGATCACCCCCCAACTTGCCCTTCAAGTTCTACTTC 
AGTTTGATAAGGCTATAAATGCAGCACTGGCTCAGAGGGTCAGGAACAGAGTCAAT 
TTCAGGGGCTCTCTAAATACGTACAGATTCTGCGATAATGTGTGGACTTTTGTACT 
GAATGATGTTGAATTCAGAGAGGTGACAGAACTTATTAAAGTGGATAAAGTGAAAA 
TTGTAGCCTGTGATGGTAAAAATACTGGCTCCAATACTACAGAATGAATAGAAAAA 
ATATGACTTTTTTACACCATCTTCTGTTATTCATTGCTTTTGAAGAGAAGCATAGA 
AGAG AC TTTTTATTTATT 

SEQ ID NO: 109 nt : 682 

TGCCACTGAAGATCCTGGTGTCGCCATGGGCCGCCGCCCCGCCCGTTGTTACCGGT 
ATTGTAAGAACAAGCCGTACCCAAAGTCTCGCTTCTGCCGAGGTGTCCCTGATGCC 
AAGATTCGCATTTTTGACCTGGGGCGGAAAAAGGCAAAAGTGGATGAGTTTCCGCT 
TTGTGGCCACATGGTGTCAGATGAATATGAGCAGCTGTCCTCTGAAGCCCTGGAGG 
CTGCCCGAATTTGTGCCAATAAGTACATGGTAAAAAGTTGTGGCAAAGATGGCTTC 
CATATCCGGGTGCGGCTCCACCCCTTCCACGTCATCCGCATCAACAAGATGTTGTC 
CTGTGCTGGGGCTGACAGGCTCCAAACAGGCATGCGAGGTGCCTTTGGAAAGCCCC 
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AGGGCACTGTGGCCAGGGTTCACATTGGCCAAGTTATCATGTCCATCCGCACCAAG 
CTGCAGAACAAGGAGCATGTGATTGAGGCCCTGCGCAGGGCCAAGTTCAAGTTTCT 
GGCC GC AGAAG AT C C AC AT C T C AAAGAAGT GGGGC T T C ACC AAGT T C AAT GC T GAT 
G AAT T T GAAGAC AT GGT GGC T GAAAAGC GGC T C AT CC C ANAT GGC T GT GGGG T C AA 
GTACATCCCCAATCGTGGCCCTCTGGACAAGTGGCGGCCCTGCACTCATGAAGGCT 
TTCAATGTGC 

SEQ ID NO: 110 

TCCCGGAATCGCGGCCGCGTCGACCTTGTCCTTGAGCGTCAACCTTCTTTCCCTGA 
AGTGGCTGGGGTTCCTGTTTCCTTCTTTGATTGACAACTTGTGTTAACCCTCGCAC 
ATCTCTGGG C C AAT TTTTGCTTGT AAG TCTTTCCG GAG AC C C C T G G AAT T T AAAT C 
ATTAGCACCGCGCCCTTCCCCGAAGAGTCTTCGAAGGGTTGCCGCTTTTCGGTGGC 
GCAGTTCTCGCGAGAAGGTGACTTTCTTTCTCGGTATTTCCTGGTTTCCAGAATCC 
TTAGCGCGAGGCGGAAAAAATATTTCTCCCAGCTTGTGTTGATGCCGCGATTTTGA 
CTGAGACTTCTTCCCACGATTTCTGTTTTTGCTTCTCCAAGGAAAATGGCAGCTCC 
CGAGCAGCCGCTTGCGATATCAAGGGGATGCACGAGCTCCTCCTCGCTTTCCCCGC 
CTCGGGGCGACCGAACCCTTCTGGTCAGGCACCTGCCGGCTGAGCTTACTGCTGAG 
GAGAAAGAGGACTTGCTGAAGTACTTCGGGGCTCAGTCTGTGCGGGTCCTGTCAGA 
T AAG GGGCGACT G A A AC A TACAGCTTTTGCCACATTCCCT A A T G A A A A A G C A G C T N 
T A A AG G C A T T G AC A A AC T N C A T C A AC T G A A AC TTTTAGTCATACTTT A A T C G 

SEQ ID NO: 111 nt : 536 

CAGAGATCAAAATAGGCCTTACACAGTGCGACGCGAATTTAAAAGATTACCCCATT 
CAGGTGTATGGATTTTGCAGTATTAAAGATGCTGCCTGGAATAGGTCATTATCTTC 
TCCAAGTACTCTGTTAAGTCAATGAGTCACATAGAGTATAAGGTTTATTATCTGCT 
TTTCTTTCATTAAATAAATCTTTATTGAATTTCTACTACATTAAAAAACCAAACCA 
A AAC AAAAC AA AC AAAAA AAAC AC T T C C C T GAG C C A T AAAG GAG AAG G T AG T T T T G 
AC T GGAAC C T T GAAGGAT GGG T AAAC T T T C AGC AG AT AAAGAT T G AGAGAAG AC C T 
TCCAGGTAGAGAAAGCAGTGTGGGCACAGGCAAAGATGGAAGAACACACGTGGCTG 
TGGGAAACACAGCTAGAAGCCAGTGCGGATAGAGAGTAGGCTATGATGTGCAAAGG 
T TAN AC AC T GGGAGAGAC AGGT CC AT GAGAGT AGC T T GGAC T AAC AC AGGGAGGGT 
T T G G AA T C C C A AC T G G G G AAC C T AN AAA T C AA 

SEQ ID NO: 112 

TAGGAGGCTTATTCACTGATTTCCCCTATTCTCAGGCTACACCCTAGACCAAACCT 
ACGCCAAAATCCATTTCACTATCATATTCATCGGCGTAAATCTAACTTTCTTCCCA 
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CAACACTTTCTCGGCCTATCCGGAATGCCCCGACGTTACTCGGACTACCCCGATGC 
ATACACCACATGAAACATCCTATCATCTGTAGGCTCATTCATTTCTCTAACAGCAG 
T AAT A T T AAT AAT T T T C A T GAT T T G AG AAG CCTTCGCTTC G AAG C G AAAAG T C C T A 
ATAGTAGAAGAACCCTCCATAAACCTGGAGTGACTATATGGATGCCCCCCACCCTA 
C C AC AC AT T C G AAG AAC C C G T AT AC AT AAAAT 

SEQ ID NO: 113 

TCTTTATCAAGTTGAGAAAGTTCCTCCCCTCTATTCCTAGTTTGCTAAGAGTCCTT 
CTATCCTATTTCTTAATGGTTTAGTAGATGACTCTGTGGTACTTTGAAGGTTGTTT 
GCAGAATTTCCATGCCATAGGCAATTTACCTTTCCTTGACATTTGAAGGATTGATG 
TTGGTGCCAAGTATAGAATCTTCACAGAGTCCTCCTGTAGCTTCTAAAGGTTTAGC 
T T G AAAAT G T T AAT T G C T T AAC G C T AG T AAG T GAG T G AAAAAG C T G G G GAT A AAT T 
TTGTATCTTGCTTATATTTCAGTTCCCACCTCTGTCCNGACNAAACCCCCATATAT 
AA 

SEQ ID NO: 114 

TAGTTTACATATCCCAACCTTTAAAAATATTCCTCTTATTAGCTTTATATTCACTT 
TATAGAAGTTGAGTTTTAATTAAAATTCTTGGCATCCTGAAGTATGTCACATAGCA 
TGTGCTCCT T AT AAAT AT G T T GAT AT C T C AG AAG AC AGC AT CCCGGTTTTCATTTT 
ATAAAGTACCATACTTAAGAATGCTGTAATACTTATCTTTTATAACATGTTTCCTT 
CGCTTTGCTTGNCTTTTATGNCATCAGTTTTAACTGTTTACTTCATTTAACAGNTT 
ACATCATNCAACAGTTTACTTCATTAAACAGTAGGTGGAAAAATAGATGCCAGTCT 
ATGAAAATCTTCCCATCTATATCAAAATACTTTCAAGGATATACTTT 

SEQ ID NO: 115 nt : 615 

CGACTTTCAACCATCAAGTGAGGAATACCTTCACATAACTGAGCCTCCCTCTTTAT 
C T C C T G AC AC AAAAT TAG AAC C T T C AG AAG AT G AT GG T AAAC C T GAG T TAT TAG AA 
G AAAT GGAAGC T T C T C C C AC AGAAC T TAT T GC T GT GGAAGGAAC T GAGAT T C T CCA 
AG AT T T C C AAAAC AAAAC C T AT GG T C AAG T T T C T G G AG AAGC AAT C AAG AT G T T T C 
CCACCATTAAAACACCTGAGGCTGGAACTGTTATTACAACTGCCGATGAAATTGAA 
TTAGAAGGTGCTACACAGTGGCCACACTCTACTTCTGCTTCTGCCACCTATGGGGT 
CGAGGCAGGTGTGGTGCCTTGGCTAAGTCCACAGACTTCTGAGAGGCCCACGCTTT 
CTTCTTCTCCAGAAATAAACCCTGAAACTCAAGCAGCTTTAATCAGAGGGCAGGAT 
TCCACGATAGCAGCATCAGAACAGCAAGTGGCAGCGAGAATTCTTGATTCCAATGA 
TCAGGCAACAGTAAACCCTGTGGAATTTAATACTGAGGGTGCAACACCCCATTTTC 
C C T T C T GGAGAC T T C T AAT GAAAC ANAT T T C C T GAT T GGC AT T AAT GAANAG T C A 
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Sequence ID 469 

GAT TTT T AAAAAT AC AT AT AGC AAAAAT AT T AC AGGGT C AGGGGAGAC AAT TAG A A 
TGATATAATTCAAAGTGGATTAAAAAAAAAACTGTCACCCAGAATACAATACCCAG 
CAAAG TTGTCCTT C AT AAAT GAAAG AAAAAT NAAAT C T T TNCCNAACNA 

SEQ ID NO: 117 

TCCCGGGAATCTGCAGGATCCGTCGACT 
SEQ ID NO: 118 

GACAGTGCCCAGGGCTCTGATATGTCTNTCACANCTTGNAAAGTGTGAGACAGCTG 
CCTTGTGTGGGACTGAAAGGCAAGATTTGTTCCTGCCCTTCCCTTTGTGACTTGAA 
GAACCCTGACTTTGTTTCTGCAAAGGCACCTGCATGTGTCTGTGTTCTTGTAGGCA 
TAATGTGAGGAGGTGGGGANACCACCCCACCCCCATGTCCACCATGACCCTCTTNC 
CACNCTNACCTGTGCTCCCTCCCCAATCATNTTT 

SEQ ID NO: 119 nt : 694 

TGGGCTTTGGGCTGGCTGCAGTCTGTCTGAGGGCGGCCGAAGTGGCTGGCTCATTT 

AAGATGAGGCTTCTGCTGCTTCTCCTAGNGGCGGCGTCTGCGATGGTCCGGAGCGA 

GGCCTCGGCCAATCTGGGCGGCGTGCCCAGCAAGAGATTAAAGATGCAGTACGCCA 

CGGGGCCGCTGCTCAAGTTCCAGATTTGTGTTTCCTGAGGTTATAGGCGGGTGTTT 

GAGGAGTACATGCGGGTTATTAGCCAGCGGTACCCAGACATCCGCATTGAAGGAGA 

GAATTACCTCCCTCAACCAATATATAGACACATAGCATCTTTCCTGTCAGTCTTCA 

AACTAGTATTAATAGGCTTAATAATTGTTGGCAAGGATCCTTTTGCTTTCTTTGGC 

ATGCAAGCTCCTAGCATCTGGCAGTGGGGCCAAGAAAATAAGGTTTATGCATGTAT 

GATGGTTTTCTTCTTGAGCAACATGATTGAGAACCAGTGTATGTCAACAGGTGCAT 

TTGAGATAACTTTAAATGATGTACCTGTGTGGTCTAAGCTGGAATCTGGTCACCTT 

C CAT C C AT GC AAC AAC T T G T T C AAAT T C T T G AC AAT G AAAT GAAAC T C AAT G T GC A 

TATGGGATTCAATCCCCACCATCGATCATAGCACCCCCTATCAGCACTGNAAACTC 

TTTTGCATTAAGGGATCATTGC 

SEQ ID NO: 120 

GGCAGCGCGGGGAGCCCGTCGGCGCCGGCGGGCGGGCCGGTTTCGAAGTTGATGCA 
ATCGGTTTAAACATGGCTGAACGCGTGTGTACACGGGACTGACGCAACCCACGTGT 
AACTGTCAGCCGGGCCCTGAGTAATCGCTTAAAGATGTTCCTACGGGCTTGTTGCT 
GTTGATGTTTTGTTTTGTTTTGTTTTTTGGTCTTTTTTTGTATTATAAAAAATAAT 
CTATTTCTATGAGAAAAGAGGCGTCTGTATATTTTGGGAATCTTTTCCGTTTCAAG 
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C AT T AAGAAC AC T T T TAATAAAC TTTTTTTT GAT A A T G G T T A A A A A A A A A A A A A A A 
A 



SEQ ID NO: 121 

CATAATAAAAAACAATCAACAAACAGGGAATGGAAAGAAACTTCCTCAGCATGGTG 
AAGGCCACATATGAAAATCCCACAGCTAACATCATACTCAATGATGAAAGACTGAA 
AGCTTTTCTCCT GAG AT C AGG AAC AAG AC AAAG AT GTCACCTTTTGTCACTTCTAT 
TCAACTCATTATTGGAAGTTTTTGCCAGAGCAATTAGGTAAG 

SEQ ID NO: 122 nt : 476 

CAGAATCTTTTCATAGGCTGAATGTTGCTCCACAATGTGTCCTTTGACTATCTCTG 

GCTAATTATTATTTTAATCTCTTCTCAGCTTTTCCAAGAACATAACGTTAACCAAA 

GATCTTAGGCCATTCACAACTCTTTTGTAAAAATTAATGTGGATGTGAAACGAGGC 

AACAAATCCTGAAGTAGAAAGTTATTCCTGGCCAGGCACGGTGGCTCACGCCTGTA 

ATCCTGGCACTTTGGGAGGCCGAGGTGGGTGGATCATGAGGACAGGAGATCGAGAC 

CATCCTGGCCAACATGATGAAACCCCATCTCTACTAAAATACAAAAAATTAGCTGG 

GCATGGTGACGCGTGCCTGTAGTCCCAGTTACTCGGGAGGCTGAGGCAGGGGAATT 

GCTTGAACCTCGGAGGTGGGAGGTTGCAGTGTGCCGAGATCACGCTACTGCACTCC 

AGCCTGGCAACAGAGCAAGACTCCATCT 

SEQ ID NO: 123 

AAACAGAAAGTTTCTTCTAAAGGCATGATTCAGTTAAGTCATTCTTAAGTGTTAAA 
AAATTGTGAAAAATGTGCCTGTAATCCCAACACTTTGGGAGGCCGAGGCAGGCAGA 
TCACGAGGTCAGGAGATCAAGACCATCCTGGCTAACAAGGTGAAACCCCGTCTCTA 
CGAAAAATACCAAAAACATTAGCCGGGCGTGGTTGTGGGCGCCTGTAGTCCCAGCT 
AC T T GAGAGGC T GAGGC AGGAGAAT G 

SEQ ID NO: 124 

TTCTTGGGATATTGATGACTACTGTCTGAGAGGTGCTGTGGGGAGATTTTCAGGAT 
TGTGTGGTCTTTGAGGGGGGTGTTTTTTTAAGACAACATTGACCACTGTCCACTGT 
CCACATGATCATTGTAAAATTGCAATGCCGCATGCTAGTTGGTTACATAAGACATA 
ATTCCAGTGATTGAAGGTGGTTACACTGTATGGTGGTGTGTTCAAGATGGCACTGG 
CATCTTTGAGCAGAGCCTGGCTATGCAGCATCATTTGAGTTTTTTAAACACCCTAN 
AGGTCTGGTTGTTGTTGCTGTTGTCCTTTCCTGTGAAAGTCACAANANAAGTTACA 
GTCCAGGTGAACCTGGAGTTTATAGGTTGGTTTTGTTTCTGNTATATATATATATA 
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TATATATTTTTTTTTTTTTTTAACATTTACCTGTAGTGCTGTAGCTGTTGATACTA 
TCACCTGCATGCTATTTCTAGTGAGTGCTAAATACAGTATGGTCCAATGACAATAA 
CAGCCCATGGTACTGCCAG 

SEQ ID NO: 125 

CATCAGTCTGTTATCCATGCTGACTTTCCGAAGACTTGCAGCTACTGCATTGATAT 
CTTTCCTGCCAATAAGCAAAGTGTTGAACACTTCACAAAATATTTTACTGAGGCAG 
GCTTGAAAGAGCTTTCAGAATATGTTCGGAATCAGCAAACCATCGGAGCTCGTAAG 
GAGCTCCAGAAAGAACTTCAAGAACAGATGTCCCGTGGTGATCCATTTAAGGATAT 
AATTTTATATGTCAAGGAGGAGATGAAAAAAAACAACATCCCAGAGCCAGTTGTCA 
TCGGAATAGTCTGGTCAAGTGTAATGAGCACTGTGGAATGGAACAAAAAAGAGGAG 
CTTGTAGCAGAGCAAGCCATCAAGCACTTGAAGCAATACAGCCCTCTACTTGCTGC 
CTTTACTACTCAAGGTCAGTCTGAGCTGACTCTGTTACTGAAGATTAGGGAGTATT 
GC T AT G AC AAC AT T CAT T T C AT GAAAGCC T T C C AN AAAA 

SEQ ID NO: 126 

C AC AC T T T CAT GAT AAAAAC AGAACC T AGGAAT GAAAAGAAAT T AT AGC AAC AT AA 
TAAAGACCATATATGAGAAGCCCACAGCTAACATACTGTATGGTGAAAAACTGAAA 
GCTCTTCCTCTAAGATCAGGAACAAGGCAAGGATGCCCATTCTTGCCACTTCTATC 
G AAC G T AG T AC T G G AAG C C C T AG C C AG AAC AAC T AG G C AA T AG AAAG AAA T T AAAG 
GC AT CC ATNT C AGAAAGG AAGAANC AAAAT GC T GT C T GT T T A AN AT GAC A 

SEQ ID NO: 127 

T T T C T AT AN AAAAAAAT T T T T T AAAAT AAT T G T AAAG T TAG AT T T AAAAT T G T AAA 
ATATAAAATCACAAAGGAATGTACCCAATAAAATGTAAATGCNCCATAAAAAAAAA 
AAAAAAAAAAAAAAAAAA 

SEQ ID NO: 128 

CGNTAACGTGCAATCCGCCGCACGCCAGCAAACTGGACAAACTCCGGGATCTCATC 
GAAGCGATTGAGCACCAGTACCAGAGTAATACCGGACTGATGTAACGAGGCGAGTC 
GCTCATCCAGCTTGCTGACGTGAGGCAACATCCAGGCCATCGAACGGNTCATCAAG 
AATCAACAAGTCAGGCTCCGACATCAGCGCCTGACACAGCAGGGTTTTTCGCGTCT 
CGCCAGTGGAAAGGTATTTAAAGCGTCNGTCGAGGAGGGCGGTAATACCGAACTGC 
TGCGCCAGTTGCATGCAACGCGGTGCATCCTTTACTTCATCCTGAATGATCTCAGC 
CGTAGTGCGTCCGGTGCCATCTTCGCCAGGGCCGAGCATATCGGTGTTATTCCGCT 
GCCATTCGTCGCTGACGAGTTTTTGCAATTGCTCGAAGGAGAGACGAGTGATGTGG 
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GAAAACTGGCTTTGCCGTTCACCTTTCAAAAGCGGGAAGTTCCCCCGCCAGCGCGC 
GGGCCAGGGCCCGAT 

SEQ ID NO: 129 

TTTTTTTTTTT TAT T C T AT T AAAAAAT GT TNNT GAAAAAAGAT AC T T AAAT T T T AA 
AGAT AAC TNAAT T C CTAANGAT T T AAAAT AAT CC AAGC AGAGAT G AAAGANC AAAT 
GCAAATGCNTAAAAAGACCCCANAGCATTGTTAGCAAAAAGCAAATATAGTTAGCC 
AAGCATATATATNTCATAAAAGCAATAANAAGGCNTAAAGCAAGTTTGGGGAGAGC 
T T AT T TAAAAC T T GTAAAAAT CAT T T G AAT T T T TAAAAG T T T T CAAAC 

SEQ ID NO: 130 nt : 551 

T T T GG AAC AC AAAG TTCCCTTT T T AG AAG AAT AGG T AT T G AGC C C T T G AGC G T GGG 

T AGAAAGAT AG AGAC AGAGT G AT T T GC AAAAT AAT GGAGGAT CAT AT T TAT AT AT G 

AATTTTCACTTATTTGAACTTTCAGATATCANCTTNAAAANCTTTGGTTTAAGTAA 

AGTNTNTTAATGAGACTCCTTGGATGAAAGTAACCAAAACCAGTAAAAATAAGGTA 

ATAAGGATGTAATAGTTTCTTATGGACACTCAACAGCTAGAATGCAGTTAGTCTCA 

GAAAAGAATTAGAACAAATAACTGGAAGGCCATCAGGAGTCCAAAACCATCACTCT 

TTTATATTTTATATTTTATTTTTCTCTCTTCANATGAGCATTCTCTTTCTATGTCC 

ATATGGTANAAGGCGGCAGCTCCATAGATTATGGCTTCAGATGTTACAGTTCCGCT 

N AAT GCAGGGAC AGAC T T GC T AT C T T T C AGT C CC C T T AC AT AT C C T GGGGAGAGAG 

CAAATGATTGACTGGCTTGAGTCAGGTGCCCGTTCCCTTTCCAATCT 

SEQ ID NO: 131 nt:224 

GTTTGNTTGTGACCATCTGTACTTGTAATTTCTTTACNTTCATTGGTATGAAAAAT 
ATGT TCTTAGAAGCANGAAAAAGAATTCAGNTTTGCTTTGT AT ACT AAAT T AAAT G 
CTGTAATTTTGATAAAATGAAAAATCTGCTTTATTTGCAACAATTGGTTTCTTCCT 
TGACGTCAGCCTCACTCTTGGACTTTGGTATTCAGCCNGNCACCCCTGGGAATTCC 

SEQ ID NO: 132 nt : 349 

GTGCCTCCCTGTGTGAGTAGCCTAAGGTGCATTGAAAAAGACTGGGATGTGTTTTA 

TTTTTTTGTATTAGATAGCATTAACCTTACTGTTGAAGTATTTTTGGTGGAGTATT 

AGTGACAAGCCATTGAGTCTTAAGCCTTACGGCTTCCTATAAAATCACTAATTTCG 

TGTGTGTTTGTGTGTAGGTTACGTTATATATAGGATTCGTGTTCGCCGTGGTGGCC 

GAAAACGCCCAGTTCCTAAGGGTGCAACTTACGGCAAGCCTGTCCATCATGGTGTT 

AACCAGCTAAAGTTTGCTCGAAGCCTTCAGTCCGTTGCAGAGGANCGAGCTGGACN 

CCCTGGGGGGCTC 
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SEQ ID NO: 133 

T T AAC AGC T GC AT AGAGT T T T AAAAGT AC AT TAT AT T T T G T C AG AC AAG T AAAAT A 
TCTGTTT T T C A C G C A A A A A A A G C C A T G AAA T A C G T A A T T T T T T AAAGACAAAAAAT 
CATCTTTTGAGTTTGCTCTTTGGTTTTTCTTCATTCCTTTTGAGGATTGGGAAAAC 
AGAAAGATTCTTTGATTTGGGTAATGAAGAGGTAATTTGGGACAGTGTGGTGGTAC 
CAGGAAGAAAGAGGATTGGAAAGGCCAGTACTGTTTTAGTTGCTCGGCACTGTTGG 
TTTTGTTTTAATGTGGTTGCCCTGTCCACTACATGGTTCTATCAGTAGTGTAATCC 
ATTTTCAATGTAAAGCTCTTTTAGTTTTTGTCATAGACATAAATTAATATTTTGAG 
AGGC ATCCCTCACCTGTT CAT TTCTTCTGTGTTGAAATGAAGT AC TT AAAAT TACC 
GTTATACATGAACTTTGTGGACTGTAAGATTTGTTATATATGTTCAAATGCCTTTT 
AGCTGGCTTTTTAATTAATATGCCTGTTTTGAGTGCTTAATACAATGTAATGNGGA 
T T G T AAAT CAT AC C T AT T T T AAAT CAT TCCTTCCT G TAT AT T T GN AC T C AG AG AGC 
CTTATTTTATTCTTCCAGC 

SEQ ID NO: 134 nt : 382 

TTTTCTTAGAACTTTATTTTTTCTGGCCAGGCGCAGTGGCTCACACCTGTAATCCC 
AGCACTTTGGGAGGCCAAGGCAGGTCGATCACCTGAGGTCAGGAGCTCAAGACCAG 
CCTGGCCAACATGGTGAAACCCTGTCTCTACTAAAAATACAAAAATTAGCTGGGCG 
TGGTGGCGCATGCCTGTAATCCCANCTACTCAGGAGGCTGAGGCAGGAGAATTGTT 
TGAACCCGGGAGGCGGAGGTTGCANTGAGCCGAGATTGCGCCACTGCACTCCAGCC 
T GGGC AAC AG AGC G AAAC T C C AT C T C AAAAAAAAAAAAAAAAAAC AAC C T T T AT T T 
TTTCTGATTTT AAAAG T AA T AAC T AG T T T G T AG AAAC AT T AAAAG T 

SEQ ID NO: 135 

ACCCTAAACATAACTTAAAATTTGTTNGGAATTTGAAAGTACAGAATTTTCCTGTA 
AT T G AGAC TNT T T AAAC TTTTGTGGT T GGAGAAGG T AT T C T AT t T T T T GAAAAT AT 
CTGTAAGTTTTATCTAAATAGTAAACTCTAAGTATTCTTCCCCTTTACTTACAGCC 
ACC C T GGGAAT C T GAGAC T AG AGAAAAT AAAG TTTGTCTCTTGTT C T AAGGAGGG T 
CTGGTTTAGAAATCTGATTTAGACATAGAAAAATTGCAAGAAGCTTGAGGTGATTG 
GAAGATACGATTTTGTTATCAAAGNATGTTTCTGTTTTATAGATTTTATTCATCTA 
CAACTCCTTATTAATATATTTAAGAAGTCATTAACCCACCATTGATTACTTGATAT 
AAAAG GAG A AN C G G T G G T AAAAG G T G A A A T AN A A T T T T TAAT TTTTTTTTTTT T AA 
GTTTAGGATTTTTTTTTAAATTCTAAGAGTTTCTGTCATTTGGGGACAATCAGAA 



SEQ ID NO: 136 
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TGGGAAT C AT AAT TNGT T AAC T GAAGC TNAT AAGAT GAGAGC AT T C ANAGAGAAAA 
GAACGGAAAGATTGAATATCAGTTTCCCTTCTTTAAAAAAATTGTGGATATGTGAT 
CTAGCTTCTTGAGCATCACAGTGACTGATTGGCTCGTGGTAATTGATCGCTATGCT 
G AC AAT C T TAT C T C C AC C T AT G T C AT T C AAT T T T C T AAG AGGC AAAAT C C T T AAT C 
AGGAGGAGAGTTTAGCTCTAGCTAAATTTCCCTTGTCCAGCATGCTCCTGCTCCCC 
CAACTTGTGGAAACAGCTAAAGGATTGGACTAGGAGCANAAGTTTGGAATGGTTAA 
AATGTAGCAACATGTGTTTCCTGAAACAAAATTCCACTATAATAAAAAAAGCATTT 
GAATGCTCCCTTGTAATTCTGTTGGAGCTTGTTGCCTTTTTTATGACACAACCATA 
ATCAGTGATAGACAGTAGCATAAAGAAGCAAGAGCAAAGCAATTAAGTAATAATAG 
CACTACAAAAATGTGTGCTGTACTTACCAAACACGACATTTATGAATTATTANATA 
GGAATAAGGGGATGGT 

SEQ ID NO: 137 

GACCCAGCCATCTAAATAAGTTRTACATGTTGCGTATTTTTTTGTTAGGGACTTAT 
CTTCCGAAGAGGAAAGGTTTATGAAACCTAAAGTAACAATGATAGCTTGGAATCAA 
AATGATAGCATTGTTGGCACAGCTGTGAATGATCATGTCCTCAAAGTGTGGAATTC 
TTACACTGGACAACTGCTTCATAACTTAATGGGACATGCTGATGAAGTATTTGTTC 
T GGAGAC AC AT CCC T T T GAT T CC AGAAT TAT G T TAT C T GC AGGAC AT G AT GGC AGC 
AT AT T T AT AT GGGAT AT T AC AAAAGGT ACC AAGAT GAAAC AT TAT T T T AAT AT GGT 
AAGT GAAG T GAGAT G T AC C T T GAT AC AT GC T T GAT AAT T T GT T T AGAGT AT T T GGG 
TTATGCGGCTTACCCAGAAATTGATCTGCTTGTTTTGGCAGTTTGTTTTTACAAAT 
CAACATATTCAAAGCCTGCTAAATATTAGACAGCTACATGTATATACGTACATACA 
TGAA 

SEQ ID NO: 138 
TTTC 

SEQ ID NO: 139 

CTCGCTGGCGGGAGGCCACGGGCTTTCCACAGCGCGGGGGAACGGGAGGCTGCAGG 
ATGGTCAAGCTGACGGCGGAGCTGATCGAGCAGGCGGCGCAGTACACCAACGCGGT 
GCGCGACCGGGAGCTGGACCTCCGGGGGTGATCTGGACCCTCTGGCATCTCTCAAA 
TCGCTGACTTACCTAAGTATCCTAAGAAATCCGGTAACCAATAAGAAGCATTACAG 
ATTGTATGTGATTTATAAAGTTCCGCAAGTCATAGTACTGGATTTCCAGAAAGTGA 
AAC T AAAA T T T T AAT CCAGGTGCTGGTTTGC C AAC T G AC AAAAAG AAAG G T G G G C C 
ATCTCCAGGGGATGTAAAAGCAATCAAGAATGCCATAGCAAATGCTTNAACTCTGG 
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CTGAAGTGGANAGGCTGAANGGGTTGCTGCAGTCTGGTC 
SEQ ID NO: 140 

G AAG AC C T C AC AT C T GAG AGC T CAT C T GCGT T GGC AT T C T GG AGAACGCC C T T T T G 
TTTGTAACTGGATGTACTGTGGTAAAAGATTTACTCGAAGTGATGAATTACAGAGG 
CACAGAAGAACACATACAGGTGAGAAGAAATTTGTTTGTCCAGAATGTTCAAAACG 
CTTTATGANAAGTGACCACCTTGCCAAACATATTAAAACACACCAGAATAAAAAAG 
GTATTCACTCTANCAGTACAGTGCTGGCATCTGTGGAAGCTGCGCGAGATGATACT 
TTGATTACTGCAGGAGGAACAACGCTTATCCTTGCAAATATTCAACAAGGTTCTGT 
TTCAGGGATAGGAACTGTTAATACTTCCGCCACCAGCAATCAAGATATCCTTACCA 
AC AC T GAAAT ACC T T T AC AGC T T GT C AC AGT T T C T GGAAAT GAGAC AAT GGG AGT A 
AAT AT T AC AC AAAT AC T TAT T CAT T GNGGT T AT T T T T AT AC AGT AGT GAGAAGAAT 
AT T G T T C C T AAGT T C T T AGAT AT C T T T T T T T GGAT GT GC AAAAAT T T T T GGAT T G A 
CAGTAACTTGGGTATACATGACACTGAAATGCCTTACTTTGGATGA 

SEQ ID NO: 141 

TGCCTGCGGGCCAGGACCTCGCCCAGCCCATGTTCATCCAGTCAGCCAACCAGCCC 
TCCGANGGGCAGGCCCCCCAGGTGACCGGCGACTGAGGGCCTGAGCTGGCAAGGCC 
AAGGACACCCAACACAATTTTTGCCATACAGCCCCAGGCAATGGGCACAGCCTTCC 
TCCCCANAGGACCCGGCCGACCTCAGCGCCTCCTGCAGGCTAGGACACTGGTGCAC 
TACACCCCATGCCTGGGGGCCGAGATTCTCCAGCAGAAAGATGCAATATTTTTTGT 
TTCCTTTTTTTCCATTTTTTTCTCTAAGGAATCAATATTTCAATATGTTGAGTGTG 
TGTCCAATGCTATGAAATTAAAATATTAAATAACATATTTATGGCATTTTCTTGAA 
GAGTGTGGTTGAAGAAATATTTCTCCTTTTGTTTTTCTTTTTTTTTTGNTTGNTAC 
TGCCACTTCTTTTTAGGAGCAAATCTCCCCAGGGGTGTACGGNATTTCTTGACTCT 
GGGAACAGCTGCTACCCCCAAGACTTGCCACGTTGTTCTGCCCTCAAATGGAATTA 
AGTG 

SEQ ID NO: 142 nt : 390 

GGAATATGGTCAGGATCTTCTCCATACTGTCTTCAAGAATGGCAAGGTGACAAAAA 

GCTATTCATTTGATGAAATAAGAAAAAATGCACAGCTGAATATTGAACTGGAAGCA 

GCACATCATTAGGCTTTATGACTGGGTGTGTGTTGTGTGTATGTAATACATAATGT 

TTATTGTACANATGTGTGGGGTTTGTGTTTTATGATACATTACAGCCAAATTATTT 

GTTGGTTNATGGACATACTGCCCTTTCATTTTTTTCTTTTCCAGTGTTTAGGTGAT 

C T C AAAT T AAG AAAT G C A T T T A AC C AT G T AAAAN A T G AN T G C T A A AG T C AG C T T T T 

TAGGGCCCTTTGCCAATAGGTANTCATTCAATCTGGTATTGATCTTTTCACAAA 
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SEQ ID NO: 143 

ACCCGCCATCTTCCAGTAATTCGCCAAAATGACGAACACAAAGGGAAAGAGGAGAG 
GCACCCGATATATGTTCTCTAGGCCTTTTANAAAACATGGAGTTGTTCCTTTGGCC 
ACATATATGCGAATCTATAAGAAAGGTGATATTGTAGACATCAAGGGAATGGGTAC 
TGTTCAAAAAGGAATGCCCCACAAGTGTTACCATGGCAAAACTGGAAGAGTCTACA 
ATGTTACCCAGCATGCTGTTGGCATTGTTGTAAACAAACAAGTTAAGGGCAAGATT 
CTTGCCAAGAGAATTAATGTGCGTATTGAGCACATTAAGCACTCTAAGAGCCGAGA 
TAGCTTCCT GAAAC G T G T GAAG GAAAAT GAT C AG AAAAAG AAAG AAG C C AAAG AG A 
AAGGTACCTGGGTTCAACTAAAGCGCCAGCCTGCTCCACCCAGAGAAGCACACTTT 
G T GAGAAC C AAT GGGAAGGAGCC T GAGC T GC T GGAAC C T AT T CC C T AT GAAT T CAT 
G G C A T A A TAGGTGTT A A A A A A A A A A A A T AAAG GACCTCTGGG 

SEQ ID NO: 144 nt : 109 

ACATTTTCCGGNCCTTTTGCCATACACAGTTACAGAGATCAGTCAAATCCATACCA 

CCACTGAGATCTCATTTATTGCCACAGATGCACAAAATAAATAACCCAAAATC 

SEQ ID NO: 145 nt : 374 

CCAGCAACGACCCATACCTCAGACCCGACGGCCCGGAGCGGAGCGCGCCCTGCCCT 
GGCGCAGCCAGAGCCGCCGGGTGCCCGCTGCAGTTTCTTGGGACATAGGAGCGCAA 
AGAAGCTACAGCCTGGACTTACCACCACTAAACTGCGAGAGAAGCTAAACGTGTTT 
ATTTTCCCTTAAATTATTTTTGTAATGGTAGCTTTTTCTACATCTTACTCCTGTTG 
AT GC AGC T AAGGT AC AT T T G T AAAAAG AAAAAAAAC C AG AC T T T T C AN AC AAAC C C 
TTTGTATTGTANATAAGAGGAAAAGACTGAGCATGCTCACTTTTTTATATTAATTT 
T T AC AGT AT T T GTAAGAAT AAAG CAN CAT T T GAAATCG 

SEQ ID NO: 146 

GTACAGGAGGTAAATTGGATACCCCATCTAAGGGGATCTGTGAGACCAGGTAGTTA 
TTTGGAATGAAAGAGTAAGATATTAAACCAGCCAGCATGTCAACAGGTGGGTGATA 
GTCTTGTTCTCACAGACAACAGATGGCCATCATCTTAAAACAACATTTATGTTAAC 
CAGCAGATAAGGGACTCCTGCATTGTCAGTGGACTTTGAGCCTGAGTTTTTCTACT 
TGCATAGGTGAAAGTGGACTGCAATGCTAGTATAAATGCCGTATGATGACTAGTAC 
CCCTTAGGGAGCTCCAGTTTGCCTTCCTGGGGAACCACAGACCCCAAGTGTAATTT 
C C T GAG G AC AG C C C G AC T T C T 



- 162- 

Clean Copy 

SEQ ID NO: 147 

GTTACTGTGAGCCTGTCAGTAGTGGGTACCAATCTTTTGTGACATATTGTCATGCT 
GAGGTGNGACACCTGCTGCACTCATCTGATGTAAAACCATCCCANAGCTGGCGAGA 
GGATGGAGCTGGGTGGAAACTGCTTTGCACTATCGTTTGCTTGGTGTTTGTTTTTA 
ACGCACAACTTGCTTGTACAGTAAACTGTCTTCTGTACTATTTAACTGTAAAATGG 
AAT T T T G AC T GAT T T G T T AC AAT AAT AT AAC T C T GAG AT G T G T G AAAAAAAAAAAA 
AAAAAAAAAAAAA 

SEQ ID NO: 148 nt : 521 

CTGCGGTGGAGCCGCCACCAAAATGCAGATTTTCGTGAAAACCCTTACGGGGAAGA 

CCATCACCCTCGAGGTTGAACCCTCGGATACGATAGAAAATGTAAAGGCCAAGATC 

CAGGATAAGGAAGGAATTCCTCCTGATCAGCAGAGACTGATCTTTGCTGGCAAGCA 

GC T GGAAGAT GGAC G T AC T T T GT C T GAC T AC AAT AT T C AAAAGGAGT C T AC T C T T C 

ATCTTGTGTTGAGACTTCGTGGTGGTGCTAAGAAAAGGAAGAAGAAGTCTTACACC 

ACTCCCAAGAAGAATAAGCACAAGAGAAAGAAGGTTAAGCTGGCTGTCCTGAAATA 

TTATAAGGTGGATGAGAATGGCAAAATTAGTCGCCTTCGTCGAGAGTGCCCTTCTG 

ATGAATGTGGTGCTGGGGTGTTTATGGCAAGTCACTTTGACAGACATTATTGTGGC 

AAAT G T T G T C T GAC TTACTGTTT C AAC AAAC C AG AAG AC AAG T AAC T G T AT GAG T T 

AAT AAAAG AC AT G AAC T 

SEQ ID NO: 149 

AAGCTCATGATTTTAAATGTATTTTTCTAATAAACTATACTCCCATTTAAAAATCA 
CCAATACCTTAATGTTTCAATTATATAAGCTAATTAAAAATAAAGGCTGGGCGTGG 
TGGCTCACTTTGGAAGACCGAGGCAGGCAGATCACCTGAGGTCAGGAGTTCGAGAC 
CAGCCTGCCCAACATGGAGAAACCCCATCTCTACTAAAAATACAAAATTAGCCAGG 
CATGGTGGCACATGCCCGTAATCCCAGCTACTGGGGAAGCTGAGGCAGGAGAATCA 
CTTGAACCTGGGAGGCAGGGGCTGCAGTGAGCCGAGATCATGCCATTGCACTCCAG 
T C T GGGC AAC AAT AG T GG AAC T C C AT C T C A A A A A T A A T A A A A A A A A T A A A A T A A A A 
AT AAAAT T C AAAC C T AAAAT AGAT GC T C T AC T T C AGGAGT GGGC AAAT T AAT C AC C 
TGCATCCTTTTTTTGGGCTTTC 

SEQ ID NO: 150 nt : 575 

TTTTTTTCTAAATGGNGATTACTAATATATGTGGAGACTATTAATCTCTTTTCTGT 
TGCCATTAGTTCATTTTTCCCCAAAAGCCAATACATGTTCATTACAAAAATGAATT 
A T A A A A TAT AAG T T A A A AG A A A A AC A T A A A AC C C T AC A A TCTTACCCACCCAGACA 
ACTACTATTAATACCTTAGTATTAACATATACACATCATGTATATGTATAAATTTA 
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TCTTAAACAAAAATAAAATTATTCTTTACATATTGTTTTAAAACCTATTTATCTGG 
CCAGGTGCCGTGGCTCACGCTTGTAATCCCAGCACTTTGGGAGGCTGAGGCACGTG 
GATCACCTGAGGTCAGGAATTCGAGACCAGCCCAGCCAACATGGTGAAACCCTGTC 
TCTAATGGTTTAAATACCAAAAAATTAGCTGGGCATGGTGGCACATGCCTGTAATA 
TCAGCTAACATGGGAGGCTGAGGCAGGAGAATCACTTGAACCANGGAGGGGGAGGT 
TGCAGTGAGCCGAAATCACACCACTTCACTGCAGCCTGGGCAACAAAGCAAGACTG 
T C T C A A A A AG A A A A A 

SEQ ID NO: 151 

CACTGTCATTCCCAGGAGGCTTTGGAGTCAGAACTGGATTCAAATTCTGACTNTAT 
GTTGTGTGACTTGGGCCAATAGCTTCTTTNTGTGCCTCAGTTTCTTTAGCTGTAAA 
TANACGGGTAGGTCACCCCTTACCCCATAGGTTATGGGGAAAGTTACAGAAAATGG 
TCAGCTGGGCNCAGTGGCTCAAGCCTGTGGTCCCAGCNCCTTGGGAGGCCAAGGTG 
AGCAGATTGCTTGAGCCCAGGAGTTTGACACCAGTNTGGCAACGTGACGAAACCCT 
ATCNCTGTGAAAAATACAAAAAATTAGCCAGGCATGGTGGTGTGTGTCTGTGGTTC 
CAGCTGCTTGAGAGTTTGAAGTGGGAGGATCACCTGAGCCCAGAAGGTCGAGGCTG 
CAGTGAGCTGT GAT CGCGTCACTGCACTCCAGCCTGGC-GACAGAGT GAGA- CCCC 
T - T T T G AAAAAAAAAAAAAAAAAAT 

SEQ ID NO: 152 

GTGAGCGGTGGTGGTTTATTCTTCCGTGGAGTTAAGGGCTCCGTGGACATCTCAGG 
TCTTCAGGGTCTTCCATCTGGAACTATATAAAGTTCAGAAAACATGTCTCGAAGAT 
ATGACTCCAGGACCACTATATTTTCTCCAGAAGGTCGCTTATACCAAGTTGAATAT 
GCCATGGAAGCTATTGGACATGCAGGCACCTGTTTGGGAATTTTAGCAAATGATGG 
TGTTTTGCT T GC AGC AG AG AG ACNC AAC AT C C AC AAGC T T C T T GAT GAAG T C T T T T 
TTTCTGAAAAAATTTATAAACTCAATGAGGACATGGCTTGCAGTGTGGCAGGCATA 
AC T T C T GAT GC T AAT GT T C T G AC T AAT G AAC T AAGGC T CAT T GC T C AAAGGT AT T T 
ATTACAGTATCAGGAGCCAATACCTTGTGAGCAGTTGGTTACAGCGCTGTGTGATA 
T C AAAC AAGC T TAT AC AC AAT T T GGAGG AAAACGT CC C TTTGGTGTTT CAT T GC T G 
TACATTGGCTGGGATAAGCACTATGGCTTTCAGCTCTATCAGAGTGACCCTAGTGG 
AAATTCGGGGGATGGGAAGGCCACATGCATTGGAAATAATANCGCTGCAGCTGTGT 
C AAT G T T G AAAC AAG 

SEQ ID NO: 153 

TTTTTTTTTTATAAACTCCAATCATTTCCAGAGCTACTTAGCTCAGCATCTTTTTT 
TTCCACGCTCTTAAGTTGTGTTTATACATTTTTGATACAGTTAGATTGTTTTTGTC 
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ACATTCTTCATTCTATCCTGGGATCCCCCAACCACCTAAGTGGATTTTTTGATAAT 
TTGCATGCTTTAAGGATAACTCTTCATTCTGNAAAGGGCTATGGGTTTTGGCAAAT 
GCAGAGTCATGTATCCAAGATTACAATATCGCACAGAAGAGTTTCATCACTATATA 
AAACTCACCAGTCTTCCTCCTATTCAACCATCTCCATGCCTTCTTCCCAGCCCTAA 
CTCCTTAAAACCACTCATATCTTTACTATTGCTATAGTATTGCCTCTTCCACCATG 
TCATATAAATGGAAACATACAGTATTAGTCTTCTCAAACTAGTTTCTTTTACCTAA 
CAACATGCATTTAAGATTCATAGTGTCTTTTAATGACTTGATAGATTATTTCTTTG 
TAGCTGAATAATATTGCATCTTATAGATGTAACCGTTTGTATATCCATATTTTCTC 
ACAGCCTATGACTTGNCTTTTGATTCTCTGAACAGGCCATTCACAAAGCAGAAGTT 
T TAAT TTT T AT AAAGC T AAT GNAT C AAC T T 



SEQ ID NO: 154 

CCTGGATGACAGCATATCTGTTTATAGCTCAGTTTACTGAATACTTTAAGCCCACT 
GTTGAAACCTGCT 

SEQ ID NO: 155 nt : 502 

GATGCATGTCCAGCATAGGCAGGATTGCTCGGTGGTGAGAAGGTTAGGTCCGGCTC 

A G AC T G A A T A AG A AG AG A T A A A A TTTGCCTT A A A AC TTACCTGGCAGTGGCTTTGC 

TGCACGGTCTGAAACCACCTGTTCCCACCCTCTTGACCGAAATTTCCTTGTGACAC 

AGAGAAGGGCAAAGGTCTGAGCCCAGAGTTGACGGAGGGAGTATTTCAGGGTTCAC 

TTCAGGGGCTCCCAAAGCGACAAGATCGTTAGGGAGAGAGGCCCAGGGTGGGGACT 

GGGAATTTAAGGAGAGCTGGGAACGGATCCCTTAGGTTCAGGAAGCTTCTGTGCAA 

GCTGCGAGGATGGCTTGGGCCGAAGGGTTGCTCTGCCCGCCGCGCTAGCTGTGAGC 

TGAGCAAAGCCCTGGGCTCACAGCACCCCAAAAGCCTGTGGCTTCAGTCCTGCGTC 

TGCACCACACATTCAAAAGGATCGTTTTGTTTTGTTTTTAAAGAAAGGTGANAT 

SEQ ID NO: 156 

C T GC GATNGAG T T T T GAG AGGAAGGANT AAAG TNC T CAT C T CNGACGGT GAG AAAG 
ATCATNACTAAGGAAACGCAGGGTTGGAAGCAGTGCTGANTGTCCAGTTGAGTTTC 
ATGANCAAACATTTGCTGTGGGACCAGTTTTCATGGNGGTTTGTCATTTTGTCCAG 
CTGCCTGGAGCTGCTTGGTTGAAGGCACAGAATAATCAGGATTAATTGTTNAACTT 
GTATGAATTTCTTTATTTTAAAATAGGAATAATATCTGCCTTGGGAGCAAGTTGTA 
AGAGTTAACTGAAAGCTTNAGGAAAAACTTTCCCTTGCTATTTAAGTAGGGCTTTA 
C AAGT T AC AAT T C T AT C AC AG TTT T AAGAT T AT AAAC 



- 165- 

Clean Copy 

SEQ ID NO: 157 

GCGGCGCANCTGCGGATCCANAAGGNCATAAACGANCNGAACCTGCCCAANNCGTG 
T GAT AT C AC C T T C TN AG AT C C AG ACN AC C T C C T C AAC T T C AAGC T GG T CAT C T G T C 
C T GAT GAGGGC T T CNAC AAGAG T GGGAAGT T T GT C T C AAAAAA 

SEQ ID NO: 158 nt : 585 

GATTTACTGTGGGAATTTGCTCATGCAATTATGGAAACCTAGAAGTCCCATAATAT 

GCCATCTTCAAGCTGGAATCCCAGGAAAGCAGGTGGTGTAATTCTGAGATTGAAGT 

CTTGAGAACCGGGGGAGTCAATGGTGTAACTCCCAATCTAGGGCTTAAGGCCCAAG 

GACCAGGGCTGCTGGTGTGCAGATGCAAATCCTGGAGTTCAAAGGATTGAGAACCA 

GGAGCTCTGGTGTCT GAGGGC AGTAGAAGATGGATGTTCCAGCTCAAGAAGGGAAA 

GTAAGAATCCGTCCTTCCTCCACTTTTTTGTTCTATTCAGATGAGCCCTCAATGGA 

CTGAACGATGCTCACCCACACTGTGAGGGCTGGTCTTCTTTATTCAATCCACTGAC 

TTAAGTGCTGATCTCTTCTGGAAACACCTTCACAGACACACCCAGAAATAATGTTC 

TACCAGCCATGGGCCTGTTACTTAGCCCAGTCAAGTTGACACAGAAAATTAGCTAT 

CACAACATCTGTGTGTGTATATACATATGTATTTGCATGTGTGTGTATATATGGNG 

TATATATATTCATGTGTGTGTATAT 

SEQ ID NO: 159 

CTTTTGCCAGTAGGCCCCCTGAGTAGGTTCCTCTATCTTTTGGCATGACCCCAGAA 
G T C T T T GAT AAC TTCCTTGCTTTCT GAT GT GAC AAGAC AT C C AGGGC C AGAT T GT C 
CATATCCTGCCCCGGATGCACGATGCACTGTTTCTCCAAGAATCCCTGTGTCCTTT 
GCTGATGATGCCATGATTTTAAGTTCTCTAATATAGTTTTATCTCTTTGTTTCAGA 
TAATGCTTTTGTGTTCTCACATGTCCTGCTCTCTCTCTCTCTCTCATTTTGGTGTT 
GATCAGTCTTTCCATAAGATTGTTTATTTCACTAGTCCTTCATTCTTCTTTTTTCT 
AAATTTACTCTTCTTGACTAGTATCCTGTCACTTCTGAGGACTCATATTTTTGCAA 
C T T G AAAAT TAT T C T TAT T TAT T T AAGT AT AT GT TNC T GAAAC T C T CAT TAG AC AC 
ATTTTG 

SEQ ID NO: 160 

G T T A A A A A A AG T A A A AG G A AC T C G G C AAA TCTTACCCCGCCTGTTTACC A AAA AC A 
TCACCTGGTAGCATCACCAGTATTAGAGGCACCGCCTGCCCAGTGACACATGTTTA 
ACGGCCGCGGTACCCTAACCGTGCAAAGGTAGCATAATCACTTGTTCCTTAAATAG 
GGACCTGTATGAATGGCTCCACNAGGGTTCANCTGTCTCTTACTTTTAACCAGTGA 
AAT T GACC T GCCCGT GAAGAGGCGGGC AT AAC AC AGC T GAAAAAAAAAAAAAAAAA 
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 



AAAAAATTTT 
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SEQ ID NO: 161 nt : 516 

C T T T T C AT GG T CTCTTGTT CAT T AAT CAT C T AAAAT C C AAGCNC AG AG AAT T C AAT 
T T T AG AT GG T C T C C AG AGC AG AAT T T GAT G T AT AAT C T T AAT T AC AAAT CAT AG AT 
AATTAATATTGNTTACAAAATCANAATACGATTAGAGGTAGGGATCCTGCACACAC 
CCTATTTTCCTCCCCAGTGTTCTGACCGAGAGACTAATTAATAATTCAAGGAACTT 
ACAGTGAATGANAACCCATGGTTTTGCTTAATTATCAGAACAGCTAGATCTGAGAA 
CAGCTGTCTCCCACATGGATAGACACTTATTCCACCCATTTGCAGGTAGAATAGCT 
GGCAATAATAAGTCCTTCCCATTGGATATGTTGAAAGGTGCCTGCCATGGCATAGT 
T GC C AC AAGAG AGGAAGAAAT GGAC AC AAAT GTAGGCTGTTTT C AGGGC ANAGGG A 
AGGTGGGAGGAAACCAANTTGCTGGTTTTCACACACCCTCTGGGGAACACCCATGC 
ACCTATGANATG 

SEQ ID NO: 162 

GACAAAAGCTGAGAGAATTTTTTTCTTGAATATTTGCACTAAAAGATAGGTTAAAA 
TTCTTCAGGCTGAAGAGAGCATACCAGGTGGAGATTTGGATCTACAAAAAGGAAGG 
AAGATTTGGAAATGGATTTGGCACCATTGACTCAATTTCCAGAACAAGAAAGCAGG 
GAC AG T T T T GGGAAGC T C AAGAC AC AC T GCC C AT G AGC AGC AAT T T GG ACC T CC T G 
C T GC AT C C AC T G T GC AT C AAAC AC AC AC T G T AC AG AC AAAG AC T C C C AGG AAAAG A 
AGT AT AAAC AT GGAC T AAC AC AGAGAT GGGC AAAC T AC AGC C T GT GAC CC AGCC AC 
CTGTTTATGTAGAATCCAAAGTAAGAATCTTTAACTTACACATAAACTT 

SEQ ID NO: 163; 660nt 

GACAGCAGAGCACACAAGCTTNTAGGACAAGAGCCAGGAAGAAACCACCGGAAGGA 
ACCATCTCACTGTGTGTAAACATGACTTCCAAGCTGGCCGTGGCTCTCTTGGCAGC 
CTTCCTGATTTCTGCAGCTCTGTGTGAAGGTGCAGTTTTGCCAAGGAGTGCTAAAG 
AAC T T AGAT GT C AGT GC AT AAAGAC AT AC T C C AAACC T T T C C AC C CC AAAT T TAT C 
AAAG AAC T GAG AG T GAT T GAG AG T G GAC C AC AC T G C GC C AAC AC AG AAAT T AT T G T 
AAAGCTTTCTGATGGAAGANAGCTCTGTCTGGACCCCAAGGAAAACTGGGTGCANA 
GGGTTGTGGANAAGTTTTTGAAGAGGGCTGAGAATTCATAAAAAAATTCATTCTCT 
GTGGTATCCAAGAATCAGTGAAGATGCCAGTGAAACTTCAAGCAAATCTACTTCAA 
CACTTCATGTATTGTGTGGGTCTGTTGTAGGGTTGCCAGATGCAATACAAGATTCC 
TGGTTAAATTTGAATTTCAGTAAACAATGAATAGTTTTTCATTGTACCATGAAATA 
T CC AGAAC AT AC T TAT AT GT AAAG TAT TAT T T AT T T GAAT C T AC AAAAAAC AAC AA 
AT AAT T T T T AGAT AT AAGGAT T T T CCTGGAT AT TGCACGGGAGA 
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SEQ ID NO: 164 

GACAGCAGAGCACACAAGCTTNTAGGACAAGAGCCAGGAAGAAACCACCGGAAGGA 
ACCATCTCACTGTGTGTAAACATGACTTCCAAGCTGGCCGTGGCTCTCTTGGCAGC 
CTTCCTGATTTCTGCAGCTCTGTGTGAAGGTGCAGTTTTGCCAAGGAGTGCTAAAG 
AACTTAGATGTCAGTGCATAAAGACATACTCCAAACCTTTCCACCCCAAATTTATC 
AAAGAACTGAGAGTGATTGAGAGTGGACCACACTGCGCCAACACAGAAATTATTGT 
AAAGCTTTCTGATGGAAGANAGCTCTGTCTGGACCCCAAGGAAAACTGGGTGCANA 
GGGTTGTGGANAAGTTTTTGAAGAGGGCTGAGAATTCATAAAAAAATTCATTCTCT 
GTGGTATCCAAGAATCAGTGAAGATGCCAGTGAAACTTCAAGCAAATCTACTTCAA 
CACTTCATGTATTGTGTGGGTCTGTTGTAGGGTTGCCAGATGCAATACAAGATTCC 
TGGTTAAATTTGAATTTCAGTAAACAATGAATAGTTTTTCATTGT 

SEQ ID NO: 165 nt : 660 

GACAGCAGAGCACACAAGCTTNTAGGACAAGAGCCAGGAAGAAACCACCGGAAGGA 

ACCATCTCACTGTGTGTAAACATGACTTCCAAGCTGGCCGTGGCTCTCTTGGCAGC 

CTTCCTGATTTCTGCAGCTCTGTGTGAAGGTGCAGTTTTGCCAAGGAGTGCTAAAG 

AACTTAGATGTCAGTGCATAAAGACATACTCCAAACCTTTCCACCCCAAATTTATC 

AAAG AAC T GAG AG T GAT T GAG AG T G G AC C AC AC T G C GC C AAC AC AG AAAT T AT T G T 

A AAG CTTTCTGATG G AAG AN AG CTCTGTCTG G AC C C C AAG G AAAAC T G G G T G C AN A 

GGGT T GT GGAN AAGT T T T T GAAGAGGGC T GAGAAT T C AT AAAAAAAT TCATTCTCT 

GTGGTATCCAAGAATCAGTGAAGATGCCAGTGAAACTTCAAGCAAATCTACTTCAA 

CACTTCATGTATTGTGTGGGTCTGTTGTAGGGTTGCCAGATGCAATACAAGATTCC 

TGGTTAAATTTGAATTTCAGTAAACAATGAATAGTTTTTCATTGTACCATGAAATA 

TCCAGAACATACTTATATGTAAAGTATTATTTATTTGAATCTACAAAAAACAACAA 

ATAATTTTTAGATATAAGGATTTTCCTGGATATTGCACGGGAGA 

SEQ ID NO: 166 

GAATTGTGATAGTTCAGCTTGAATGTCTCTTAGAGGGTGGGCTTTTGTTGATGAGG 
GAGGGGAAACTTTTTTTTTTTCTATAGACTTTTTTCANATAACATCTTCTGAGTCA 
TAACCAGCCTGGCAGTATGATGGCCTANATGCAGAGAAAACAGCTCCTTGGTGAAT 
TGATAAGTAAAGGCAGAAAAGATTATATGTCATACCTCCATTGGGGAATAAGCATA 
ACCCTGAGATTCTTACTACTGATGAGAACATTATCTGCATATGCCAAAAAATTTTA 
AGCAAATGAAAGCTACCAATTTAAAGTTACGGAATCTACCATTTTAAAGTTAATTG 
C T T G T C AAGC T AT AACC AC AAAAAT AAT GAAT T GAT GAGAAAT AC AAT GAAG AGGC 
AATGTCCATCTCAAAATACTGCTTTTACAAAAGCAGAATAAAAGCGAAAAGAAATG 



Clean Copy 

AAAATGTTACACTACATTAATCCTGGAATAAAAGAAGCCGAAATAAATGAGAGATG 
AGTTGGGATCAAGTGGGATTGANGANGCTGTGCTGTGT 

SEQ ID NO: 167 

CTTGAACCTCGGAGGCAGAGGTTGCAGTGAGCCGAGATCACGCCACTGCACTCCAG 
CCTCGGGGACAGAGCAAGACTCCATCTCAAAACACACACACACACACACACACACA 
CACACACACACACAAAACAGATATACACTGAACACAGCACAAGTGGGACATAAGAG 
ATTTAAAAGGGTTAGAGATGTAAAATGGATCTAGGAATGGAAACCATAAGGNGGGA 
TTTATCAACTGGATTCTGCANAATGCTGTTAAGGCCAGATGTTAGCAGGTGTTACA 
TAAAAAAGGGATACCATGAGCAAAAGTATTTGAACATGGGCAATGGTTGAAACAAG 
T T T AAAC AGAT T ATN T T T AT T ACC AAAT C T C T C AAAC C T T T AAT AT GC T AT AAAC A 
T T G T G AAAC AAT AAAAAAAC T T T CCAAAA 

SEQ ID NO: 168 

GGGAAGGGAGCTATGAGTGTGTGTGTTGTGTATGGACTCACTCCCAGGTTCACCTG 
GCCACAGGTGCACCCTTCCCACACCCTTTACATTCCCCAGAGCCAAGGGAGTTTAA 
GTTTGCAGTTACAGGCCAGTTCTCCAGCTCTCCATCTTANAGAGACAGGTCACCTT 
GCAGGCCTGCTTGCAGGAAATGAATCCAGCAGCCAACTCGAATCCCCCTAGGGCTC 
AGGCACTGAGGGCCTGGGGACAGTGGAGCATATGGGTGGGAGACAGATGGAGGGTA 
CCCTATTTACAACTGAGTCAGCCAAGCCACTGATGGGAATATACAGATTTAGGTGC 
T AAAC CGTTTATTTTCCACGGATGAGT C AC A A T C T G A AG A A T C AAAC TTCCATCCT 
GAAAATCTATATGTTTCAAAACCACTTGCCATCCTGTTAGATTGCCAGTTCCTGGG 
AC C AG G C C T CAN AC T G T GAAAG T A 

SEQ ID NO: 169 

GGCGGAGGTTGCAGTGAGCTGAGATGGCGCCATTGCTCTCCCAGCCTGGGTGACAA 
GAGCAAAAC T C C G T C T C A A A A A A A A A A A A A A A A A A A A A AG C A A T T T AC T TAAAAAC 
AT AC AAAC AC AGAGAC AAGT AT T T T T GAGAAAC AAAT ACC T T T T T CAT T T T T T AT A 
C C AAT GT AAC AAT AAT C CAT T AAAC AC ACC T T T AC T AAC T GT T T T C T AGGAG T C T G 
ATATGATGAGGAAATAGGTAAACCTTTAATAGCCAGTACTAAATTAGAGTGGCACA 
ACTTTCACTGGGAAAAAAGATGGGTATTTTACTTTTCTGTTTTAGAAAAGTGGCTT 
GACAACAGTATGCTTATGTCTTAGAGTTTGAAATTCAAGTTCTTGAACATTATTAA 
TGGCTACAATCATTCATACCCACATTGGGCTGTATTCTTGATGAATCCAAAGTGAT 
TTTCACCTCAACTCTGAATTTCATTCTCCTCTTTTGAATATAATACAACCATCTCA 
CTAGAGGAAGCATTTCAGTCTTTTCTGATTGGAGATTCATTATTGTTTTAGATAAT 
GTTTTCATTTGCTTATGGGTATATAAAAAATTTTATCTTAAAAATATTTCCTCTCA 
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SEQ ID NO: 170 

CTCAGGGTGATCTCTGAACCCAAACTTGCCCCAAAGAAGGTTGCTCTGTCCTCTCC 
ACATCCCCATCTCCTCCCTAGGGCCTTGTTGGGGAGAGGCTCCTCCATCTTTCCCA 
AGTCACACCATCGTTTCCTACGTGGTCTGGACAAGAGCAAGAGCACACCTTGTCCC 
CACCTTCTCCAGAGCAGCCAGAACCCACCTCAGGTGCCTTCCCCATCCGGTGCAGT 
TAAGGCACTTCTGCCAGCACCATGGTATGAGCACTAGACTTGGAGTTAAGATTTGA 
GAGCCCCCTCTGTCACTGTGGAAGCTTGAGCATGTTGCTTGATCTCTCTGAACCTT 
GTGTTTCTCATCTGTGAAAGGTGATAATGTGGGGCTGCTGTGAGATTTAAAGGACA 
T AAT GC AC C T ACGGT CC AAGC AC T GCC T GGAAT AC AGC ANAAGC T C AAC AGAT AC T 
GGACAACCCATCCCCTTAGTAGAGGCACTAACCATGTGACCCAAGGCAAAAGTGCT 
TAAAAAAA 

SEQ ID NO: 171 nt : 580 

ATTGCATGCAAGTTTGCTGAGCTGAAGGAAAAGATTGATCGCCGTTCTGGTAAAAA 

GCTGGAAGATGGCCCTAAATTCTTGAAGTCTGGTGATGCTGCCATTGTTGATATGG 

TTCCTGGCAAGCCCATGTGTGTTGAGAGCTTCTCAGACTATCCACCTTTGGGTCGC 

TTTGCTGTTCGTGATATGAGACAGACAGTTGCGGTGGGTGTCATCAAAGCACTGGA 

C AAG AAG G C T G C T G GAG C T G G C AAG G T C AC C AAG T C T G C C C AG AAAG C T C AG AAG G 

CTAAATGAATATTATCCCTAATACCTGCCACCCCACTCTTAATCAGTGGTGGAAGA 

ACGGTCTCAGAACTGTTTGTTTCAATTGGCCATTTAAGTTTAGTAGTAAAAGACTG 

GTTAATGATAACAATGCATCGTAAAACCTTCAGAAGGAAAGGAGAATGTTTTGTGG 

ACCACTTTGGTTTTCTTTTTTGCGTGTGGCAGTTTTAAGTTATTAGTTTTTAAAAT 

C AG T AC T T T T T AAT GG AAAC AAC T T G AC CAAAAAT T T G T C AC AG AAT T T T GAG AC C 

C AT T AAAAAAG T TAAAT GAG 

SEQ ID NO: 172 

GCAACCTGCACAACCCCGCCCTGTTCGAGGGCCGGAGCCCTGCCGTGTGGGAGCTG 
GCCGAGGAGTATCTGGACATCGTGCGGGAGCACCCCTGCCCCCTGTCCTACGTCCG 
GGCCCACCTCTTCAAGCTGTGGCACCACACGCTGCAGGTGCACCAGGAGCTGCGAG 
AGGAGCTGGCCAAGGTGAANACCCTGGAGGGCATCGCTGCTGTGAGCCAGGAGCTG 
AAGCTGCGGTGTCAGGAGGAGATATCCAGGCAGGAGGGAGCGAAGCCCACCGGCGA 
CTTGCCCTTCCACTGGATCTGCCAGCCCTACATCCGGCCGGGGCCCAGGGAGGGGA 
GCAAGGAGAAGGCAGGTGCGCGCAGCAAGCGGGCCCTGGAGGAAGAGGAGGGTGGC 
ACGGAGGTCCTGTCCAAGAAC AAGC AAAAGAAGC AGC TGAGGAACCCCCACAAGAC 
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CTTCGACCCCTCTCTGAACCAAAATATGCAAAGTGTGACCAGTGTGGAAACCCAAA 
GGGCAACAGATGTGTGTTCAGCCTGTGCCGCGGNTTG 

SEQ ID NO: 173 nt : 671 

GGAATAGAATTTTAAATAGTAATAACTGCTTGTTTTTTTTGTGCAAGTACTTTTAT 
ACATAAGATAAACAAAAACCTTACCACCAAACATACCAAAATGCACCTCTTTCATA 
AGTGAGTTACTAAGATTTCTATACCTGGAATATCATGTATGTTTCATTTACTGGAT 
GTTTACATTTTAGGAAGGAAAATAGTTTTGTTTATTTAAACAACTGAATACTTATA 
AACTGTTGTTCCTGGAAGTTATTTATTCCATAAAAAATTTGTTCTTTTGTCATGAA 
TTTATAATTCCTAAATGAAGACCAGAAAGTACAAATTGCTGGGAGGAAGAATAGGC 
T T TAT T AAT C AAC T GAT G T C T T GAT T T T T C T AAAT GGGAAGAT T GC T T TAT T T T T A 
AC AC T AAT T AT GGGAGC AGAT T C T TAGCAAAC T T C T T T GGAAAAG T T AAT GT T AT G 
ATGTGCATTAGGCTGCCCCATCGTGTATATAAATGAAGCAGATTTGATTTTTGTAT 
TCTTACGTTTCTCTGCTTTGTAGTTGTGGCTGTACTTAAAGAAATACAGAATTTCA 
TATATTTAAAAATGTTTAAAATGTGACCCACAGACATTGTAAATGGATTNAAAACT 
AAC AT G AAAAAT AT T C AAC C T AAAAG AAT T C T T AAC T T C AC AAG TGTTTTACTTC 

SEQ ID NO: 174 

CTTGGTTCCGCGTTCCCTGCACAAAATGCCCGGCGAAGCCACAGAAACCGTCCCTG 
C T AC AGAGC AGGAGT T GC CGC AGC C CC AGGC T GAG AC AGGGT C T GGAAC AGAAT C T 
G AC AGT GAT GAAT C AGT ACC AGAGC T T G AAGAAC AGGAT T C C AC C C AGGC AACC AC 
ACAACAAGCCCAGCTGGCGGCAGCAGCTGAAATCGATGAAGAACCAGTCAGTAAAG 
CAAAACAGAGTCGGAGTGAAAAGAAGGCACGGAAGGCTATGTCCAAACTGGGTCTT 
CGGCAGGTT AC AGGAGT T ACT AGAGTCACTATCCGGAAATCTAAGAATATCCTCTT 
TGTCATCACAAAACCAGATGTCTACAAGAGCCCTGCTTCAGATACTTACATAGTTT 
TTGGGGAAGCCAAGATCGAAGATTTATCCCAGCAAGCACAACTAGCAGCTGCTGAG 
AAAT T CAAAG T T CAAGGT GAAGCT G T C T C AAAC AT T C AAG AAAAC AC AC AG AC T C C 
AAC T G T AC AAG AGG AG AG T G AAG AGG AAG AGG T C GAT G AAAC AGG T G TAG AAG T T A 
AGGAC AT AGAAT T T GGT C AT T G T C AC AAAGC AAAT GT G T CGAGAGC A 

SEQ ID NO: 175 

GTCACCAAGAGCTTGTTGTCAGGTTTTCACTTGCTATTCGCAGAGATTTTTTTTAA 
AGGCACTATTTGTAGTGTTAAAAGGGTGAATTTATCANAAGGCATAATAATCATAA 
ATGTGTATATGCCTAATAATAGAACTTTAAAAGGCATGAAGCAACACTCAAAAGGA 
T T AAAGGGAGAT CAT C T C AC CCCCTTCT T AC C AAT T GAT AGAAT GAT C T GAT GAAA 
AC AGT AAAAT AAC AAC AG AT C T G AAC AC T G T C AAC CAT C T T G AC AAAT AC T T AT GC 
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CTAGTGTTCCATTATTGGAACACTAAACATGTGGAATGATTTATATCCTACTGCTC 
AAGGTCATCACCAAGGTCTAATTGTAAAATTTCAAAAAATTGCAACCTCAGGCATA 
AATGGGTTAATCGACATTTATAGCACACACATGCAACATGTACCAGAGATTCCTTC 
T T T T C T AT GAAC AT GGT AC T T CC AC C AAGAT AGAC C AC AT T G T GAAC T AT AAAAC A 
AATCTAAAAACATTTGAAATGAAGGAAATTATATAAAATATGTTCTCTTGATCTCA 
AT GAAAT TAAAT T AAT AC T AT AT 

SEQ ID NO: 176 

CTCATGGCGGCCAATGTAGGCCCAAAACTTCCTCAAGTCAAACTCTCCAGGCCCAC 
CTTCTGCTTCCCGGTGGCATCAACAGGCCCAGCTTTGACTTGAGAACAGCCTCTGC 
AGGCCCTGCTCTTGCCTCCCAGGGGCTTTTTCCAGGCCCAGCTCTTGCCTCATGGC 
AGCTGCCCCAGGCCAAATTTCTGCCTGCCTGCCAGCAGCCTCAACAGGCACAGCTC 
CTCCCTCACAGTGGCCCATTTAGGCCCAACTCATGACTGTGAGGCCATTTCCAGGC 
CTAGTGCCTGCCTCGTGGCTGACTCTTGAAGCCCAAAACTTCCTCAAATCAGCCTT 
TTGCCCAACTTCTGTCTACTGTCGGACTCTACAGGTCAGCCTCTGCCTCACAGTGG 
ACCCTCCAGACCCAGATGGTGTCTNCTGTGGCATCCTCAGGCGAAGCTCCTGCCTT 
TCGGCAGCCTCTCCAGGCCCAGCTCCTCCTGCTCCAGCCTTCTCTCCAGGCTCTGA 
ACTTTCTCAGGTCTCCCTCTGTTGTCCAAGGCTGGAGTGTAGTAG 

SEQ ID NO: 177 

TATATATGTAATGCCCTTAACCTAGTGTTTGGCATGATCGTTGCTGAAAGGGAAGC 
TTGTGGGTACAGTGTCCCCTCAGAAGCCAAAGCCCAGGGAAGGTCGCCTGCCCAGG 
TCAGGCTCCCAGCGAGTTTGTCTGGGGAGGGGCCATTCATACCTCCAGGTCAGGAC 
AGAGGCTCGGGCTGAGGGAACCCTACACAGGTCCTGGAAGCAGATCCTTCCTGCCT 
AAGCCAGCAGGACAGCTCAACAGGAAGCATCTTCCAGCCACGGGAGGAGAGGCAGC 
ACCTTTTTTGGAACCATACAGAGCTAAGAATGGTGGTACAAGTAATAGATTCTGTA 
CTGGCAACCCCACTTGGTGGAGCAAGTTCTAGGAAAAGGGGGCTGTCCTTGAGTCA 
GCCATGGGGTCAGCCACACAGTCACCGCAGCTGCTCTTTGGCACCGGGCGCTGGAA 
AGAC C T AGGAT GAC AC AGCC T GGAAAGAGC T T GGG AAAAGC T CAT C T T CC AC AGAA 
CTACCTGCTATACCAGCCAGGGCAGGTGCTTATTCCCACAACAGCCCTCTGTTGTA 
GGCGGCAGTGCCATCCTGAANGTGCCGTGGTACCTTCTGAANACCCAGCTGAGGGC 
CTGTAATGGCACTTGCATGCCACATGGNACACCCTTTCCCGGTTAA 

SEQ ID NO: 178 

ACCGCGGCCGCG T N A AN A A A A A A A A A A A A AG A A TTCCACTTGATC A AC T T A A T T C C 
TTNTCTTTATCTTCCCTCCCTCACTTCCCTTTTCTCCCACCCTCTTTTCCAAGCTG 
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TTTCGCTTTGCAATATATTACTGGTAATGAGTTGCAGGATAATGCAGTCATAACTT 
GTTTTCTCCTAAGTATTTGAGTTCAAAACTCCTGTATCTAAAGAAATACGGTTGGG 
G T CAT T AAT AAAG AAAAT CTTTCTATCT T A A A A A A A A A A A A A A A A A A A A A A A A A A A 
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
AAA 

SEQ ID NO: 179 nt : 457 

TTAGAGAGGTGAGGATCTGGTATTTCCTGGACTAAATTCCCCTTGGGGAAGACGAA 

GGGATGCTGCAGTTCCAAAAGAGAAGGACTCTTCCAGAGTCATCTACCTGAGTCCC 

AAAGCTCCCTGTCCTGAAAGCCACAGACAATATGGTCCCAAATGACTGACTGCACC 

TTCTGTGCCTCAGCCGTTCTTGACATCAAGAATCTTCTGTTCCACATCCACACAGC 

C AAT AC AAT T AGT C AAAC C AC T GT T AT T AAC AGAT GT AGC AAC AT GAG AAAC GC T T 

ATGTTACAGGTTACATGAGAGCAATCATGTAAGTCTATATGACTTCAGAAATGTTA 

AAATAGACTAACCTCTAACAACAAATTAAAAGTGATTGTTTCAAGGTGATGCAATT 

ATTGATGACCTATTTTATTTTTCTATAATGATCATATATTACCTTTGTAATAAAAC 

ATTTTTCCC 

SEQ ID NO: 180 

CGTCTATTTGNGTTTCTTCTCACAATTGGTAAGTTCTCTGTATTGATTGATGGCTA 
AGTTTGATTAGTGTTTTTCTCTAGTTGGTAATTATATTCTAGTATTTTATCATCTT 
ATTGTTTACTCAACTNAAAGTGNCACAGAAGAGTTGCCAGGTTTCTCTTTGATATG 
AGATCTCTNNTTGATTTGGAATGCAAATCANAAGTGTCATGTTTTGAATAAAGGGA 
CCAGATGACTTATAGGTATTCTTTCTCTAAATATAACTAAGGTAAGATTTTTGTTT 
TGAGGTACTTAATCTATATAAGTGGTAAAGAATTTACTTGAATTTCTCCAAATTCT 
CATGTCTAAAGTCTGATTGATTAAATTCATTCTTGGTATTTCATTTTGAAAAGAAT 
GTAGCTTTAGCAAACCTCTTTGTATAAATGCAGTGGGATTAAGGTCATTTAAAAAA 
TTGTTATATCATTGTATTTTTAAAATTTACCAGTTTTATTTTTCTTTTTACCCTTT 
AGCCCGGCCTCAGAAAGTGTGTTTGTGTCCATTTCTCCCAGCGCACCCTCTGCATA 
TCTCTACCCACTTGTCATAATTCAGCATCCAGCAGAGGAAAACAAAGTGTTGCGTA 
CAGTTCCTCTACTAGCAGCATGCCTCCCCCAGGACAAGTGTA 

SEQ ID NO: 181 

TTATTGCTGACATAAAAATGGTGCACATCGGCCAGGGCCCAGGATGAATCAGCCAA 
TCTGCACCATTTATACATGGAACTGGAGAACATTGTGCCAATAATCATTTAATATA 
T GC C AAAT C T T AC AC GT C T AC T C T AAAC T GC T C T AAT GAAGT T T C AGT GAC C T T G A 



Clean Copy 

GGGCTAAAGATTGTTCTTCTGGGTAAGAGCTCTTGGGCTGGTTTTTCANAGCAGAG 
TTCTTGTTGTGGGTAGACTGTGACTAGGTTCACAGCCTTTGTGGAACATTCCGTAT 
AACGGCATTGTGGAAGCAATAACTAGTTCCTATGAAAGAACCAGAGCTGGGAAGAT 
GGCTGGGAAGCCAGGCCAAAGTGGGGGCAACAGCTTGCTTCTCTTTCTCTTCTCAC 
CCTCAGTTTGTATGGGAAAATGGAGATGTCCTCTCCACTTTATCCCACGATATCTA 
AATG 

SEQ ID NO: 182 nt : 209 

CAGGATATCGAGACCATCCCAGACAGCATGGTGAAACTCCGTCTCTACTGGAATAC 
AAAAAGTTAGCCGTGTGTGGTGGCACGCGCCTCTAATCCCAGCTATTCGGGAGGCT 
TAGGCAGGAGAATTACTTGAACCCGGGAGGCGAAGGTTGCAGTGAGCTGAGATCGC 
AC CAT T G C AC T C C AC C C T G G - C G AC AG AG C AAG AC T C C G T C T 

SEQ ID NO: 183 nt : 541 

CAGCCAACCCAGAAGGAGCCAGTCTACAACTATGCCTGATCCTCCTCATGGCAGGC 

CACGAAGCATTGCTGCCATGTGTTGAATTATAAAACCCACATTGCTTTTTGAACCC 

TGTTGCGGGTAAAAATAACCAAATTATCAGTCCTTGGAAACCCAGGCAATCAAGTG 

AGTACAAGGTAAAGATAAGTATGGTTTAGAGGAGAAATTATGTTCCTGAACTGGTG 

TCCTTTGATGGCAGCGTCAGCCTTGCTAAGTCAGAGTAGAGGGAGCAGTGACCTTA 

ATAAGCTTTGGTGAGCATCATGTGCACGCGTGGGTGGGAGTCCCTTTCACTGATGC 

T T T T AAAAGT GC T T T T GC AGACC C T GGAAGGGAT C C T C C AC AC AT AT GAGGT GT GG 

GACAGGTAGGCCAGAGAGGATTAGCCCTGCTTTCGAGACTAGAAATCTACAGTCCT 

GAAGGAGCAGTAATTAATTGGTACACCTGTCAGGGCCAGCCCCCAGGTCTCCTGGC 

TTTTTCCAGGTTTTCTGTCTCACATGATTTTGCTTTT 

SEQ ID NO: 184 

C T T T AAT T T T T C AAG T GT T T AAAAAAC AAT T T TAT AC T T AAGCC AGCC T T G AAG AT 
AAGC AC AAAAT T T ACC AGT T T AC AT T T AAAAAAC A AAC AAAAAAC G AC AAC A AC T C 
AAGCACCCGCTCTGTGCATAGCACTATTCTAGGTGCAATAAAAGGGAATCTTAACC 
TTAGAAATATGAGTTCACTTTCTGGAATTGTATTATCTCCTTTTCCAGAGAGTAAA 
AATAAATAAAATCACCATTGTTTACTACAGATCTGCCCCAAACCACATCTGGTTCA 
CAGAAAGGCTAATTTCTGCCAAATTAAAGATGTAATGAACTCAGTTCCTGCTTTCC 
C AAAAAC AC G AAAGC AG AAT TCCTTTTCACT G AAAAAAAT AAAC AG T T T T C C AT GC 
AAGGGCAGTTTGCTTCTAATAAGTATTTTTTAAAAAATTTTTTTTTCCTCTAGCTT 
TTCTTTAAATTTTCTTCCTCTAATATTGCCTTTTCTTGTACAAGGCAGACCAGGTA 
T C T T T T T AT GC T GT T T T T CC T T T AC T A AG AAAAGT AT T GC AT C T T GAAGAC AAAC C 
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ATTTCCCAGAGTAGTGATAAAAAATAACACTAAAAAAACTTTAAAGGTGAGTCACT 
T CAT C AC CTT GAT G A AG T A A A A A A 

SEQ ID NO: 185 

GGAAAAAAT AT T T CC AC T T AGAT AT T T T AC AT GGT T T T GT T T AAAAT T ACC AT T AC 
TTGTTTTTTAAAAACACATGACCACATATGTATATGTATATCTACCTAAACATTGT 
ATCATGGTTTCAGTATGTTATTCATGTATTACTGGGAGATGCTACCAAGAAACCAA 
CCCAAAGAAAATTCTGGAAAATACATTTCTATTTATAGAATAAATGTTTCATTTAT 
ATAAAAGCAAAAGAACTTAGAGTTCTAATAAATGGGATGTCTAATAAATTATGAAG 
TTACTGATTTGAATATATTATATTTTTATAACTTCCTTGCCAAAGTCCTGATTTAG 
TACATTAGAGAACCTGTGTTTCCTCTCTCCTCTACCATTCATCTCTCTTCCATACA 
GTCATTTGGGCTTTTTACTCAAAGAGAATCAAGAAATAATAAGGTATAACAAGCTT 
GGC AAAGT GT T GGC T T T T T AAAAAAAAAT t T T T T T AAT C T C T AGC AGT T T GG T AAT 
TTAGCAGCATCATTTATTTGGGATTCTTTTATCTGATTTCAACAGTGAAAAACATC 
CCTATGATAAAGCCTAATGACCCATTTCCAAAAGATGGAATTGCCCTTCCTAGAAA 
A T A T G AC G G AG AAAAG T 

SEQ ID NO: 186 nt : 502 

CGAATAGCCAAGTGGTCTGACAAGATCGAGAGTAATGAGGCCCATACTTTAGTACA 

GTCTTGAATGGCCAGATGGTGCTGGGCATACCCCAACCAGAGATATGTAAGTCTTT 

AT G T T G T C AAAAT T T C C C AG A A AC AT G AAT T T C C C AC T AAG AT T C AT T AAGG AAAA 

C TAG AAT GAAAAC AAAAACGT T CC T T GT AT AAT AT T CAT T ANAAAGAAAT GAAGAA 

GGCCGGGCATGGTGGCTCACGCCTGTAATCCCAGCACTTTGAGAGGCCAAGGTAGG 

CAGATCATGAGGTCAGGAGTTTGAGACCAGCCTGGCCAACATAGTGAAATCCCGTC 

TCTACCAAAAATACAAAAAAATTAGCCGGGCATGGTGGCACACACCTGTCATCCCA 

GCTACTCAGGAGGCTGAGGCAGGAGAATTGCTTGAACCTGGGAGGTGGAGGTTGCA 

G T GAGC T GAGAT T GC AC C AC T GT AC T AC AGC C T AGGT GAC AG T GC AAGAC T C T G 

SEQ ID NO: 187 nt : 316 

CCTATGCCAAACTAAAGAAAGCTTGCCTGGCCTACAGGCCTAAAGGTTCAAATGNG 

GATTAAAAAAACACAGTAGTCACATAAAATGTCTGCTGGCTGGCTGGAATTCCATC 

ACCTACAATTTACCTGCTTTCAAAAACTGTGTTCAACATTGAGAAAACAGAAAACC 

ACTTATCTTGAGCTTAATATGGGCTTCTTTTTCCTTAACTGTAGAACACTTACTGA 

AATATCAAATCAATGGTTAGGATATGTATCCTAGGCAGGCCTAAACCATTAACACT 

TGGTTTAAGCAACTTTGTATAATTNACCTCCTAAAT 
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SEQ ID NO: 188 

CTTCATGAGTGCCCGGTTGCCCAAGTCAAAAACCTGGGAGTGATATAAACTCCCCA 
CACATCCAGTCAGTCACTCATCAACTCTATTGATTCTG-CTGCTAAATATATCTCA 
ATTGTATTAACTTAAACATATGCATAATACATCTTCTTCTTCACTGCATTTTTGTG 
GGCTGCACTTACCTTTCAGGTAACAACAACACTGGCCCCTCTTGCCCTTCTAGTCA 
GAAGTGCCAAAATGATGAGAGCTAGCCATGACAAACCCACAGCCAACATTACACTG 
AATGTGCAAAACTGGAAGGGCATCCAAACAGAGGAGG 

SEQ ID NO: 189 

TAGAATTCTCGCCTGCCTTGGCTTCTCCCTCTAGTTGTTCCTTCTCTGTCTTCTGT 
GGGCTTCTTATTGTCTGCTCACTCCTTCTTCAGTGTCCTCTCATGGGCTTCCTTCC 
CTTCTCAGCTGATGCCATCACCTGGGGAATCACAGTTACTCAGCAGCACTGGGGCC 
TCTCTATCTCTATGCTGGTCATGCCTATGTGTGAGCTGCAGACCCAGTGGAATTTC 
CATTTGTGCATCCCATGCCCAGCCCACCCTCCACCAGCCTCGAATGCAGCTGTTCA 
GCCCTACCCCAGTCCTCAGAAAAGTTCCTCTCCCTGGATCCTCTTTTTCCTTCATG 
AGTGCCCGGTTGCCCAAGTCAAAAACCTGGGAGTGATATAAACTCCCCACACATCC 
AGTCAGTCACTCATCAACTCTATTGATTCTGTCTGCTAAATATATCTCAATTGTAT 
TAACTTAAACATATGCATAATACATCTTCTTCTTCACTGCATTTTTGTGGGCTGCA 
CTTACCTTTCAGGTAACAACAACACTGGCCCCTCTTGCCCTTCTAGTCAGAAGTGC 
CAAAATGATGAGAGCTAGCCATGACAAACCCACAGCCAACATTACACTGAATGTGC 
A A A AC T G G A AG G G C A T C C A A AC AG AG G A 

SEQ ID NO: 190 nt : 631 

CTGAGGTGGGAGGATTCCACTCTCACCCATTTCTTCTTTCATTTTCAGTTTCTCCA 

G T T AG T AAC T G AAG A T GTTCTTT GAG T AA T T AAG T GAG T G AG AAAA T TTTT AAG T G 

AGAAATCTATAAAAAGAACCATGTTAACATAAATATTTCAGTCCTTACAAGTTGGT 

ATTGACTTTTCTCATTGGTAATCTGACTGATTTAATACTGCTCATTCCAATATCTG 

GTGATGTAATTCTGGTTATGAATCCTTGTAT TAAT AAC ACCTCCTGGGAGGT TTTT 

T T T CCCC AAC AT T AC AT T C AGAAT AT T AGAGC T GAAAAT ACC T T T T T T AAGGT T AT 

CAGGAGGAGGGAGCTTATGTTTAATGTGGTGGATAAAACTTAACTGCTGGTTAATA 

CAATTGTTATTCAGGTGAAATTCCCTAAACTTTTCACGTGCAAAGTTTTGTATGTA 

TACAGACATTTGGGGAAAAGTTTTATCATCCCTAAAACCGGTTACTGTCCAGAAAA 

TGATAAGAATCCCTGGGTTCCAAATCCTTCATAAGGTATTTATTCATTTATTTATT 

CAACACATTTACTCAATGCCTCCGCTCTGCTGCAACTACACTGACATTCTGCTTCT 

AATCT AAC C GAAAAT 
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SEQ ID NO: 191 

TTTCAAATTGTACAATAACACAAACAACTTTGTTAAGGCCATGTTTTATTTGCTGA 
TTAATGGACAAAAGGCAATGTAATTTATTTTCAAGTATTTTCTTGAAAGTCTGTGC 
T C AT AAAAAT CAT GAAAAGT T GGAAAGAC T GT T AAAT C AC T G AAAC T T C AAAT AT A 
T C T T AC AC AAT C T T G T T T GT AC AAAAAT AC AAGT T AAAT AT AAAC AT AAAGC AAT C 
ATGGTAATTTTATGCAAATCTGTTTTATGTGATCATCAGTTATATATAAAAGTTTC 
TCAGTTCTGTTATTTGTGAAAAGATCAATACCAGATTGAATGACTACCTATTGGCA 
AAGGGCCCTAAAAAGCTTACTTTAGCACTCATCTTTTACATGGTTAAATGCATTTC 
CTAATTTGAGATCACCTAAACACTGGAAAAGAAAAAAAATGAAAGGGCAGTATGTC 
CATAAACCAACAAATAATTTGGCTGTAATGTATCATAAAACACAAACCCCACACAT 
CTGTACAATAAACATTATGTATTACATACACACAACACACACCCAGTCATAAAGCC 
TAATGATGTGCTGCTTCCAGTTCAATATTCAGCTGTGCATTTTTTCTTATTTCATC 
AAAT GAAT AGC T T T T T GT C AC C 

SEQ ID NO: 192 

GTAAACTGTTCTCTCCGAGGGAAAAAATGGAAGTTATCCTCACAGTTCACTGCCGT 
GGTATTTCTTCTGTCCCATGCTTTGCATGACTGCCATGGTACAGCCTTGTTTCAAA 
CTGTTCACTGTGATCTGTGGGTCTTTGAGTTTCAGTGAGTTTGCTGAAATGTCGAA 
G AAG T AG T T C C AAAC T T C AAT G T T C AAT G AAAT T T T T G T T C AAG T T T G AAAT GG AG 
AG AG C AG C T T T AAAAG G T AC T AAG C C T T T T AC AAA T T G G T GAG T AC T G G C AC A T G A 
GAT 

SEQ ID NO: 193 

TTTTTTTTTTTCCTTAAAAGGTAACCCCTAAACACAGCTAAAACTATGCCATCAGC 
TGACTCCAAGGNACACACAGTCCTGTATCTGGAACTACTGAGTGGCAGGCATCTTT 
CTCTGCCTCTGACAGTGGAGTCCCCATCACTGCAGAGCATAGCCAAAGGAGTCAAA 
GGTCTCAGCGGGTCACTGCCTTATCAACCCTCACCAGTCCCTTATGTTTTTTAATA 
T T T T A T A A TCTTGACATGACACC A A G A T G C T T T A A T A A A A AAG C AC C T C T A AC T C G 
GTCTTGTATTCACTTACCTTGAGCCTGGGACTTCTCTAGGCTCCTGAGGCAAAAAC 
AGGTAGAGGGGAGATGGTGGAACATAAAACACAATTTTGCTTGGCACCCACCTTGG 
CGTCTGTCCCCATGACCAGGTCTTTCAATTCGATGATTTTGTCATTGATGGAGGAG 
CGATATCGTTTCTCAATGATATTATGGGTTGTCCGCCTTTCTCCTTCTTTGGGGGG 
CTCAAGCTGCTTGACTCCCCCAGGTACCTGCTTAATGGGGCACTTTCTCTTGCCCC 
ATCATTACAGGCATTGTGGTCAGAATGGTCCCACTGCTGCCCACCAGGGTCTA 



SEQ ID NO: 194 
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CTAGTCTTTTCATAGTCTGCATAGAGTCTGGCCATTACCATCAGTTTTTAAGATGT 
CCATATTGTGGCCGGGCGCGGTGGCTCACGCCTGGTAGTCCCAGCACTTTGGGAGG 
CTGAGGCAGGTGGATCATGAGGTCAGGAGATCGAGACCATCCTGGCTAACACGGTG 
AAACCCGTCTCTACTAAAAAAAATATTAAAAAATTGGCCAGGCCTGGTGGTGGGCG 
CCTGTGGTCCCGGCTGCTTGGGAGGCTGAGGCAGGANAATGGTGTGAACCCGGAAG 
TCGGAGGTTGCAGTGAGCCAAGATTGCACCTGGGCAACACAGCGAGACTCCGTCTC 
AAAAAAAAAAAAAA 

SEQ ID NO: 195 

CAATTATTTATTACCTTTCCATTTGTTCGCCTGATGATGTGACAATGCATGGTCTT 
TGTGCATGCTGCT AG AC AC TTTTCTTTC C C AG C C G AAAAG TCTATTATGT AA T T T T 
TACATTCATAATTTTAATGTGGATGATCAGGATTAAATCAAGATATATATCTGGAA 
C C T C T T AT AAAT GGAGC AC T T AGAAAT TTGTTGTTC T GC AC T T AACC T AGAG AGAG 
AAAAAATGCTTTTCTTTGTGAAAAATCTGAATTCCTGTCCTGACCTTCTGTGATGT 
GGAAACCCTAGGCTCTGAGACACACTCTCTGGTGTCTGAGACAGAACCAAAGCAAT 
AACGTTGTGATGCCCACAGGCCTGGAGCCAGCTAGCGACCTTGTGCCGCCCAGCTG 
TCCATGGCCCGTGCAGAGCAGAGGACAGTGAGTGTCTGCACTGAGAACCTTAAACC 
ACAGTTGAACATACCCACACCTGTTTGTCTTAAGCTATAGTGTAAAAACAAAGTTT 
GGGC T C T G AAAAT T T AAC T GAAAAAGAT TTCCTTGTT 

SEQ ID NO: 196 

GTGGCAGCAGGCGCAGCCCAGCCTCGAAATGCAGAACGACGCCGGCGAGTTCGTGG 
ACCTGTACGTGCCGCGGAAATGCTCCGCTAGCAATCGCATCATCGGTGCCAAGGAC 
CACGCATCCATCCAGATGAACGTGGCCGAGGTTGACAAGGTCACAGGCAGGTTTAA 
TGGCCAGTTTAAAACTTATGCTATCTGCGGGGCCATTCGTAGGATGGGTGAGTCAG 
ATGATTCCATTCTCCGATTGGCCAAGGCCGATGGCATCGTCTCAAAGAACTTTTGA 
C T GG AGAGAAT C AC AGAT GT GGAAT AT T T GT CAT AAAT AAAT AAT GAAAAC C T AAA 

SEQ ID NO: 197 

CAGCAGCAGAAATGTTTGCAAGATAGGCCAAAATGAGTACAAAAGGTCTGTCTTCC 
ATCAGACCCAGTGATGCTGCGACTCACACGCTTCAATTCAAGACCTGACCGCTAGT 
AGGGAGGTTTATTCANATCGCTGGCAGCCTCGGCTGAGCAGATGCACAGAGGGGAT 
CACTGTGCAGTGGGACCACCCTCACTGGCCTTCTGCAGCAGGGTTCTGGGATGTTT 
TCAGTGGTCAAAATACTCTGTTTAGAGCAAGGGCTCAGAAAACAGAAATACTGTCA 
TGGAGGTGCTGAACACAGGGAAGGTCTGGTACATATTGGAAATTATGAGCAGAACA 
AATACTCAACTAAATGCACAAAGTATAAAGTGTAGCCATGT 
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SEQ ID NO: 198 

TACT CAAT GAAAAACC AT GAT AAT T C T T T GT AT AT AAAAT AAAC AT T T GAAAAAAA 
AAAAAAA 

SEQ ID NO: 199 nt : 565 

CAGGATCAAGGTGAAAAGGAGAACCCCATGCGGGAACTTCGCATCCGCAAACTCTG 

TCTCAACATCTGTGTTGGGGAGAGTGGAGACAGACTGACGCGAGCAGCCAAGGTGT 

TGGAGCAGCTCACAGGGCAGACCCCTGTGTTTTCCAAAGCTAGATACACTGTCAGA 

TCCTTTGGCATCCGGAGAAATGAAAAGATTGCTGTCCACTGCACAGTTCGAGGGGC 

C AAG G C AG AAG AAA T C T T G G AG AAG G G T C T AAAG G T G C G G GAG TAT GAG T T AAG AA 

AAAAC AAC T T C T C AGAT AC T GGAAAC TTTGGTTT T GGG AT C C AGG AAC AC AT CGAT 

CTGGGTATCAAATATGACCCAAGCATTGGTATCTACGGCCTGGACTTCTATGTGGT 

GCTGGGTAGGCCAGGTTTCAGCATCGCAGACAAGAAGCGCAGGACAGGCTGCATTG 

GGGCCAAACACAGAATCAGCAAAGAGGAGGCCATGCGCTGGTTCCAGCAGAAGTAT 

GATGGGATCATCCTTCCTGGCAAATAAATTCCCGTTTCTATCCAAAAGAGCAATAA 

AAAGT 

SEQ ID NO: 200 

C AG AAG AG T AAG C AAA T C T C AAAG C AG C G AAAG G G AAG AAAC T AAAAAAG G T AG AG 
CAGAAAT AAG AG AAAAT AG AG AAG AG AAC AAT TGAGAAAAAT AAT TGAAACCAAAA 
GGTGGTTCTTTGAAAAGCCTAACAAAATGGACACATCTTTAGTTAGAGTGACCAAG 
AAAAAAGGGC AGT GAC T C AGAT T AC T T CAT T C AAGAGT GAAAGAGGGC AC AT C AC T 
ACC AAT T T AC AGAAAT AAAAAGGAT TAT GAGGAAAT AC T AC AGAT AAT T GAT GAC A 
TTAACTTAGAAGAATATATTTCAAGAAAGACACAAACTACTGAAACCGACTCAAGA 
AGAAAC AGAAAAT C T GAAC AGACC T AT AAAAAAT AGAGAT T T AAT T GAT AT T C AG A 
AAG T T T C C C AAAAAG AAAAGC AC T GGC C AAG AT GAC T T C AC T GG T G AAT T C T AT C A 
AG T G T C AAAG AT G AAT T AC T GAC AT T C AT T C AC AC T C C T T T AAG AAAT AG AAG AGG 
GGACATCACTTTTCAAAGCATCGACATTCTAATCATTAGTCCCTTGGTTTCCTGCT 
CCCAAAGCCAGGTGATGTATCACAAAAAAACCCCTACAGACCCACTGGGCACAATG 
GCTTTATGCCTAT 

SEQ ID NO: 201 nt : 98 

CTTTGCTCGAATNGTCAGATAAGGATTCTGTGAANGGAGATGAGATTTCCATCCAT 
GCTGACTTTGANAATACATGTTCCCGAATTGGGGNCCCCAAA 
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SEQ ID NO: 

2 02CTCAAGTGTTCCCTCAGCTTAGGCTTTGTTTAAATGATCCCACCCAGGGGCGA 
TGGTAGGGAACAACAGGGTCACTAAACTATTTGGCTGGCTACAACTCTGGGAAATG 
GTAAGACAGGGAAAGGCCATGTTGTTCATTCCCTTGTGCAGATCTAGGGAGAACCG 
C AGAGAGAAC AGT T AGC AT TTCTTGTT C AAT GAAT T AT CC T AT T AAGAAC AC T GG A 
TGT 

SEQ ID NO: 203 

CGGNCGCGGTCGACGCTACTCCTACCTATCTCCCCTTTTATACTAATAATCTTATA 
AAAAAAAAAAAAANAAAAAAAAAAA 

SEQ ID NO: 204 nt : 362 

GGCATGTGCCTGTAGTCCTAGTTGCTGAGGTAAGAGGATTGCTTGAGCCCAAGAGT 
TCAAGGCTGCAACAAGCTTTGATTGCGCCACTGCACTCCANCCTTGGCGACAGACT 
AAAACGCT G T C T C A A A A AAA A A AC A A A A AC G ACN AAAAAAAAAC AAAAC AG AAAAA 
ATTAACTTAGGCAATGACAGTCCCTGGCAAATGCTGGGAGGGAGGCAACANTGGTC 
AAGGAAGGTAACCCTGAANCAGGACTTGTAAAGCAAATAANATTGGGAGGCCAAGG 
TGGGTGGATCACNAGGTCAGGAGTTCGAGACCAACCTGGCCAACATAGTGAAACCC 
C G T C T T T C T AAAAA T AC A A A A A A A T T 

SEQ ID NO: 205 

GACAAAAGAACCATTTGGATACATAGGTATGGTCTGAGCTATGATATCAATTGGCT 
TCCTAGGGTTTATCGTGTGAGCACACCATATATTTACAGTAGGAATAGACGTAGAC 
ACACGAGCATATTTCACCTCCGCTACCATAATCATCGCTATCCCCACCGGCGTCAA 
AGTATTTAGCTGACTCGCCACACTCCACGGAAGCAATATGAAATGATCTGCTGCAG 
TGCTCTGAGCCCTAGGATTCATCTTTCTTTTCACCGTAGGTGGCCTGACTGGCATT 
GTATTAGCAAACTCATCACTAGACATCGTACTACACGACACGTACTACGTTGTAGC 
TCACTTCCACTATGTCCTATCAATAGGAGCTGTATTTGCCATCATAGGAGGCTTCA 
T T C AC T GAT T T C C C C T AT T C T C AGG C T AC AC C C TAG AC C AAAC C T AC G C C AAAAT C 
CATTTCACTATCATATTCATCGGCGTAAATCTAACTTTCTTCCCACAACACTTTCT 
CGGCCTGTCCGGAATGCCCCGACGTTACTCGGACTACCCCGATGCATACACCACAT 
GAAACATCCTATCATCTGGAG 

SEQ ID NO: 206 nt : 595 

T T C AAAT T C T T GN T AAN AG TCTTTGTTCT GAAT T T T AC TTTGTCTGTTATTCCTAT 
AGCCTTTCCAATTTTCTTTCGCTTGGATTTTACGTGATAAGTTTTTTCCCCCATTT 
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TACTTTTANCAACTCTATATTTTTTAGTTGAGGTTGGGTTTCTTGTAAACAGCATA 
TAATTTGGGTTTTTTAATCCAATCTGAAAATTAATGTCCTTAATTTTGTGTTTATA 
CCATTTACACATAATGTACTCATATATAAGGTTTAACTGAAACCTACTATCTTGCT 
AGTTGTGCTCTACTTGAATTTTTTTTTAGTATTCTGTTTTAATTGACCAACATTTG 
ACTGTATCTCTTTGTGTAATTCTTTTACAGGTTGCTGTAGGCATGACAATATATAC 
ACTTAACTTTTCTCAGTACACTGAGAGTTGAAATTGTAGTACTTCGAGGAAAACAT 
AGAAAACTTGCAATGATATCGGTTACATTTTACCACCTCCATATGTTGCAATTATT 
AAATGTATTAGATCTGCCTACCTCGAAAACCCATCAGTCTTTTAACTTTGCTCTCA 
ATGGTGATTCATATTTTTAAAAAAACTTGAGGCAA 

SEQ ID NO: 207 nt : 522 

TCGACCGGGTTTGGAGCAGTGCCTTGTTTGCTGTGCAGCGGATACTCTACAGGTAC 

AT TTCCTTTT T GGAACC AAAAGGGAGGG AT T T GAC AAT AT T GAT GGT AGAT C T T T T 

TTCTTTAGCAAGAATTAAGGATTTTGGTGGGTGGGGGGAGGCTTCTGTGGGGACCA 

AGACAATGTACTGTCAGTCAGGATTTAAGTCGAACTACCTCATCCCTTGCCCCAGA 

GAACAGTTGATCGTGTTTTAAACCAAAAGGTGCGGAATGGAGAGAGGGAGGCGGTG 

CATTGCAGCTTCCGATAGAGCTTTTTATTTTTGGATATCAGGAACCAATTTTGAAG 

ATTTCTTAAGAAAGTCATTTACATCAGGGACATGAAGAGCAAAGTAGGTATTTTTG 

GTCAGTACTTGAATTTGATAGGCTTTATGCAAACAACTCTCCCTCTGCTGGAGTCT 

GGC AAGT T T GC T T T T C AC T GG AC GC T AAT T C AAGT GC C AT AC AAAAC T AAAAT AAN 

AGT T T T AC T T AT AAC AC A 

SEQ ID NO: 208 

C AG AAAT C GC AAT T G AAG AC C AG AT T T G T CAAGGT T T GAAAC T GAC AT T T G AT AC T 
ACCTTCTCACCAAACACAGGAAAGAAAAGTGGT AAAAT CAAGTCTTCTTACAAGAG 
GGAGTGTATAAACCTTGGTTGTGATGTTGACTTTGATTTTGCTGGACCTGCAATCC 
ATGGTTCAGCTGTCTTTGGTTATGAGGGCTGGCTTGCTGGCTACCAGATGACCTTT 
GAC AGT GC C AAAT C AAAGC T G AC AAGGAAT AAC T T T GC AGT GGGC T AC AGGAC T GG 
GGACTTCCAGCTACACACTAATGTCAATGATGGGACAGAATTTGGAGGATCAATTT 
ATCAGAAAGTTTGTGAAGATCTTGACACTTCAGTAAACCTTGCTTGGACATCAGGT 
ACCAACTGCACTCGTTTTGGCATTGCAGCTAAATATCAGTTGGATCCCACTGCTTC 
CATTTCTGCAAAAGTCAACAACTCTAGCTTAATTGGAGTAGGCTATACTCAGACTC 
TGAGGCCTGGTGTGAAGCTTACACTCTCTGCTCTGGTAGATGGGAAGAGCATTAAT 
GCTGGAGGCCACAAGGTTGGGCTCG 



SEQ ID NO: 209 



nt : 



624 
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GACACACGAGCATATTTCACCTCCGCTACCATAATCATCGCTATCCCCACCGGCGT 
CAAAGTATTTAGCTGACTCGCCACACTCCACGGAAGCAATATGAAATGATCTGCTG 
CAGTGCTCTGAGCCCTAGGATTCATCTTTCTTTTCACCGTAGGTGGCCTGACTGGC 
ATTGTATTAGCAAACTCATCACTAGACATCGTACTACACGACACGTACTACGTTGT 
AGCCCACTTCCACTATGTCCTATCAATAGGAGCTGTATTTGCCATCATAGGAGGCT 
TCATTCACTGATTTCCCCTATTCTCAGGCTACACCCTAGACCAAACCTACGCCAAA 
ATCCATTTCACTATCATATTCATCGGCGTAAATCTAACTTTCTTCCCACAACACTT 
TCTCGGCCTATCCGGAATGCCCCGACGTTACTCGGACTACCCCGATGCATACACCA 
CATGAAACATCCTATCATCTGTAGGCTCATTCATTTCTCTAACAGCAGTAATATTA 
ATAATTTTCATGATTTGAGAAGCCTTCGCTTCGAAGCGAAAAGTCCTAATAGTAGA 
AGAACCCTCCATAAACCTGGAGTGACTATATGGATGCCCCCCACCCTACCACACAT 
TCGAAGAA 

SEQ ID NO: 210 nt : 338 

ACCTGAGGCCTCGGTGGGGCCAGTGCGACGCTGGCTTAAGGAGCTGGAGGGGTTCC 
TAATACACATTTAATTCAGTTTCTCTTCCCTAAGAGGCTGCCGGAGTTGGGGCCTC 
CTCCAGCAGAGACCCTCGGACCCCTGCAGGGCCTGGACTTGGGGTGAACAGGGCTT 
CAGTCAGCGCAAGTATTCCATTTGCATTTGGTAATTTTTCATGCCACCTATTTATG 
AAT AT AT AAAT C T T T AT ACC AAAT C T AT T T T T T AAAAC AT GGAAAAGT T GC C T T T A 
T GGAAAC T T GGC AGAGC C AGAGT GT AC AC AT T CC T AAACC AT T AAAC AGAT T T C T A 
TA 

SEQ ID NO: 211 nt : 556 

GGATAATGATACCTCTGACCTTTCTTCCTTTTGGGAAGTACTTGAGTGTGCAGCTG 

CATGAGGCCTCAGCAGGAGAGAGATTTTAGGTCCAAGAAGCTATACCAGTAGGACA 

AGGCAGGAAAATACTACACTTTCAGGATCAAGCCCCTCTGACTCTCATTTGGAAAC 

TGGATGTTTGCTAAGCACCTGCTTCTTAAGGATGCCGAGGGATTTAATGATACTCC 

C AGAAAC C T GG AGAGAT T AAT GGGGCC T AT GGAGAAGT GC T C T GAAC T C AGT GT T G 

GGAC T T GAAT AAAAT T AACC AT TGTCATGTTTT C AGAAC AAC T AAGC T GT T T T AT A 

TTTCATGTGCATGAAAGCCCTAGAACTAAGTTGTGTTATTTCCAGAAATGAAATAG 

ATCCCACAGTTAGATGATGTGGCCATTAGGAAGTACCAAATTTATAAAAATCACTG 

GAGGT C TGTCTGAGC AGT ACC T AAT AAAAT AT AGT AT AC TGAAAGT GAAC AGAT CT 

TTGTCTCTTTCTTTGGCTGCTTGATACTTTATCTGTGTCTGCCGGACAGTGC 

SEQ ID NO: 212 

CAATAAAAGCAGGTTAACCTCAATGATAGCAGTTAAAATGTTCTATCTTATGTATT 
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TCTTTTAAGTATTACCATTATGGTGCTACTGAGCGTTTTCTTTTGGTAAAAAGAAA 
AATGCCATGGGCTGCAGTCTTCTTCCATCACTTTTCCCTACCAGGTCCATTAATAT 
GCTTATAACACTAGTGCCAGTTATTTTATTTGATAATGCTTATGGTATTTGTATAT 
TTGTTTGCATTCCAATTTTGTTTAATAATGAGTGTGTAAACTGCATACGTTAAATA 
AATGTAAATACTAATGTACTGCTGC 

SEQ ID NO: 213 

TTTTATTACCCAAGTTTTAACCTCTGTCTGGTGATTTGTTGTTGTTGTTGTTGTNG 
TTGTTGTTGAAGTTCAGGCTGCATGTGGGATAGGTTTGCTCAGGCATACTTCTTAG 
GAAGTAGTCACTTGCATGACTGTTTTTGGGATAACTCTTTGAGTATTTGGAGAGGT 
CTATTGTAACTTCTGAAAGGCATTGTTTTTACGTATGAATGTTCTAAAATTCATTC 
T AAAT GGT C AT GAAAAGAAAAGGAT TCACATTT T AGAAT GGC AAT AGT CCC T GAGG 
ACTATTATGTCTTTTAGATTTCCTGTGGGTTTCTAGGAATGTTAGTGTAACTTANA 
TTTCCACCTACCTGATTTCTGGATGTGCCTATTGGAACTTGCTGAGATCTTTTTTT 
TTCCTTAACATGTTGTCCCCTTGACCCGTACTTCGAAACTAAACATATTATTTTAT 
TTGCTTACACTTCAGGAGGCAATTGGCAGACACCAGGCCAACAGTCT 

SEQ ID NO: 214 

GCTCTGACCCCAGTTGGAAATGTATCTGTACTTTGTCCGGCTTCCACTCAAGGACC 
ATTTATGACATTGCTTGGTGTCAGCTGACAGGGGCTCTGGCCACAGCTTGTGGGGA 
TGACGCGATCCGCGTGTTTCAGGAGGATCCCAACTCGGATCCACAGCAGCCCACCT 
TCTCCCTGACAGCCCACTTGCATCAGGCCCATTCCCAGGATGTCAACTGTGTGGCC 
TGGAACCCCAAGGAGCCAGGGCTACTGGCCTCCTGCAGTGATGATGGGGAGGTGGC 
CTTCTGGAAGTATCAGCGGCCTGAAGGCCTCTGAGCTACCTCGACTTTGGACAGAG 
TAATGACTCCCCAGAAAACGTCATATAAGACTTTACCAGCCCCTGAGAGGACCAGG 
AGGAGCATCCTTGACCTTCATTTAACTTGGCTCACTTCTCTTCANACTTGGGTAGA 
AGTGCAGAGCCACAAAATTGCTTTCCTTCCCCGCCTTTGACATGAGGCCTTCAGTA 
AAG 

SEQ ID NO: 215 
TGCAGGATCCGTCGACT 



SEQ ID NO: 216 nt : 576 

G AGAAAT AT AAGAT TAT G T AT AGAT C AAAT C T AC C T C T AT TTGGTGTCCT GAAAG A 

GATGAGGAGAATGGGACAAACTTGGAAAGCTTATTTCAAGATAACATTCCTGAGAA 
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CTTCCCCAATCTTGCTAGAGAGGCCAACATTAAAATTCAGTAAATGCTGAAAACTC 
CAGTAAGATATTTCTTAAGAAAATTATTCCCAAGATATATACTCATCAAATTATCT 
AAGG T C AAAT G AAGGAAAAAAT T T T AT AGGC AGC T AGAGAGAAAT GT C AGGT C AC C 
T AC AAAGAGAAT GGC AT AAGAC AAAAAGT AGAAC T CCC AGC AGAAAC T C T AAAAGC 
C AGAAGAG AT T AGGGGC C AAT AT T T AAC AT T C T GAAAG AAAT T C C AAC AAGGAAT T 
TCATATCCAGCCAAACTAAGCTTCATAATTGAAGGAGAAATAAGATATTTTCCAGA 
CAAGCAAATGCTGATGAAATCCATCACCACCAGACCTGCCTTATAAGAGCTCCTGA 
GGGAAGC AC T AAAT AT T GAAAG GGAAG AAC T T T AT GAACC AT T T C AAAAAC AC AT T 
TAAGTNCACAAAGCAG 

SEQ ID NO: 217 nt : 341 

CCTTATTT T AC AGG T G AAAAAC C AC G AAT C AG AT AG AT T T T TAT T T GC C C AAG T C A 

CATAATATTAAGAACAGGCCAAGTGTGGTGGCTCATGTCTGTAATCTGAGCACTTT 

GGGAGGCTAAGGCGGGTGGATTTCCTGAGCCTAGGAGTTTGAGATCAGCCTGGGCA 

ACATGGCGAAACCTCATCTCTACAAAACATACAAAAATTAGTCAGTGTGGTGGTGA 

GAGCCTGTAGTCCTGGCTACTCGTGAGGCTGAGGTGGGAGCATCACCTGAGCCTGG 

GAAGTCGAGGCTGCAGTGGCAACAGAATGGGTAACCTGGACATCAGAGTGAGACCC 

TGTCT 

SEQ ID NO: 218 

CTCACACCTGTAATTCCATTACTTTGGAAGGCTGAGAGAGGAGGATCAGTGGAGCC 
CAGGAGTTTGAGACCAGCCTGGGCAATATAGGGAGACCCTGTCTCTACAAAAATGA 
AATAGCCAGGCGAGGTGGCATGTGCCTGTGGTCCCAGCTACTTGGGAGACTGAGGT 
GGAAGGCTGCCTTGAGCCCAGGAGTTCCAGGCTGCAGTGAGCCATCATTATGCCAC 
T G C AC T C C AAC C T G G GAG AC AG AG T GAG AG AG AC C C T G T C T C AAAC AAAC AAAC C C 
AAAATAGGCCAGGCACAGTGACTCATGCCTGTAATCCCAGCACTTTGGGAGGCTGA 
AATAGGCGGATCATTTGAGGTCAGGAGTTCAAATTCAAGACCAGCCCGGCCAACAT 
GGCAAAACCACATCTCTACTACAAATAAAAAATTAGTTGGGTGTGGNGGAGCATTC 
CTGTAATCACAGCTATTCAGGAGGCTGAGGCATGANAACCGCTTCA 

SEQ ID NO: 219 nt : 379 

TAAATTTAAAACATTTTAATTAGCTGGCATGATGGCATGCACCTGTAGTCCTACCT 

ACTTGGGAGGCCAAGGCAGGAAGATTGCTTGAGCCCAGGAGTTTGAGCTTACTGTG 

AGCTGTGATCACACCACTGCACTCCAGCCTGGGTGACAAAGGAAGACCGTATTTCT 

AAAAAATAAAAAATACAAATACAACTACAAACTAGCACTAGACCAACAGTGACTAT 

GTACCATGAACTGAGGAATATTATTAATTCCACCATTTGCATCTGAGGTTAACAAT 
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ATGTCAATGACTTAAATAACATCATATCTCTGAGAGTAATTTCTCCTATATTTCCA 
T G AC AAAT G T T AG AT AAT TTT C C AT T T T T T C CAT T C AAC AAAA 

SEQ ID NO: 220 

T T T T C AGGC AT GT C AGAG AAGGGAGGAC T C AC TAG AAT T AGC AAAC AAAAC C AC C C 
TGACATCCTCCTTCAGGAACACGGGGAGCAGAGGCCAAAGCACTAAGGGGAGGGCG 
CATACCCGAGACGATTGTATGAAGAAAATATGGAGGAACTGTTACATGTTCGGTAC 
TAAGTCATTTTCAGGGGATTGAAAGACTATTGCTGGATTTCATGATGCTGACTGGC 
GTTAGCTGATTAACCCATGTAAATAGGCACTTAAATAGAAGCAGGAAAGGGAGACA 
AAGACTGGCTTCTGGACTTCCTCCCTGATCCCCACTCTTACTCATCACCTGCAGTG 
GCCAGAATTAGGGACTCAGAATCAAACCAGTGTAAGGCAGTGCTGGCTGCCATTGC 
CTGGTCACATTGAAATTGGTGGCTTCATT 

SEQ ID NO: 221 nt : 598 

GATTAACTTTCATTTTAAGCTCTTCTCTACTAATTCTGTTCGTATGTTTATTCATT 

TTGCGTTGATCATATTTTGTACACCAGGCACTCTTCTCAGTTTTATATGTGTGTTA 

ATTTACTCCTTTCAAGAGCCCTATGATACATGAATTTATCTCCATTTTATAGATGA 

GGAAATTAAGACCTAGAGTTACTGAACTTGCCCAAGGTTATACAGCTGATGGGTAG 

GGC C AG AAC T T T GC C T C AG AG AAT C T G AAT T T C C AAAAAAT AAC C T AAAAG AG AAA 

T T T AAGT AC T AAT T AGT AAGC AAAGAAAT GC AC AT T T AAGGAAGAC AGT GC AC AT T 

T AAG G AAG AC AG T AAC CTTTTATCTATT AG AG AAAAAC AC AC AT TCTGTCTTT AAC 

ACACACATAAATCTTATATTGGCAGGGATTTTCTTTATTCAGCAATTATTTATTGG 

TTGTCTGCTTTGTGGTACACATAAATGCTGGGGATAAACACTTAATAAAATATACT 

TCCTTCTCTTGAATATCTTGCACTTTAAGTGGGAAGGTAAGTCAACAGAGTAGAGG 

TGATATATCCAAGTGATAGACTGTTTCATTGCCAGTAG 

SEQ ID NO: 222 

GTTGCCTGAGAGTGACCTTTGCATCTGCCTGTCCAGCCAGCATGGAACCAAAGCGG 
ATCAGAGAGGGCTACCTTGTGAAGAAGGGGAGCGTGTTCAATACGTGGAAACCCAT 
GTGGGTTGTATTGTTAGAAGATGGAATTGAATTCTATAAGAAGAAAAGTGACAACA 
GCCCCAAAGGAATGATCCCGCTGAAAGGGAGCACTCTGACTAGCCCTTGTCAAGAC 
TTTGGCAAAAGGATGTTTGTGTTTAAGATCACTATGACCAAACAGCAGGACCACTT 
CTTCCAGGCAGCCTTCCTGGAGGAGAGAGATGCCTGGGTTCGGGATATCAATAAGG 
CCATTAAATGCATTGAAGGAGGCCAGAAATTTGCCAGGAAATCTACCAGGAGGTCC 
AT T C G AC T GC C AG AAAC C AT T G AC T T AGG T GC C T TAT AT T T G T C C AT G AAAG AC AC 
T GAAAAAGG AAT AAAAG AAC T G AAT 



- 185- 



Clean Copy 



SEQ ID NO: 223 

TGGTACTGAACCTACGAGTACACCGACTACGGCGGACTAATCTTCAACTCCTACAT 
ACTTCCCCCATTATTCCTAGAACCAGGCGACCTGCGACTCCTTGACGTTGACAATC 
GAGTAGTACTCCCGATTGAAGCCCCCATTCGTATAATAATTACATCACAAGACGTC 
TTGCACTCATGAGCTGTCCCCACATTAGGCTTAAAAACAGATGCAATTCCCGGACG 
TCTAAACCAAACCACTTTCACCGCTACACGACCGGGGGTATACTACGGTCAATGCT 
CTGAAATCTGTGGAGCAAACCACAGTTTCATGCCCATCGTCCTAGAATTAATTCCC 
CTAAAAATCTTTGAAATAGGGCCCGTATTTACCCTATAGCACCCCCTCTACCCCCT 

SEQ ID NO: 224 

TTTTTCTTGTTTTTGTGTGTCTACCTTGGCATATACTAAAGGAAGGTGTGTATTCA 
T T TAT T AC AT GAT AT C T C T GGGT T AT AAT TAT T T AC AT AT AT GAAT T T GAAAGAAA 
GATTGAGAGGGATATGTGTGACCTTTGTTTCATTATGATCATTTACATGACTAAAG 
ATAAAGATCATATGTCTGATTTTCAGTTTAATGGCAAGTTACTTAAAATAAATGAA 
ATATGTTTTTATTGTTTTCGT GGGT TT GAT GCTTTGTGTTTTATTTCAAGTAACTT 
GAGAATGCATTGTGTTTGGTACTGTTTTTTATGAATATCATTAAAAATTTATTTAA 
GGAG AGAG T AAT T T T GC AAT AAT AT T T T T GAT T T AT T T GAAAAT AAAAT T CAAGAT 
AAAT GAAAT AAT T GAAAT T T T C T AAAGAAGGAAT T GAAT AT AT T T T T AC AT T T GAA 
T GAAC T AAGGAT T AAC T G AAC CAT T TAT AT AT AGT AC T T T C AGAAC T GAAT G T C T T 
AAAT GAT AAAGC T C T AAT T GGT T AAAGT GAC T T T C T T T C AAG T C AAAGAAC C C AG A 
AACTGAATAGATGATCTAACTACTGCCACTGAGGTTTTGGATTAGTGAGTATAAAT 
TT 

SEQ ID NO: 225 
TGCAGGATCCGTCGACT 

SEQ ID NO: 226 

GACAATCAGAGCAGATCTTGGGCTTCTGTGGCTCATCTCAGCCCTTTATAACTGGC 
CTGAGAAGAGGGTTTATCTACTTGTGCAAGTGGCCCAGAAATCTCACTCGTACATG 
AGGCTTTGGAACATCCTTGCAAAGGTACGCTGAAAGCAAATTGCTGTTTTCCTGGT 
GGTTCTGCACGTTTCCTAACTTTTATCATAGTTTGATTTTCATTATTTAAGAAAAA 
AT AAAAAAT CC AAAGACC AT AAGAT GGC AT T AGAT T T T T T ACC AT T AAAT T AT T AA 
TGCCTATTTGGTGCTCATAAAGATTAATCATGTCACGCATGTTTCCAATCTTTCTT 
T T GC AGT AT AT TAT T T T C T AAAAAT T GT T AC AT GC AAAT T TAAACC AAGAT T TAT C 
AGTA 
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SEQ ID NO: 227 

T T G G A AG A A A T A A AC C A A G G C AG A A A A A T T T T AAA T G G C C A A A A T AAA T TGTATTG 
CTAACTTAGATGGCCACAGATGGGGGCAGGGGTGGAGAGAGGAGAAATTGAAAACN 
CCACAAAGACCCCGCAATGGCTAGAACTTGAAATCTCTGGATATTGCAACAATAGC 
AGCCTCCTTAAGTCAGCAAAAAGATAAAGATTGATCCAATGTTCTATATTACAGAA 
CAGAGCAGATTGTCAATATAGCAAATAAAGTTACCGTTGAGTGGACTGCGCTGTNT 
AAGCTGCTTGGTTGGCCTTAAGTGCCGACAATTAAGAGATGAAGGCAATGAGAACT 
GAAACAAACATTTAAGTTCAAGACCCAGTTTACTGACACTGGGACTATTACTATAT 
CTCTTTGGGCCTCAGTTTACTTATCTGTAACATTAAGAGGTTGGATTACATGATGT 
CTCACGATTCTTTTTTTTTATTTAGAGATGGGGTTTTGCTCTGTTGCCCAGGCTGG 
AGTGCAGTGGCATGATCATAGCTCACAGCAG 

SEQ ID NO: 228 

CCAGCCTGTCACTGGCCTGGCCAAGGAGGAGAGACAGGCCAGGGATTCTGGTCCTA 
ACTCTACTGGCCACACTGTGTGGCCTGAGACCCCCCTTTCCCTCCCAAGCCCCTGC 
CTCCGCATCTGCGTGGTGAAGGCCATTGGCCCTCATCGGTGGATCTGCGTTTCCTC 
GGGCCTACACTGTCTAGGATTGTGCGGGGCTGGTGAGAGAACAAGATCTCTTCCGT 
GTTCAAGGCAGACTTCCTGCCCCCTGCACCCTGCTCTCTCCCAGGCCTTGAGGTCA 
GTGTGAGCCCCAAGGGCAAGAACACTTCTGGAAGGGAGAGTGGATTTGGCTGGGCC 
ATCTGGATGGAAGGTAAAAAAAAGAAAATCCCTTGAAAGGAGATTGAGGGAAGTTT 

SEQ ID NO: 229 nt : 419 

AAGAGAAAGGACTCAGTGTGTGATCCGGTTTCTTTTTGCTCGCCCCTGTTTTTTGT 

AGAATCTCTTCATGCTTGACATACCTACCAGTATTATTCCCGACGACACATATACA 

TATGAGAATATACCTTATTTATTTTTGTGTAGGTGTCTGCCTTCACAAATGTCATT 

G T C T AC T C C T AG AAG AAC C AAAT AC C T C AAT TTTTGTTTTT GAG T AC T G T AC T AT C 

CTGTAAATATATCTTAAGCAGGTTTGTTTTCAGCACTGATGGAAAATACCAGTGTT 

GGGTTTTTTTTTAGTTGCCAACAGTTGTATGTTTGCTGATTATTTATGACCTGAAA 

TAATATATTTCTTCTTCTAAGAAGACATTTTGTTACATAAGGATGACTTTTTTATA 

C AAT GGGAAT AAAT T AT GGC AT T T T T T 

SEQ ID NO: 230 

C T GAGAGT C AC TGTGTTTT T AGC C AAAT C T AAGGG AGAAAAT GAAT AT T GAT AGC A 
GCATGCTGTAGCCAGCTCCTTAAAGGAAGGATGGTGCCTGGTACAGAGTTAGAGTT 
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AGTGCTTCAGTAAATAATGAATGTGTGCTAGGTAGGTTCTGCTGGGTAGGCTGCAT 
GCATTGACCAATTTATTCCTCCTTGTTTCAAAACAGGATTTAAGGGCACTTATATA 
TAT AT AT T T T T TAGTT T T T TTAATGTAAAT GAGAGAAT AAAGAT AT AT AT AT AT GT 
CTATATATGTATATATGTATATATATGTCTATATGTCTATATGTATATATGTCTAT 
ATGTATATATGTGTGTGTGTATATATATATATATATATATAAGTTTTCTGTTGCTA 
GCATAACAAACTACCAGAAACTTAGCAACTGAAACAACATGAATTTATCTTACGGT 
TCTATAGTTCAGAAGTCTAACGTGTCACTGGGATGAAATCCAGGTTTCAACAGGAC 
TGGGTTCCCTTCTAGCTCATTCAGCTACCTGGCTCATTCAGGTTGTNGGCAGAATA 
TACTTCCATGAAACTGTAGGGCTGAGACCCCGTTCCTTCCTGGCTATCATCTGAAA 
ACTTTC 

SEQ ID NO: 231 

AGGCGCAGCCCAGCCTCGAAATGCAGAACGACGCCGGCGAGTTCGTGGACCTGTAC 
GTGCCGCGGAAATGCTCCGCTAGCAATCGCATCATCGGTGCCAAGGACCACGCATC 
CATCCAGATGAACGTGGCCGAGGTTGACAAGGTCACAGGCAGGTTTAATGGCCAGT 
TTAAAACTTATGCTATCTGCGGGGCCATTCGTAGGATGGGTGAGTCAGATGATTCC 
ATTCTCCGATTGGCCAAGGCCGATGGCATCGTCTCAAAGAACTTTTGACTGGAGAG 
AAT C AC AG AT G T GG AAT AT T T G T C AT AAAT AAAT AAT GAAAAC C T AAAAAAAAAAA 
AAAAAAAAAAAAAA 

SEQ ID NO: 232 

TNCACTCACACACTCCCAAACCTTAACAAACACATACATGTGCAGCCAACCCAATG 
GGCCAGCCTCTTTTATGCTCCTCACATGTTTCCTTTAACTGGAATACCCATGACAG 
CTCCCTACATAGTTACTTGTAAACTCCTCCTCTCTGTATAAGTTTTCCTGAATTTT 
TTTGATAAAATTAAGTTGTGCCACCCCTTTATGCTCTCTTANAACTTTGTTCTGTT 
CTCATGGCTGTTCTGCAACGAATCTCATTGTGTTCTCCTACTCAATTACATTCCTG 
C G T C T C C C AC T AG AT G G C AG AC T C T T T GAG AG T AG GAG AT TCCCTTGTTATCTCTG 
GAT C CC T GGC AC T T GC AG AAAGC C T GT T AC GT AAT AAT T GC T C AAC AAT TAG T T T T 
T AAA T AAA T G A A TTATTTTT A A A A C G C C A A A A T T A C A A TGATTGTGCATT A A G T G A 
AAGATGACCATCTAAAAACATAAAGCCATGCTTCATGACATTGGC 

SEQ ID NO: 233 

GACCATTCAGGGAAATTTTATAAAAAATGCAGATACTGTCTTGAGCAGATCGAAAT 
GCCGATGAGGTGGATGCAATTTCCTTTTGTGCAAGCAGTGCACGGTGCCCCCCCCT 
CGGGTGTCCGTGCTGTGCCTTAGCTTCCCCAGGTGCCGGGACTCACACCTGCTAGG 
GGCTGGGCAAGGCCCCGGCTCTGCTTTCTCTGAAGGGCTTGTCCAAGTTCATTGCC 
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CTGTTACAGGTGGTCAAGACGTCCGGCCGCCTTGACCCAGGCTACCCTTAGCCAAT 
ATCCTCTGCCCCTGGGTGGTTGGTGGCTGGGCCTCAGGGTGGGCAACGTTAGGGGT 
TTGGCGAAAGCCCGCCCCATGGGATTGAGGGACGGGGCTGCACTCCAACCGTCTGC 
ACCTGCTCTTCCCCCACCCCTGTGGGACCTCATCTTCACGTGCCATGTGTGCTGAA 
GGCCCAGGGCCCAGCAGGGGGCAGTGGCACCTGTTGACGGAAAAGCCGAGGTGCTT 
ACCAATGGACCTTCTGGCCCGCCCTCCCCTGTACTTGTCGGGCATTCAGGGCCCCG 
ACCTGTGCCTACCCGCA 

SEQ ID NO: 234 

CAACTGTGTTCACTAGCAACCTCAAACAGACACCATGGTGCACCTGACTCCTGAGG 
AGAAGTCTGCCGTTACTGCCCTGTGGGGCAAGGTGAACGTGGATGAAGTTGGTGGT 
GAGGCCCTGGGCAGGCTGCTGGTGGTCTACCCTTGGACCCAGAGGTTCTTTGAGTC 
CTTTGGGGATCTGTCCACTCCTGATGCTGTTATGGGCAACCCTAAGGTGAAGGCTC 
ATGGCAAGAAAGTGCTCGGTGCCTTTAGTGATGGCCTGGCTCACCTGGACAACCTC 
AAGGGCACCTTTGCCACACTGAGTGAGCTGCACTGTGACAAGCTGCACGTGGATCC 
TGAGAACTTCAGGCTCCTGGGCAACGTGCTGGTCTGTGTGCTGGCCCATCACTTTG 
GCAAAGAATTCACCCCACCAGTGCAGGCTGCCTATCANAAAGTGGTGGCTGGTGTG 
GGCTAATGCCTGGCCCCACAAGTATCACTAAGCTCGCTTTCTTGCTGTCCAATTTC 
TATTAAAGGTTCCTTTGTTCCCTAAGTCCAACTACTAAACTGGGGGATATTATGAA 
GGGCCTTG 

SEQ ID NO: 235 nt : 511 

TTTTTTAATTTCACCAAAATTTGTTGACGTCCCTTGATTTGCTGATAGGGACAATA 

ATTAAATATTTTCCACTTGTTTTTATAAAAACTGTAATGGTGATTTGTTTAACAGA 

TGTTGACTTAGCACCTTCTCTCTTTTTTTTTTTTTTTTTTTGAGTTGGAGTCTTGC 

TCTGTCACCCAGCTGGAGTGCAGTGGCACGATTTCGGCTCACTGCAACCTCCGCCT 

CCCAGGTTCGGGCGCTTCTCCTGCCTCAGCCTCCCANATAGTTGGGATTACAGGTG 

CATGCCGCCACNCCTAGCTAATGTTTTTTGTATCTTGGTANANATGGNGTTTCACC 

TTGTTGCCCATGCCGCTCTTGAACTCCTTGGCCTCCCAAAGTGTTAGGATTACAGG 

CGTGAGCCACTGTGCCTGGCCCCAATTTANCACCTTACTGGGTGCTGAGGCTGTGA 

GCCATAGTAGAATGCATGTGATCCAGGGCCTTGCTGAATTCATGGGCTAATAGGGA 

GCCTGAC 

SEQ ID NO: 236 nt : 592 

TGAGCGTTGGGCTGTAGGTCGCTGTGCTGTGTGATCCCCCAGAGCCATGCCCGAGA 

TAGTGGATACCTGTTCGTTGGCCTCTCCGGCTTCCGTCTGCCGGACCAAGCACCTG 
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CACCTGCGCTGCAGCGTCGACTTTACTCGCCGGACGCTGACCGGGACTGCTGCTCT 
CACGGTCCAGTCTCAGGAGGACAATCTGCGCAGCCTGGTTTTGGATACAAAGGACC 
T T AC AAT AGAAAAAG T AG T GAT C AAT GG AC AAGAAGT C AAAT AT GC T C T T GG AGAA 
AGACAAAGTTACAAGGGATCGCCAATGGAAATCTCTCTTCCTATCGCTTTGAGCAA 
AAAT C AAG AAAT T G T TAT AG AAAT T T C T T T T GAG AC C T C T C C AAAAT CTTCTGCTC 
TCCAGTGGCTCACTCCTGAACAGACTTCTGGGAAGGAACACCCATATCTCTTTAGT 
CAGTGCCAGGCCATCCACTGCAGAGCAATCCTTCCTTGTCAGGACACTCCTTCTGN 
GAAATTAACCTATACTGCAGAGGTGTCTGTCCCTAAAGAACTGGTGGCACTTATGA 
GTGCTATTCGTGATG G AG AAAC AC C T G AC CCA 

SEQ ID NO: 237 nt : 572 

CTTANAAGAGTTGCTCATTCACACCCACGCCCTTGCCCAAGGCTGGCCCACTCAGA 

GCGAAACTTAACTTTTGTCTGGATGGGAAGAGAAGTAAGTCTACCCCGAGGTTGCC 

AT G T T G AAG AG T G AG AGG T C C AAG T GAT T C T G T GC AT T G AAAC C AAG AC AC C C C AC 

CCAGAACACTTCTTCCCTCCCTCAGCCCAAACCAAAGGCTGGGGTTCTCATCTCCA 

AGTGGCTGTTCTCCAACTTTCCCAAGCCGCTTGCATTCCCCAGACTGGACTACTGT 

GGCGGTTAGGTTAGATTTGAAGACGGGGCCCAGGCTGGGTATGAACGGGTGCAGCC 

CTCTTCTCCTCTTCCCCCCCACATCTCTCATGAGAGAGGTAGTGGCATTTCCTTCT 

C AGGGAGC T T C AAT GGGAAAGGT C T CGAAAGC T T C AGG AGGAGC AGAAT AC C AAC G 

CAGGGGGATGGCTGTAACGATCTCACCGTCTCCTAACCTCAGTCCCTTTTTTGAGA 

GTGAATGGTGGAGGGTGGGAAAGGGACCCAAATTTGTAGATCTCTTTGTCTGGGGG 

AG G G G A AN G A T G 

SEQ ID NO: 238 nt : 482 

TTAAAACAGGCGCAGGGGTAAAAATGAGAATGAATCTGAAAAAAGAGAGTTGGTGT 

TTAAAGAGGATGGACAAGAGT AT GCTCAGGT AAT C AAAAT GTTGGGAAATGGACGA 

TTGGAAGCATTGTGTTTTGATGGTGTAAAGAGGTTATGCCATATCAGAGGGAAATT 

GAGAAAAAAGGTTTGGATAAATACATCAGACATTATATTGGTTGGTCTACGGGACT 

AT C AGGAT AAC AAAGC T G AT GT AAT T T T AAAG T AC AAT GC AGAT G AAGC T AG AAGC 

CTGAAGGCATATGGCGAGCTTCCAGAACATGCTAAAATCAATGAAACAGACACATT 

TGGTCCTGGAGATGATGATGAAATCCAGTTTGACGATATTGGAGATGATGATGAAG 

AC AT T GAT GAT AT C T AAAT T G AAC C AAG T G T T T T T AC AT G AC AAG T T C T C T G AGG A 

TGGTTCTACAGTTGGGATTTTGGCCATCATCAAC 



SEQ ID NO: 239 nt : 545 

TTTGAAGGCAAAGAGGGATTAATCTGTGCTGGCATCATGTAAGGAGACTTGATAGA 
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TAAGAAAAAGCTTTACCTAAGTTTTGAAGAATAGGTTTTTCATAATGGAAAATTTA 
AGGGAAAAATCTCCAAAAAAGTGCTACTCAAGTTTTATCCATTTGTATTTCCAACA 
CAGCCTAGGACAGTACCTGCACATAGTAGGTGATTAATAAAAATTTAGAAAGCATT 
AATACTAAAGAGGAAAAATAGCAATGGCAAGAAAACACATGTAGGGAACACATGTA 
GCCAAAAAATAATATATAATCAGAGAAATAATAGGACTTCTGGAAAAAAAAGATGA 
GATCAGATTGGTTAGGATCTTTACTAACATGACAAGAGCATGAATTTTTTTTCTGT 
AGAT AAT AAGT AT GAAAGAAT T T TAGCT TAAAAAT T AGC AT AAT T T GGAT CC AC AT 
ATGCAAATCAATGAATGTAATTCATAATATAAACAGAACTAAACACAAAAACCACG 
T GAT T AT C T C AAT AG AC AC AG AAAAGGC C T T C AAAAAAAT T 

SEQ ID NO: 240 nt : 624 

GACACACGAGCATATTTCACCTCCGCTACCATAATCATCGCTATCCCCACCGGCGT 

C AAAGT AT T T AGC T GAC T CGC C AC AC T C C AC GGAAGC AAT AT GAAAT GAT C T GC T G 

CAGTGCTCTGAGCCCTAGGATTCATCTTTCTTTTCACCGTAGGTGGCCTGACTGGC 

ATTGTATTAGCAAACTCATCACTAGACATCGTACTACACGACACGTACTACGTTGT 

AGCCCACTTCCACTATGTCCTATCAATAGGAGCTGTATTTGCCATCATAGGAGGCT 

TCATTCACTGATTTCCCCTATTCTCAGGCTACACCCTAGACCAAACCTACGCCAAA 

ATCCATTTCACTATCATATTCATCGGCGTAAATCTAACTTTCTTCCCACAACACTT 

TCTCGGCCTATCCGGAATGCCCCGACGTTACTCGGACTACCCCGATGCATACACCA 

CATGAAACATCCTATCATCTGTAGGCTCATTCATTTCTCTAACAGCAGTAATATTA 

ATAATTTTCATGATTTGAGAAGCCTTCGCTTCGAAGCGAAAAGTCCTAATAGTAGA 

AGAACCCTCCATAAACCTGGAGTGACTATATGGATGCCCCCCACCCTACCACACAT 

TCGAAGAA 

SEQ ID NO: 241 

CAAGATGACAAAGAAAAGAAGGAACAATGGTCGTGCCAAAAAGGGCCGCGGCCACG 
TGCAGCCTATTCGCTGCACTAACTGTGCCCGATGCGTGCCCAAGGACAAGGCCATT 
AAGAAATTCGTCATTCGAAACATAGTGGAGGCCGCAGCAGTCAGGGACATTTCTGA 
AGCGAGCGTCTTCGATGCCTATGTGCTTCCCAAGCTGTATGTGAAGCTACATTACT 
GTGTGAGTTGTGC AAT TC AC AGC AAAGT AGTCAGGAATCGATCTCGTGAAGCCCGC 
AAGGACCGAACACCCCCACCCCGATTTAGACCTGCGGGTGCTGCCCCACGTCCCCC 
ACCAAAGCCCATGTAAGGAGCTGAGTTCTTAAAGACTGAAGACAGGCTATTCTCTG 
GAGAAAAAT AAAAT GGAAAT T GT AC T T AA 

SEQ ID NO: 242 

TGCTTGGCCCTCTACCTCCTGCCCTCTTCCTGTTCATCTCCCAACCACTGCACTCT 
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TGATTTTTATACCACACAGAAGGTAAGAAAATTCTAGGAACCCTAAGGATCAATCC 
TCTCCATTTTCACTCAAATGCCTGGGGCCCAGCTCTGCAATGACTGACTCCAGGGC 
CTCTTTCCTCACTGCCAGCATAGAAGTCAGGGGAGCCAGCTGGGCCCTGCGGTCAG 
GAAGGTTCTCATTTTTGGAGCATTCCCTGAGCCCAGATCATAGGAGCAGCTGTCCC 
TGGTGGGACACAGGAGTCATGACTCCTACCCTCCACCCTCCACACCCACCAGGCAT 
TTAGCAGTCTGTCCTATGCAAGACAGATGAATTCTCAGCCAGGATACCTCAAGGCA 
GGCAAAGGTGAGTGGAGGGAAAATTCACAAACATTCAGGGTGTGTGGTGCTGGCAT 
CACCATGGCCAAATCCAAGAGGTCTTCCTGGAAGAGGGCCCAAACTGGAACCAAAA 
G AAT GC T G T C AGC AG T T GG AAT AG AGC T G T GAAT T 

SEQ ID NO: 243 

CTTTCCAAGAGGAATCCTCGGCAGATAAACTGGACTGTCCTCTACAGAAGGAAGCA 
CAAAAAGGGACAGTCGGAAGAAATTCAAAAGAAAAGAACCCGCCGAGCAGTCAAAT 
TCCAGAGGGCCATTACTGGTGCATCTCTTGCTGATATAATGGCCAAGAGGAATCAG 
A A AC C T G A AG T T AG A A AG G C T C A AC GAG A AC A AG CTATCAGGGCTGCT A AG G A AG C 
AAAAAAGGCTAAGCAAGCATCTAAAAAGACTGCAATGGCTGCTGCTAAGGCACCTA 
CAAAGGCAGCACCTAAGCAAAAGATTGTGAAGCCTGTGAAAGTTTCAGCTCCCCGA 
GT T GGT GGAAAACGC T AAAC T GGC AGAT TAG AT T T T T AAAT AAAGAT T GGAT TATA 
ACTCT 

SEQ ID NO: 244 

CTTTGATAGAGAAGAAAATTCTCCTAGGATACAAGAGCCTCAACATTTTAAAGATT 
TTCTGCATCTCAAAAGCGTAGGCTCCTTGCTGGGCAAGGTGAGCCTCTGTGAGTCC 
TCATAGGACCGAGCAAATCTGATTCACCCCAGAAAATCCAATATCGAAGCTGAGCT 
TTGGCCTGAGCGGGTTCCATTTCCTCCCCAGATCCTATTTAGGAAGTGTCTCCTGA 
C A AC C T C C A A A AG G T G C T A AC A T G C A AC G T T C T G A AG GGTTATTGCTC A A A A AC A A 
GATTTTCCTTGTGGTCAAGACTCTGCGAGCCTCGAACACGATGAATCCGCTCGAAT 
GGGCTTGGGCTTTGCCCGGGTGGCGCACGCTCACACGCTGGAAGCACAGCTTTGAC 
GATCTCCACACACGCACAGGCACACACGCCACAGATGATGCCGGCTCATTCTCAGG 
GGGTGTCTAAGTTCTGCTTTAAATATTTACCCCCTAATTGTACAAACAATAGGGGC 
ATGAGCCTGGTACTCGATAAATGGGGACTTNCTTAAAA 

SEQ ID NO: 245 nt : 649 

CTACAGCCTGGGCAGCGCGCTGCGCCCCAGCACCAGCCGCAGCCTCTACGCCTCGT 
CCCCGGGCGGCGTGTATGCCACGCGCTCCTCTGCCGTGCGCCTGCGGAGCAGCGTG 
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CCCGGGGTGCGGCTCCTGCAGGACTCGGTGGACTTCTCGCTGGCCGACGCCATCAA 
CACCGAGTTCAAGAACACCCGCACCAACGAGAAGGTGGAGCTGCAGGAGCTGAATG 
ACCGCTTCGCCAACTACATCGACAAGGTGCGCTTCCTGGAGCAGCAGAATAAGATC 
CTGCTGGCCGAGCTCGAGCAGCTCAAGGGCCAAGGCAAGTCGCGCCTGGGGGACCT 
CTACGAGGAGGAGATGCGGGAGCTGCGCCGGCAGGTGGACCAGCTAACCAACGACA 
AAGCCCGCGTCGAGGTGGAGCGCGACAACCTGGCCGAGGACATCATGCGCCTCCGG 
GAGAAATTGCAGGAGGAGATGCTTCAGAGAGAGGAAGCCGAAAACACCCTGCAATC 
TTTCAGACAGGAAATCCAGGAGCTGCAGGCTCAGATTCAGGAACAGCATGTCCAAA 
TCGATGTGGATGTTTCCAAGCCTGACCTCACGGCTGCCTTGCGTGACGTACGTANC 
AATATGAAAGTGTGGCTGCCAAAAACCTTGCAG 

SEQ ID NO: 246 nt : 600 

GAGATGTCTCGCTCCGTGGCCTTAGCTGTGCTCGCGCTACTCTCTCTTTCTGGCCT 

GGAGGCTATCCAGCGTACTCCAAAGATTCAGGTTTACTCACGTCATCCAGCAGAGA 

ATGGAAAGTCAAATTTCCTGAATTGCTATGTGTCTGGGTTTCATCCATCCGACATT 

GAAG T T G AC T T AC T GAAGAAT G G AG AG AG AAT T GAAAAAG T G GAG CAT T C AG AC T T 

GTCTTTCAGCAAGGACTGGTCTTTCTATCTCTTGTACTACACTGAATTCACCCCCA 

CTGAAAAAGATGAGTATGCCTGCCGTGTGAACCATGTGACTTTGTCACAGCCCAAG 

ATAGTTAAGTGGGATCGAGACATGTAAGCAGCATCATGGAGGTTTGAAGATGCCGC 

ATTTGGATTGGATGAATTCCAAATTCTGCTTGCTTGCTTTTTAATATTGATATGCT 

TAT AC AC T T AC AC T T T AT GC AC AAAAT GT AGGGT T AT AAT AAT GT T AAC AT GGAC A 

TGATCTTCTTTATAATTCTACTTTGAGTGCTGTCTCCATGTTTGATGTATCTGAGC 

AGGGTGCTCCACAGGTAGCTCTAGGAGGGCTGGCAACTTA 

SEQ ID NO: 247 

CGAATGTGCAGGTTTGTTACATAGGTATATATATGCCATGATGGAAATATTTATTT 
T T T T AAGCGT AAT T T T GCC AAAT AAT AAAAAC AGAAGGAAAT T GAGAT T AGAGGGA 
GGTGTTTAAAGAGAGGTTATAGAGTAGAAGATTTGATGCTGGAGAGGTTAAGGTGC 
AATAAGAATTTAGGGAGAAATGTTGTTCATTATTGGAGGGTAAATGATGTGGTGCC 
TGAGGTCTGTACGTTACCTCTTAACAATTTCTGTCCTTCAGATGGAAACTCTTTAA 
CTTCTCGTAAAAGTCATATACCTATATAATAAAGCTACTGATTTCCAAAAA 

SEQ ID NO: 248 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 



SEQ ID NO: 249 



nt : 



425 
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CAAAAAAACGAAGAAAAGTGACGACAGTCTGAGGGACTTATGGGAGATCATCAAGT 
GAACCACTATATGTGTAATGTAAGTCTTGGAATGAGAAGAGAGAAGGAGAAGGAGG 
AGAG AGC T TAT T T GT AGAAAT AAT GGC T GAAAAC AT C C C AAAC TTTCCTTTTTTTG 
AGGAAAGAAAT AGGC AT AC AAG T T C AAG AAAC T C AAGG AAC T CC AGAGAGGAC AAT 
T C T AAAGAC AC CC C C T C T AAC AT AC AT T AT AAT C AAAT T GT C AAAAGT AAAAT AC A 
AAGAGAAT C T T T T AAAT T GAC AAGAGAAAAGC AGC T GGT C AC GT T C AAGGGAGT T C 
TATAAGAATTTCAGCAGATTTCTCAGCAGAAACCTTGCAGGCCAACAGGCAGTGGG 
AT GAT AC AT T CAAAG T G C A A A A A A A A A A A A A A A 

SEQ ID NO: 250 

CGAGAGTTTACCAGTNGCCTAATAATGCAATAAAAAATGCTTTGAGATAGCTAACN 
GCCCATAAAACAAACTCAAATTGCTTATAAAGTTTCTTCCCATGTTCCCATTTGAT 
GAAAAGTCTTACATCACATATAACTGGGAAGCAGGGGTCCCTCCTCAATTTTCAGA 
CATTTTGAAAGGATGACAGTTCTGTTTGTTAGATGAGTAAACCTCTATATTCATAA 
GTTCTAAAATCCTTCATTATGAGGGATTCAAAGTATTTATAAAAACACTGCCCTCT 
AAAAATTTCCTCAGATCTGAAGTATGGNCTTGGNCCTGAATATACAGTGTTATCCT 
ATGTTTAAAAGGGTGATCCAGACATGAGACGCAACTAGTTGGTGCATAAGAAGGCC 
CCACTTGGCTATTTCATATCTACCTACAATTGACCAAAAAAAATTTTTTAGGCCAG 
CAATTATTATTTAGCTTCGCTCTTTCTAGTGCAAGAAACTGCAGGCTGGATCAGTA 
G T T C AAC AGC T AAAC AGT CAT AAAAT AG T CAT T GGC AT G T T AAAT T T C T T T C AAT G 
C T T C AAAGAT AAAT T CC AAT T C T AT T T AC T T AT T CAT T GNGACNGNAT T AC T AAAC 
AGGTAAGGATGGGAATA 

SEQ ID NO: 251 nt : 251 

CTTTGGGAGGCCGAGGCGGGCGGATCACTTGAGGTCAGGGGTTCGAGACCAGTCTG 

GCCAACATGGTGAAACCCCAACTCTACTAAAAATACAAAAGTTAGCCAAGTGTGGT 

GGCAAGTGCCTGTAATCCCAGCTACTCGGGAGGCTGAGACAGGAGAATCACTTTGA 

ACCTGGGAGGCGGAGGTTGCAGTGAGCCAAGATCGTGCCACTGCACTTCAGCCTGG 

G C AAC AG AGC AAG AT T C C G T C CAT C T C 

SEQ ID NO: 252 

CTTTCTTCAGCCTTGCAGACACCTAAACATCATGTAATTACCTAAGGAATTCCCAA 
GTGCCTCTTCCAGGTTATACGTGTAAATAGCTGTTTTTATGCAAGATTAGTTAGAT 
ACTGCTCTTTACAGGATGAGTGGTGTTGTCTTTGGCTGGGGGGGNCTTAAATGTGT 
T TC T AAT GTGTGTGTCAAAT AAT TACCTGTT AAAC AGACTGCCAATCT GGC TGAAG 
CCAATGCTTCTGAAGAAGAT AAAAT TAAAGCAATGATGTCGCAATCTGGCCATGAA 
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TACGACCCAATCAATTACATGAAGAAACCTCTAGGTCCACCACCTCCATCTTACAC 
GTGTTTCCGTTGTGGTAAACCTGGACATTATATTAAGAATTGCCCAACAAATGGGG 
A T AAAAAC T T T G AAT CTGGTCCT AG GAT T AAAAAG AG C AC T G G AAT T C C C AG AAG T 
T T CAT G AT GG AAG T G AAAG AT C C T AAT AT G AAAGG T GC AAT GC T T AC C AAC AC T GG 
AAAAT AT GC AAT C C AAC T AT AGAT GC AG AAGC AT AT GC AAT T GGG AAG AAAG AGAA 
ACCTCCTTNTTACCAGAGAGCCATCTTNTTTCT 

SEQ ID NO: 253 

GTTGTGACTCGTTGGCATGTGATCTGAAGTTCCTGCCCTGCAGCTGACGAGCCAGT 
GTTTCAATAATTAAAAACAACTCAACTCACTGTCCTCCTGCCTTGAATTTGATCAT 
TGCGCTTTGCATGTATGTATCACAATACCACATGTACCCCATAAATATGTACAAAG 
ATTATGTGT C A A T A A A A A AC A A A A A T T AAAAT C C C AAT T T T T A 

SEQ ID NO: 254 

GTTGCTAGTAGCGGCAGGAAGATGTCAGGCTCACTTTCCTCTGATTCCCGAAATGG 
GGGGAACCTCTAACCATAAAGGAATGGTAGAACAGTCCATTCCTCGGATCAGAGAA 
AAATGCAGACATGGTGTCACCTGGATTTTTTTCTGCCCATGAATGTTGCCAGTCAG 
TACCTGTCCTCCTTGTTTCTCTATTTTTGGTTATGAATGTTGGGGTTACCACCTGC 
ATTTAGGGGAAAATTGTGTTCTG 

SEQ ID NO: 255 

GTCCCCGGGAATCGCGGCCGCGTCGACGGTTTATTTTCAGTGCTTGAAGATACATT 
CACAAATACTTGGTTTGGGAAGACACCGTTTAATTTTAAGTTAACTTGCATGTTGT 
AAATGCGTT T T AT GT T T AAA T AAAG AG G AAAAT T T T T T GAAAAAAAAAAAAAAAAA 
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
A A A A A A A A A A A A A A A T T T T T 

SEQ ID NO: 256 

TAGAGGCCTGAATAGGTAGACAATGGCAGCAGCGTTTTTAATCACAGTCCTATTCA 
TGCCCTAATTCGGGAGTGATGATTAAAGGACATTAGAGGGAGCACTTTGACATCTG 
ATCCTTTGAACTGACGTCTGTGCAGGCTGCACTCCATAGAGCTCACTTGGCCAAAC 
TGATTTCCTTAAATAAAGTGCTGTGATTTCCAATGTAGGAAATATTACATTAGAGC 
CTATTGAAATGATTAGGAATTGAGGAGCTTTTCTTTAGGTGGGAATGTGGTGTATG 
CTGTATACTCACAAAAGTGAGATCATTAATATTGCATGTACTACTTTGAATATCAG 
GGAC C AC AGAG AAAT AGC AT G AGAAAC GCC T T CC T GC AG T C AT GC AC T T AAAAT G A 
ATATGAACAAAAATGTGGAACTCTGCTGTCATAGCTCTCCG 
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SEQ ID NO: 257 

GGGGCTTCTGCTGAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGATAAGTTTTTTT 
CTCTTT GAAAG AT AGAGAT T AAT AC AAC TCT T AAAAAAT AT AGT C AAT AGGT T AC T 
AAGAT AT T GC T T AGCGT T AAGT T T T T AACGT AAT T T T AAT AGCT T AAGAT T T T AAG 
AGAAAAT AT GAAGAC T T AGAAGAGT AGC AT GAGGAAGG AAAAGAT AAAAGGT T TCT 
AAAACATGACGGAGGTTGAGATGAAGCTTCTTCATGGAGTAAAAAATGTATTTAAA 
AGAAAAT TGAGAGAAAGGACT AC AGAGCCCCGAATT AAT ACC AAT AGAAGGGC AAT 
GCTTTTAGATTAAAATGAAGGTGACTTAAACAGCTTAAAGTTTA 

SEQ ID NO: 258 

G AC C T T T GAG A AAA T T AA T T T AAA T C C T AG AAC T T T G G G T G A AC C G AAG AAA T T T A 
T AAT AT T T GT T T AGT T AAT AAC AGAT AAAAAGGAAAGAT T C AAGCC T AT T GGAT GA 
GAATTTGTACATTATTTTAGAGCTAATAATAATGGTTTTCAGTTTAGTGAGGATTT 
AAAAAATGTTTTTGAATCAAACTTTTTTTCTTTATAATCCTTTTTAACTAACTCAG 
GAAATAAGGTATTATGAAATCCACACACTGTTACCTCCTTAAAGTATGAGGATACT 
TCCCACTGTTTGGTCCACTAGTGGCTGATTATTTTGTTTGTGGATTATTTGTAATT 
TTCTTTTTAATTCTTCCTTAAAGAGCATGGCATTTGGAGTCACAGACCTATATTTG 
AAT CCTGTCATTT AC T AG C G T T T T G AC C T T G AAC AAT T A T G C T C AG AG TCT C AG T T 
TTTTCTTGTAAAGTGATGATGATACTACTTAACTCACAGGGTTGTAGTGAAGATCA 
AAT G AGAT C AT GT C T GT ANAAC AC C C T GCC C GGC AC T C AAT AAGT AT T AAT AGGAA 
CCCATATACCTC 

SEQ ID NO: 259 

T GT T T T TAT T T T T T AAAAGGT AT AAAC ACC AAAAAAAAAAT T AAC AT T GT AT GAAG 
ATGGAAAATAAGAAGATGCACTTTCTGTAACTTTGTCTAAGGATTTAAATTACTAA 
CTTATGAACTCCAATTTGAATTGAACTTAACTATCGGCTTTCTTACTGGTAAAATT 
AT AT GGT T TAT T T T AAAT GC G T AC AT AT T GAC C AAT GGCC T C T GAAAAAGC AC AT T 
TTAGATACT G A A A T T GAAG GAAAG A A A A TGCATCTTC A A AC A T T T T T T G G A A T C T C 
ACCACATATACTTTGTTANATTTGTGTATTGTAGGGTGTTTGTTTTGTATTTTTGT 
ATTGTATATGAACTTTTTTTAAATGTGACAGTTAAACACATCTTTAAAAGCATAGT 
CACAGACAAAAGCATACAGTATAAAAATTTCCTTGAAAACTCCTACAATATTATAT 
TTGGAGGCAGCTTCAGACTGTTTTATTGG 

SEQ ID NO: 260 

CTCTGGCACACATTAGTTCCTCTTATATTACATTGATATAAGCAAGTCATATGGAT 
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TTATCTGAGTGTAAGGAGAGCTGGAAAAAATAGTTTCTAGCAGGTCAGCCACCTCC 
C AGT GAGGGC T GC AT ACC AT AGAAGGGG AGAAT GAAT T T T G G G AAA AC AG G T A A T T 
AT C T C T GT C AC AGAAGGGGAT GAAAAGT AT GG T AG T T ACNC AAGT T ANAC AT C T G T 
ATGGAAAATACCACTTGGTTCTACAAATGNGG 

SEQ ID NO: 261 nt : 627 

GCCTCCCGGGTTCAGGGATTTCTCCTGCCTCAGCCTCCTGAGTGGCTGCATTGCAG 

GCACCTGCCACCACGCCTTGCAAATTTTTGTGTTTTTAGTGGAGATGGGGTTTTGC 

CATGTTGGCCAGGCTGGTCTCGGACTCCTGACCTCAGGTGATCCGCCCGCCTCAGC 

CTCCCAGAGGGCTGGGATTACAGGCGTGAGCCACTGTGCCTGGCCCCAAGTTTTGC 

AT C T T T T AAT GCCC T C T G AAC AAAT AC AT AGAGAAAAC T C T C AGAAC AAT T AAAAC 

CTGCAGAGCAACAGTGTCCTCCATGTCTTAGGTTTCAAGTTTGCCTCTAAAATTCT 

AATCCATATTTTTCTACTTCTCAGATAATTTATGTGTGTGTACTCTTCCTAGACGT 

ACAAGAGACTTTTTAATGCTAAATATTTGTCAGTGCTTAACAAAAACTCAATTTCA 

CATTACTCATATTGTTTTTGTTTTAATTGAATGTGAATTAAATTTTTATTAGTTAT 

TTGATTTGGAATGTTATGTATGCCATTAACACTATTAGGGGAATCTCTAGCATTTC 

TGTATTTTTAAAGAATTTGATTCTTTTGTANATTCTGCCTGTGTGGCATTTTAAAC 

ATGTGTGACAT 

SEQ ID NO: 262 nt : 345 

ACCGGCGACATGGCCAAACGTACCAAGAAAGTCGGGATCGTCGGTAAATACGGGAC 

CCGCTATGGGGCCTCCCTCCGGAAAATGGTGAAGAAAATTGAAATCAGCCAGCACG 

CCAAGTACACTTGCTCTTTCTGTGGCAAAACCAAGATGAAGAGACGAGCTGTGGGG 

ATCTGGCACTGTGGTTCCTGCATGAAGACAGTGGCTGGCGGTGCCTGGACGTACAA 

TACCACTTCCGCTGTCACGGTAAAGTCCGCCATCAGAAGACTGAAGGAGTTGAAAG 

ACCAGTAGACGCTCCTCTACTCTTTGAGACATCACTGGCCTATAATAAATGGGTTA 

ATTTATGTA 

SEQ ID NO: 263 nt : 252 

ATAATTCAGAACTTCTTCATATGCTCGAGTCTCCAGAGTCACTCCGTTCTAAGGTT 
GATGAAGCTGTAGCTGTACTACAAGCCCACCAAGCTAAAGAGGCTGCCCAGAAAGC 
AGTTAACAGTGCCACCGGTGTTCCAACTGTTTAAAATTGATCAGGGACCATGAAAA 
GAAAC TTGTGCTTCACC G AAG AAAAAT AT C T AAAC AT C GAAAAAC T T AAAT AT TAT 
G G A A A A A A A A CAT T GC AAAAT AT AAAAT 



SEQ ID NO: 264 
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TTACTTTTAACCAGNGAAATTGACCTGCCCGTGAANAGGCGGGCNTGACACAGCAA 
GACGAGAAGACCCTATGGAGCTTTAATTTATTAATGCAAACGGTACCTAACAAACC 
CACAGGTCCTAAACTACCAAACCTGCATTAAAAATTTCGGTTGGGGCGACCTCGGA 
G C AG AAC C C AAC C T C C G AGC AG T AC AT G C T AAG AC T T C AC C AG T C AAAG C G AAC T A 
C TAT AC T C AAT T GAT CC AAT AAC T T GAC C AACGGAAC AAGT T AC C C T AGGGAT AAC 
AGCGCAATCCTATT 

SEQ ID NO: 265 

GGCTGATTCCTGAGCTATAAAAGCATAATTGCTTTATATTTTGGATCATTTTTTAC 
TGGGGGCGGACTTGGGGGGGGTTGCATACAAAGATAACATATATATCCAACTTTCT 
GAAAT GAAAT G T T T T TAG AT T AC T T T T T C AAC T GT AAAT AAT GT AC AT T T AAT GT C 
AC AAGAAAAAAAT G T C T T C T GC AAAT T T T C T AGT AT AAC AGAAAT T T T T GT AGAT G 
AAAAAAAT CAT TAT G T T T AGAGGT C T AAT GC T AT G T T T T C AT AT T AC AGAGT GAAT 
TTGTATTTAAACAAAAATTTAAATTTTGGAATCCTCTAAACATTTTTGTATCTTTA 
AT T GGT T TAT TAT T AAAT AAAT C AT AT AAAAAT T 

SEQ ID NO: 266 

CAGGAAGTCACCTGGGATTGGCTGCCTCACCCACTCACAGTGCCATCCCTGCCCCA 
GGCCTCCCAGTGGCAATTCCAAACCTGGGTCCCTCCCTGAGCTCTCTGCCTTCTGC 
TCTGTCTTTAATGCTACCAATGGGTATTGGGGATCGAGGGGTGATGTGTGGGTTAC 
CTGAAAGAAACTACACCCTACCTCCACCACCTTACCCTCACCTGGAGAGCAGTTAT 
TTCAGAACCATTCTACCTGGCATTTTATCTTATTTAGCTGACAGACCACCTCCACA 
GTACATCCACCCTAACTCTATAAATGTTGATGGTAATACAGCATTATCTATCACCA 
ATAACCCTTCAGCACTA 

SEQ ID NO: 267 

CAGGAAGTCACCTGGGATTGGCTGCCTCACCCACTCACAGTGCCATCCCTGCCCCA 
GGCCTCCCAGTGGCAATTCCAAACCTGGGTCCCTCCCTGAGCTCTCTGCCTTCTGC 
TCTGTCTTTAATGCTACCAATGGGTATTGGGGATCGAGGGGTGATGTGTGGGTTAC 
CTGAAAGAAACTACACCCTACCTCCACCACCTTACCCTCACCTGGAGAGCAGTTAT 
TTCANAACCATTCTACCTGGCATTTTATCTTATTTAGCTGACAGACCACCTCCACA 
GTACATCCACCCTAACTCTATAAATGTTGATGGTAATACAGCATTATCTATCACCA 
ATAACCCTTCAGCACTAGATCCCTATCAGTCCAATGGAAATGTTGGATTANAACCA 
GGCATTGTTTCAATANACTCTCGCTCTGTGAACACACATGG 



SEQ ID NO: 268 
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GGGTTTTCTTTCGGAAGCGCGCCTTGTGTTGGTACCCGGGAATTCGCGGCCGCGTC 
GACTGCTAAACAGAATACTGCTATTTTGAGAGAGTCAAGACTCTTTCTTAAGGGCC 
AAGAAAGCCACNTGNNCCCTNGGNCTAATCTGGCTGAGTAGTCAGTTATAAAAGCC 
NTAATNGCTTNNTNTTTGGNNTCNTTTTTNNCNGGGGNCGGNCTTGGGGGGGGTTG 
CN T C C AAAG A T AN CATNTNTTTCC A AC T T T N T N AANNN AANN G T T T T AAAA T C C C T 
TTTCCNCCNGAAAANANNGCCCTTTAAGNGCCNCAAAAAAAAANNGTNTTCTGCAN 
NTTTTCTANTATNACAAANNTTTTNGTAGAANAAAAATTTTTTTTTAGNGGCTACC 
CTTTNTTTNTTANNCANNGGAGTTTNTTTTTACAAAAAAAAAANATTGGGNCCCCT 
CCACAACCTTGGGTCTNTAATNGGGGGGTTTTTAAATAAANCNTNTNTAAATCCCC 
CNNNNNNNNNCNNNNNNNNNCCNNNNNNNNNNNNNNCC CNNNNAAAAAAT T T T TNC 
TCCCCCNCCCTTTTTCTTCCTGCCGGCCCCAATTTAAGCCCNGGCGCTTGGGGCAA 
ATCCCCCTTTAGNGGGGGGGTTTANAAAAACCNGGGGCGGGGNTTTAAAACCNCGG 
GGNNNGGGGAA 

SEQ ID NO: 269 

ACCTCTAGCATCACCAGTATTAGAGGCACCGCCTGCCCAGTGACACATG-TTTAAC 
GGCCGCGGTACCCTAACCGTGCAAAGGTAGCATAATCACTTGTTCCTTAATTAGGG 
ACCTGTNTGAATGGCTCCACNAGGGTTCACTTGTCTCTTACTTTTAACCAGTGAAA 
TTGACCTGCC 

SEQ ID NO: 270 nt : 591 

GTATAGAAAATAATGTCCCCAGNGCATAGAAAAAATGAGTCTCTGGGCCAGTGAAT 

ACAAAACATCATGTCGAGAATCATTGGAAGATATACAGAGTTCGTATTTCAGCTTT 

GTTTATCCTTCCTGTTAAGAGCCTCTGAGTTTTTAGTTTTAAAAGGATGAAAAGCT 

TATGCAACATGCTCAGCAGGAGCTTCATCAACGATATATGTCAGATCTAAAGGTAT 

ATTTTCATTCTGTAATTATGTTACATAAAAGCAATGTAAATCAGAATAAATATGTT 

AGAC C AGAAT AAAAT T AAT TAT AT TCTGGTCTT C AAAGGAC AC AC AGAAC AG AT AT 

C AGC AGAAT C AC T T AAT AC T T C AT AGAAC AAAAAT C AC T C AAAAC C T GT T T AT AAC 

C AAAG AAT T C AT GAAAAAGAAAGC C TTTGCCATTTGTCT T AG AAAG T TAT T T T T T A 

AAAAAAAATCATACTTACTATTAGTATCTATGGAAGTATATGTAACAATTTTTATG 

TAAAGGTCATCTTTCTGTGATAGTGAAAAAATATGTCTTTACTAAGTTGAAATGAA 

TACTTTCTGNCTTTGCTAATGGATAGTTATT 

SEQ ID NO: 271 

C T C AAT T C T AC T AAAAAGC C C C C C AAG AAAAGC G AAT GAG AAAAC AG AG T C AT C C T 
CTGCACAGCAAGTAGCAGTGTCACGCCTTAGCGCTTCCAGCTCCAGCTCAGATTCC 
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AGCTCCTCCTCTTCCTCGTCGTCGTCTTCAGACACCAGTGATTCAGACTCAGGCTA 
AGGGGTCAGGCCAGATGGGGCAGGAAGGCTNCGCAGGACCGGACCCCTAGACCACC 
CTGCCCCACCTGCCCCTTCCCCCTTTGCTGTGACACTTCTTCATCTCACCCCCCCC 
TGCCCCCCTCTAGGAGAGCTGGCTCTGCAGTGGGGGAGGGATGCAGGGA 

SEQ ID NO: 272 

GNANCNTTTCCTNTCGNAAANCGCGCCTTGTGTTGGTACCCGGGAATTCGCGGCCG 
C G T C G AC AAAAAAAAAAAAAAAAAAAAAAAAAAAAAN TNT AG AC T C G AN C AAG C T T 
ATGCANGCNTGCGGCCGCAATTCGAGCTCGGCCGACTTGGCCAATTCGCCCTATAG 
NGAGTCGTATTACAATTCACTGGCCGTCGTTTTACAACGTCGNGACTGGGAAAACC 
CTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTTTCGCCAGCTGGCGT 
AATANCGAANAGGCCCGCACCGATCGCCCTTCCCAACAGTTGCGCAGCCTGAATGG 
C G AANGG AAAT T G T AAGC G T T AAT AT T T T G T T AAAAT T C GC G T T AAAT TTTTGTTA 
AATCAGCTCATTTTTTAACCAATAGGCCGAAATCGGCAAAATCCCTTATAAATCAA 
AAGAATAGACCGAGATAGGGTTGAGNGTTGTTCCAGTTTGGAACAANAGTCCACTN 
TTAAAGAACGNGGACTCCAACGTCAAAGGGCGAAAAACCGTCTATCAGGGCGATGG 
CCCACTACGTGAACCATCNCCCTAATCAAGTTTTTTGGGGTCGAGGNGCCGTAAAG 
C ACT AAAT CGGAACCCTAAAGGGAGCCCCCGATTTAAAGCTTGACGGGGAAAGCCC 
GGCGAACGTGGCGAAA 

SEQ ID NO: 273 

CACCTGCAGTCCAAGTACATCGGCACGGGCCACGCCGACACCACCAAGTGGGAGTG 
GCTGGTGAACCAACACCGCGACTCGTACTGCTCCTACATGGGCCACTTCGACCTTC 
TCAACTACTTCGCCATTGCGGAGAATGAGAGCAAAGCGCGAGTCCGCTTCAACTTG 
ATGGAAAAGATGCTTCAGCCTTGTGGACCGCCAGCCGACAAGCCCGAGGAAAACTG 
AAACTTTGCTTAACNACCGAATGGNGGGGANCTTTTCCAACGNTTTT 

SEQ ID NO: 274 

T T GG T T T CAT AC T GN T GGGGNT T GAAT GNT C C C TNC AAC AC TNAT GT T GANAC T T A 
ATCCCTAATGNGGCAATACTGAAAGGTGGGGCCTTTGAGATGTGATTGGATCGTAA 
GGCTGTGCCTTCATTCATGGGTTAATGGATTAATGGGTTATCACAGGAATGGGACT 
GGTGGCTTTATAAGAAGAGGAAAAGAGAACTGAGCTTGCATGCCC 

SEQ ID NO: 275 nt : 545 

GTGGAAGNGACATCGTCTTTAAACCCTGCGTGGCAATCCCTGACGCACCGCCGTGA 

TGCCCANGGAAGACAGGGCGACCTGGAAGTCCAACTACTTCCTTAAGATCATCCAA 
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CTATTGGATGATTATCCGAAATGTTTCATTGTGGGAGCAGACAATGTGGGCTCCAA 
GCAGATGCAGCAGATCCGCATGTCCCTTCNCGGGAAGGCTGTGGTGCTGATGGGCA 
AGAACACCATGATGCGCAAGGCCATCCGAGGGCACCTGGAAAACAACCCAGCTCTG 
GAGAAACTGCTGCCTCATATCCGGGGGAATGTGGGCTTTGTGTTCACCAAGGAGGA 
CCTCACTGANATCAGGGACATGTTGCTGGCCAATAAGGTGCCAGCTGCTGCCCGTG 
CTGGTGCCATTGCCCCATGTGAAGTCACTGTGCCAGCCCAGAACACTGGTCTCGGG 
CCCGATAAGACCTCCTTTTTCCAGGCTTTAGGTATCACCACTAAAATCTCCAGGGG 
C AC CAT T GAAAT C C T GAG T GAT G T GC AC T GAT C AAG AC T GG 

SEQ ID NO: 276 

G G AAAG GGCCATTTTATTGCCT AAAAC C AC C T G GN T T T T NAG G T A AC AG T T C C AAC 
ATGTCCTTTTTTGAATAGCTGTTCTAATTATTATATATTCAGCTGATTAATAGGAG 
TACTTGATAGGTGGACTGTGTCAGGTAGCCTCAGGCAATCCTACTTCAACAAGCTG 
TCAGGGAGCCATGCCATGCTTCTTTATGACATAGGTGAATTTGATAGGCTCACTAG 
CAGAACATGGGATCACAAGGTGGAACCNTTCCNTTT 

SEQ ID NO: 277 

GACCCCTTCCTTACACCTTATACAAAAAAACTGAAACTGGACCCCTTCCTTACACC 
T T AT AC AAAAAT T AAC T C AAT T T T AT T AT GT T GT AT T AAAT T AAGT T GGGT T T AAT 
T AAG A T G GAT T AAAG AC T T AA T T AT AAG AC C T AAAAC CAT AAAAAC C C T AG AAG AA 
AACCTAGGCCATACCATTCAGGACACGGGTATGGGCAAAGACTTCATAACTAAAAC 
ACC AAAAGC AAT GGC AAC GAAGTCC AAAT AGAC AAAT TGGACCT GAT TAAACT AAA 
GAGCTTCAGCACAGCAGAAGAGACTATCGTCAGAGTGAACAGGCAACCCACAGAAT 
GGAAGAAAATTCTTGCAATCTATCCATCTGACAAGGGGCTAATATCCAAAATCTAC 
AAAGAACTTAAACAAATTTACAAGGAAAAACACAAACAACCCCATCAAAAAGTGGG 
CTAAGGATGTGAACAGACACTTCTCAAAAGAAAACATTTATGCAGCCAACAAACAT 
G AAAAAAAG T T CAT CAT C AC T GC T CAT TAG AG AC AT GC AAAT C AAAAC C AC AAT G A 
GAT C C C AT C C C AC AC C AG T TAG AAT GGC AAT C AT T AAAAAT G T 

SEQ ID NO: 278 nt : 268 

TTTATGTGTTTTTGCTTGGGGGGCGCTGGGCCTAGCCCAGAGTAGTGCTTGCTCCC 

CCTGCCTTGTCCCACCAGGGAGGCAGCAGACTCAGGCCCTCCATGGTCCTCTTTGT 

CATTTTGTTGACATGCATTCCTCCTTTTGTCATCTTGTTGGGGGGAGGGGATTAAC 

CAAAGGCCACCCTGACTTTGTTTTTGTGGACACACAATAAAAGCCCCGTTTATTTG 

TAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
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SEQ ID NO: 279 nt : 569 

CTTTAGCCAGCCTGATCAGAAAAAAACAAAAGAAGAGGAAAGACGTAGATTACCAA 

CAT C AAGAAT G T GAG T TAT GAT AT C AC T AC AGAC T C T C C AGG T AT T AAAAGC AT AA 

T T AG AGAAT GAT AT GAGC AGC T AT AT GC AAAT AAG T T C AAC AT T GGAC AAAT GGAC 

AAAT T T C T T G AAAG AT AAAT T AT G AAAT TTCATTCT G AAAG AAC T AC AT G AC C T T A 

ATTGTCTTACATCTATTAAATAAGTGGAAATTGTAGTTTAGAAACTTTCCCACAAA 

GAAAACTCTAGGCCCAGATGGCATCAAAATAATATTCAGATGAATGAAATGGAGAA 

AGGATAGCCTTTTCAACAAATGGTGGTGGAACAATTGGATTTCCATATGCAAAAAA 

ATAGAGATGGACGCAGAGGTGTGTGCTTAGGAGGCTGAGGTGAGAGGATTGTTTGA 

GGCCAGCCTGGGCAACATAGCAAGACCCCATTTCAAAAACAAAAATAAAGAACTTG 

TAGCCTTACCTTGTGCCATATTATGAAAATGTATCATAGGCTTAAATGTGAAACGT 

AAAACAAAA 

SEQ ID NO: 280 

CGCAGGGGCTTCTGCTGAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGATAAGTTT 
TTTTCTCTTTGAAAGATAGAGATTAATACAACTACTTAAAAAATATAGTCAATAGG 
TTACTAAGATATTGCTTAGCGTTAAGTTTTTAACGTAATTTTAATAGCTTAAGATT 
TTAAGAGAAAATATGAAGACTTAGAAGAGTAGCATGAGGAAGGAAAAGATAAAAGG 
T T T C T AAAAC AT GAC GGAGGT T GAG AT G AAGC T T C T T C AT GGAGT AAAAAAT GT AT 
T T AAAAG AAAA T T GAG AG AAAG G AC T AC AG AG C C C C G AA T T AA T AC T AA T AG AAG G 
GC AAT GC T T T TAG AT T AAAAT GAAGGT GAC T T AAAC AGC T T AAAGT T T AGT T T AAA 
AGTTGTAGGTGATTAAAATAATTTGAAGGCGATCTTTTAAAAAGAGATTAAACCGA 
AGGTGATTAAAAGACCTTGAAATCCATGACGCAGGGAGAATTGC 

SEQ ID NO: 281 

CGAAAAGCAAATATAACTTGCCACTAACCAAGATCACCTCTGCAAAAAGAAATGAA 
AAC AAC T T T T GGC AGG AT T C T G T T T CAT C T GAC AG AAT T C AG AAGC AGG AAA AAAA 
GCC T T T T A AAAAT AC C GAG AAC AT T AAAAAT TCGCATTT G AAG AAAT C AGC AT T T C 
T AAC T G AAG T GAG C C AAAAG G AAAA TTATGCTGGGGC AAAG T T T AG T GAT C C AC C T 
TCTCCTAGTGTTCTTCCAAAGCCTCCTAGTCACTGGATGGGAAGCACTGTTGAAAA 
T T CCAACC AAAAC AGGGAGCT GAT GGC AGT AC AC TTAAAAACGCTCCTC AAAGT TC 
AAAC T TAG AT T T C AG AT T T 

SEQ ID NO: 282 

CCGGTCTCTACACAATATATAGAAATCTGGGCATGGTGGTGCCTGGCTGTAGTCTC 
AGC TACCTAGTTGGGTGAGGTGGGAGAGTCGCTTGAGTCCT GGAGGT TGAGGCTGT 
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AGTGAGCCAGGGCTGCACCACTGCATTCCAGCCTGGGTAACAGAGTGAGACCCTGT 
C T C AAAAAGAAAAAAAAAAAT T GC T AAT T T T AAC AAAT C AC AAAAC T GAC T CAGGC 
AAG T T G T C T G AC T C AAAAG C C C T T G AAAAAC CAT C AAAG AC AG T AG AAT G T T AAC T 
GGTCATTTACGTAAAATAGTGTTCATTAAATTTTTGGTTCATTTAGGATAATCATT 
T T AAAT GAGAC T GT AT T T GAGAC T GT AT AC AC AT AC AT AT AC AT GT T T AC AC AC AT 
ATACGTACAATATATGTACATTCTATCTAAAAGATCATACATGTGTGTACATATAT 
GTTTTTAAAAGTCAAACTGACATATTAATGGAAACAGTGCTTACATCTCTGGTAGT 
GATTTTCTATTAGCAGCAGCCCTACATATGCTGCGTCTCTGAACAGCATGTCAGTG 
C CAT GAC T G T C T AAAC AT GC AAAT AT GAC T GAC AG AC T C T T G AG AC AGC T T T C AC C 
TTG 

SEQ ID NO: 283 

AATTCGNGGCCGCGTCNNCCTANGAGGCACCAGGAAATCCCGCGGGGTGGCCCATG 
CAGACCAGGCGCACGTGGCTCATGGGGCANAATTGCCAAGGACAGCTCACGACAGT 
GCCACCTTCTCACCATTCCAGCCAAGGAGAGATGTGACGTTGGAACTGCTCTGGCA 
CTTCTGTCAAGCCTCCCCCGCCCCAATTGCCTTGAGATCTCTGCTCTTTGTCAGAG 
ATTTGCAAAGACTCACGTTTTTGTTGTTTTCTCATCATTCCATTGTGATACTAAGA 
AAC T AAGAAGC T T AAT GAAAAGAAAT AAAAT GCC T AT GT T GT T GT T C T 

SEQ ID NO: 284 

CTAGAACCCATGACTCCTAGGTCTTATACTGCAACCACAGTATCAGCAAATAATCT 
TTCATAAGGGGATTATTCTCTGATTAACAGGAAATACAGGAATTTAATTTGTGAAC 
ACGC TAGGTAGAAGCAGAAACCC AAAT CC AAAT CC AAAT TT AAAC AT TT AAAAT TC 
ATTCTATAACTAAGATCTAACAGTCATTTTCTTCCCAGTAAGAAATAACCAAAGCA 
TGCTAAAAATCACTGGACTAAATTGGTGTCAAAACTGCCACATTGCCAGGCATGGG 
GGGGTCATACTTGTAATCCCAGCACTTTGGGAGGCCGAGGTGGGAAAATTGCTTGA 
GGCCAGGAGTTCGAAACCAGCCTGGGCAACACAGTGAGACCCCATCTCCACAAAAA 
A A A A A A A T T A A A A A AC A A A AC A A A AC A TTAGCTGGGCATGGTGGTACACGCCTGTA 
G T C C C AGC T AC T C AGG AGC C T G AAG T G AG AGG AT C AC T G AAGC C C AGG AGG T AG AG 
CTATGACTGTAGTGAGCTATGACTGTGCCACTACACTCCACCTGGGTGACAGGGGA 
CTC 

SEQ ID NO: 285 

CGACTTCCATTTGTATTAATGGAATACTAAGTCCCTCTGTGATTTCTGAACCAAGC 
TAT T CC T AGGCC T GAGT T T TAT T T T GT T GAC AC AG AAAT AAAT T ANAAGGCC AAGC 
GTGGTGGCATGTGCCTGTAGTCCTAGTTGCTGAGGTAAGAGGATTGCTTGAGCCCA 
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GGAGTTCAAGGCTGCAGCAAGCTTTGATTGCGCCACTGCACTCCAGCCTTGGCGAC 
AG AC T AAG AC G C T G T C T C A A A A A A A A A C A A A A A 

SEQ ID NO: 286 

GGTTATCAATGAGATTAAGAGACAACTAGAGTAAAAACAAAAGAAAAGAAAAGAAA 
NGAAAACAACAGAAGCTCTATTAACTGACCTCTAACCAATACAACAGGTTAACTGA 
TGTTCTCCATTCTGTATATAAAAATCCCAGTGGACACCCACAACACAGGCTTCAGG 
CTTGTAGGACACTTTCTAGTTCATCTGAGCACTTTTGTTCTCAGCAGTTGAGCTGT 
ATACTTAGCAACATTTGGTGCTTCCAAACCCATTTGTGCCTGTAGCACTTACTATT 
GAAAT AC AT AAT T TAAT T AAAT AT T AT AT AAAGGAAT GGAAT ACG AGT T GGAC AAG 
AAAAAGAG T T AAAT C T GAAGGT T AGGT AAAAAGAGC AAC TTCTTTTCTCTGTTTTG 
CAGGTTGGCAAAATCATTTAAAAACAATTGGAAGTATTATATGTTCTGCATTAAGT 
TGTCATTTTACTTAAAAACTAGGCATCAAAGATGATGCATAATAAATTTAGTGTAT 
GCAAGAATGACTGCTTGGGACCTCAATATATGAATTCTTAATCCAAGGAAAGTCCT 
TGGCCTTACATTTAAAAGTCGGCAAATAAGTGTACGTTCATT 

SEQ ID NO: 287 

GAACATTTAAAAATAATGCAAATAAGGCTGGGCGTGGGGGCTCACACCTGTAATCC 
CAGCACTTTGGGAGGCCGAGGCAGGCAGATCACGAGGTCAGGAGATTGAGACCATC 
C T G G C T A AC AC AG T G A A A C CCTGTCTCTACTT A A A A A A T A A A A A A A TTAGCCAGGC 
GTGGTGGTGGGCGCCTGTAGTCCCAGCTACTCAGGAGGCTGAGGCAGGAGAATGGT 
GTGAACCCGGGAGGCGGAGCTTGCANTGAGCTGAGATCGTGCCACTGCACTCCAGC 
C T GAG C G AC AG AG C GAG AC T C T G T C T 

SEQ ID NO: 288 

TCATTAGAATCCAAGCTTTGAAAATTTCTGATTAATGCTCATGTATTTCTTTATCT 
TTGTTTTTCCTTGT G AAG AAAG AC T T T C AC C AC T G T C T GAG T GAT GAT G C T G T T G A 
TAAGGATGATGTCGATGACTACTATATTGCATCTCTCAGGAACAGCTGATGGGAAG 
GGAGGGGCTGCTGAGTTCCCTTGTTCTAGCTAGCAGCACGCTCCTCANAGAGGGGG 
CCGAGTTACAGACAGCAGCCGCATTCTCATGCAAAATTAGTTTTAAACTGCTAGTG 
TGGGCATCGGTACCTTTTGCCTGGGTGATACCGAAGAATTGTTGAGGATTTAGTAT 
GCTCCGTAGAGACAGTTCAGCCAGTCATTTCTGCATTGGAGAGACTTCTCATACTT 
T C T T T G AAG AC T C AT AG AAAGC T GG AT 

SEQ ID NO: 289 

ATTAAGGTTTGTNCCCAACAAGAATAGATGTAATTAGAAAAAANTGNCTTCCTTAC 
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CTATTGCCTCTGATNTTTACTTGCTTAAATTTTTTTTATTGNAAATCCAGAAAAAG 
NGGATTTAGAGAACAACACTAACTCCCACCTAATCTATGACAGANATGTACAANAN 
AG T AC C T G T G A AAAA T G T G AAAGN A T N T G AAAAA T G T AAC C T T T G G C AG C C T GAG C 
AT AG T C AACC AGAAAAAC T AT C T GAAT T AAAAT AAT T GG T C C AT AGGT AC T AT T T T 
ATTTGGTCCATAAGGATTATTTTTTCAACTTTTTTTTCAAGTGTATTATTATGTCA 
TTTCCCACGTAGGTTACTGATACCTGAAGACTTTTTNCACCTTTAACCTTNCTCGT 
TGAGGAGCTTTGTANTCTAATAAAAGAGAAATATAAGTAAATGTTAGATATATGGG 
NGGATAATGGTAACTATGTGCTTAAAGAGGTATAAAAGAAGGGTAGGGAGCAGATA 
AGACAAAGGAAGGGCTATATTATAANGAAGAATATTCCAAGTAGGGAAGAGAAAAA 
GATATGTTATCCATATAATATTTTATGTGCAGTAGAGAACATGTTCTATAGAANAG 
AC AG AAG AT G 

SEQ ID NO: 290 

CTTGAGCCCAGGAATTCCAGCCTGGGCAATATAGTAAGACTCCGTCTCTACAAAAG 
ATACAAAAATTAGCCAGATGTGGTGGTGCGTGCCTGTAGTTCCAGATACTGGAAAG 
ACTGAGGCAGGAGGATTGCTTGAGCATGGGAAGTTGAGGCTGCAATGAGCTGTGAT 
TACGCCACTACACTCCAGCCTGGGCAACAGAGTAAGATCTTGTCTCAAAAAAAAAA 
T T GAAT T C AG C T AAAAA T AAT AAAAT T T T AAAAT AAT T T T AAAAAGC C C T C AAC AG 
CTTTGTTTTTCTCTCCTTGCCAGCTTCTCTGCAGCCTATAGCCTGCAGGCTGGCTG 
CTGCGAGCCAGGACAAGCGGTGGGAAATGCAATCACAGCGTGAAATCTCTGTGTTC 
AGAGACACGCAGGAAGCAGGTGAACCATGAAGGGCCAACACATGCCCCCAGTTAGC 
AGGGTGTAGAGACCGGGGCAGGGCTTTCTTCTTCCTTCTGGGTTATAAATATCCAT 
GTCCTGCCATTTGAAGCTGCAAGTGGCACACATGGATGCTGGACAGGCGCTCGCAC 
TTTCTGGGCAGGGCANGGGGCTCAAAGGCAGGACAGCTGGGCAAAAGCACCTTGCG 
TGGGCCC 

SEQ ID NO: 291 nt : 579 

CTTTGGAGCTTCTGTCTGTGCTGTGGACCTCAATGCAGATGGCTTCTCAGATCTGC 

TCGTGGGAGCACCCATGCAGAGCACCATCAGAGAGGAAGGAAGAGTGTTTGTGTAC 

ATCAACTCTGGCTCGGGAGCAGTAATGAATGCAATGGAAACAAACCTCGTTGGAAG 

TGACAAATATGCTGCAAGATTTGGGGAATCTATAGTTAATCTTGGCGACATTGACA 

ATGATGGCTTTGAAGGTAATTAAAATTATCAAATTGGTGCTTGATTTCTGCTTTTA 

AAATGGTTTATGGAAGAAAATATGATTAAAGTTTTGTATTGTTTTCCTTCCTATAG 

AAGATGGAGCCAGAATGGCATGCTAAGTTTTTTCTTTTCTTTAGTGTTATATATGA 

CTTCTCCTCAATTGTCACCCATTGATCTTTACCACTGTTAATAATGGATGATATTC 

AAAAT ACCT T AT TTCAGTGATTCTAAGGCACCATT GAT TAGAAACTGCAT TAT TAT 
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TTATGTGTCCCTAAAAGCTACCTATTAAGCTGTTACACCCACCATTTTTCTGTTAA 
GAAAAT C C T GAT T T C AG AA 

SEQ ID NO: 292 

GTNNTCCTCTCGGAACGCGCCTTNTGTAGCCAGGTGCTACCAGACCNAATACACGG 
TTGTTCCAGCTTGCGCATTCACCGATGGCGTAGATATCCGGATCGGAAGTCTGGCA 
GGAATCATTAATGACAATACCCCCACGCGGAGCAACGTCCAGACCACACTGGGTTG 
CCAGCTTATCGCGCGGACGGATACCGGTAGAGAAGACGATAAAGTCGACTTCCAGT 
TCGCTGCCGTCGGCAAAACGCATGGTTTTACGCGCTTCAACACCTTCCTGCACAAT 
CTCAAGGGTGTTTTTGCTGGTGTGAACGCGCACGCCCATACTTTCGATTTTGCGAC 
GCAGCTGCTCGCCGCCCATCTGATCAAGCTGTTCTGCCATCAGCATAGGGGCAAAT 
TCGATAAC 

GTGGGTTTCAATACCTAAGTTTTTCAGCGCGCCTGCGGCTTCCAGACCTAACAGGC 
CGCAATTCGAGCTCGGCCGACTTGGCCAATTCGCCCTATAGTGAGTCGTATTACAA 
TTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAAC 
TTAATCGCCTTGCAGCACATCCCCCTTTCGCCAGCTGGCGTAATAGCGAAAGAGGC 
CCGCACCCGATCGCCCTTTCCAACAGTTGCGCACCTGAATGGCGAATGGAAATTGT 
AAGCGTTAATATTTTGTTAAAATTCGCGT 

SEQ ID NO: 293 

CTGCGCAGACCAGACTTCGCTCGTACTCGTGCGCCTCGCTTCGCTTTTCCTCCGCA 
ACCATGTCT G AC AAAC CCGATATGGCT GAG AT C G AG AAAT T C G AT AAG T C GAAAC T 
G AAG AAG AC AG AG AC GC AAG AG AAAAAT C C AC T GC C T T C C AAAG AAAC GAT T G AAC 
AGGAGAAGCAAGCAGGCGAATCGTAATGAGGCGTGCGCCGCCAATATGCACTGTAC 
ATTCCACAAGCATTGCCTTCTTATTTTACTTCTTTTAGCTGTTTAACTTTGTAAGA 
TGCAAAGAGGTTGGATCAAGTTTAAATGACTGTGCTGCCCCTTTCACATCAAAGAA 
CTACTGACAACGAAGGCCGCGCCTGCCTTTCCCATCTGTCTATCTATCTGGCTGGC 
AG G G AAG G AAAG AAC TTGCATGTTGGT G AAG G AAG AAG T G G G G T G G AAG AAG T G G G 
GGTGGGACGACAGTGAAATCTAA 

SEQ ID NO: 294 

CTTGTATTCAAGAACTACTGTAATGCATTAGTGGTCTGGCTTCATTTTGTATGATG 
CCAGATCCTTAATTTACCCAGCACAATCATTTCAGTAGTTTCCTATGGCTCCTGCA 
AAAATGCAAACAGAAACCACCACAGGAACAGCCCCTTGCTGCCTCCTGTTGCTGAG 
G TAG TAG T CGC T AAAG AAAAT T GAAGGC T CC T T AC AAT C TAT AT T T GAAAAC T AG A 
ACTTCTGTAGAAACACACAGATCCCGATCTTAGAAGTTGTACAGGACAATCTGGTA 
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AAACTGACATAATTGTGATTTATTAACATGAATTAAAATGCCCAACCAGTGCTTCA 
GTGTGACAGTATATTTAAAATAAAAAAGAAATTAAAGGTCATATACTGTACTACTT 
T C AC AAAGAT C C AC AGT T T T GC AAAAGAC T T G T CAT AT G T AC AAT GC T AT AT AT C A 
A A T GAG A A A AG C T G T A AG C A A TTATATACGC A A A AG A A A TGGCAGTA 

SEQ ID NO: 295 

TTCCAGTCCTTTCATTTAGTATAAAAGAAATACTGAACAAGCCAGTGGGATGGAAT 
TGAAAGAACTAATCATGAGGACTCTGTCCTGACACAGGTCCTCAAAGCTAGCAGAG 
ATACGCAGACATTGTGGCATCTGGGTAGAAGAATACTGTATTGTGTGTGCAGTGCA 
CAGTGTGTGGTGTGTGCACACTCATTCCTTCTGCTCTTGGGCACAGGCAGTGGGTG 
TAGAGGTAACCAGTAGCTTTGAGAAGCTACATGTAGCTCACCAGTGGTTTTCTCTA 
AGGAATCACAAAGGTAAACTACCCAACCACATGCCACGTAATATTTCAGCCATTCA 
GAGGAAACTGTTTTCTCTTTATTTGCTTATATGTTAATATGGTTTTTAAATTGGTA 
ACTTTTATATAGTATGGTAACAGTATGTTAATACACACATACATATGCACACATGC 
TTTGGGTCCTTCCATAATACTTTTATATTTGTAAATCAATGTTTTTGGAGCAATCC 
CAAGTT T AAGGGAAAT AT T T T T GT AAA 

SEQ ID NO: 296 nt : 496 

CAACCCTCTCTCCTCAGCGCTTCTTCTTTCTTGGTTTGATCCTGACTGCTGTCATG 

GCGTGCCCTCTGGAGAAGGCCCTGGATGTGATGGTGTCCACCTTCCACAAGTACTC 

G G G C AAAG AG G G T G AC AAG T T C AAG C T C AAC AAG T C AG AAC T AAAG GAG C T G C T G A 

CCCGGGAGCTGCCCAGCTTCTTGGGGAAAAGGACAGATGAAGCTGCTTTCCAGAAG 

CTGATGAGCAACTTGGACAGCAACAGGGACAACGAGGTGGACTTCCAAGAGTACTG 

TGTCTTCCTGTCCTGCATCGCCATGATGTGTAACGAATTCTTTGAAGGCTTCCCAG 

ATAAGCAGCCCAGGAAGAAATGAAAACTCCTCTGATGTGGTTGGGGGGTCTGCCAG 

CTGGGGCCCTCCCTGTCGCCAGTGGGCACTTTTTTTTTTCCACCCTGGCTCCTTCA 

AC AC GT GC T T G AT GC T GAGC AAAGT T C AAT AAAGAT T T T GGGAAG T T T 

SEQ ID NO: 297 nt : 397 

CGGATGTGGTGGCAGGCGCCTCTAGTCCCAGCTACTCGGCAGGCTGAGGTAGGAGA 

ATGGCTTGAACCCAGGAGGTGGAGCTGACAGTGAGCCGAGATCGCGCCACTGCACT 

CCAGCCTGGGCGGCAGAGCGAGACTCCATCTCAAAAAAAAAAAAAAAAAAAATAGA 

CTTTGAGACCAGCCTGACCAACATAGTGAAACCCGTCACTACTAAAAATACAAAAA 

TTACCCGGGCGTGGTGACGGGCGCCTGTAATCCCAGCTACTTGGGAGGCTGAGACA 

GGAGAATCACTTGAACCAGGGAGGCGGAGGTTGTAGTGAACTGAAATCGTGCCCCT 

GCACTCCAGCCTGGGTAACAAGAGCGAAACTCCGTCTCAAAAATAAATAAATAAAT 



AAAAT 
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SEQ ID NO: 298 nt : 293 

C C AGC T T T T T AT GGT GT T T AAT C T AAT AC AC T T AAGC T GC AG T C C C AAAAT TAGGG 

GTCCTTCAGTCTTGGAGACTATAAGGGAGCCTCTGCACCCAGGGAAAATGTTACCC 

TTTACAGGGGGGAAGGGTAAACCAGTAGGGAATACAGTACAATCCCAACCCTACTG 

GGAGGGGCGGGAGGGAGGTGTTGCCGTCACTGTATTAAGTCGATGTTGGGAAACGT 

TTTAACATCTGGAGCCTTTGTGGGTGGAAATATGTCTCCAGTTACAACTCCGCAGT 

GGATGTGAAGAAG 

SEQ ID NO: 299 

GGAAGC T AC AAT GAT T T T GGGAAT T AC AAC AAT C AGT C T T C AAAT T T T GGACCC AT 
GAAGGGAGGAAATTTTGGAGGCAGAAGCTCTGGCCCCTATGGCGGTGGAGGCCAAT 
ACTTTGCAAAACCACGAAACCAAGGTGGCTATGGCGGTTCCAGCAGCAGCAGTAGC 
T AT GGC AGT GGC AGAAGAT T T T AAT T AGGAAAC AAAGC T T ANC AGGAGAGGAGAGC 
CAGAGAAGTGACAGGGAAGCTACAGGTTACAACAGATTTGTGAACTCAGCCAAGCA 
CAGTGGTGGCAGGGCCTAGCTGCTACAAAGAAGACATGTTTTAGACAAATACTCAT 
GTGTATGGGCAAAAAACTCGAGGACTGTATTTGTGACTAATTGTATAACAGGTTAT 
T T T AG TTTCTGTTCTGTG G AAAG T G T AAAG C A T T C C AAC AAAG G G G T T T T AA T G T A 
NATT 

SEQ ID NO: 300 

TGGATTCCCGTCGTAACTTAAAGGGAAACTTTCACAATGTCCGGAGCCCTTGATGT 
CC T GC AAAT GAAGGAGGAGGAT GT CC T T AAGTTCCTTGC AGC AGGAACCC ACT TAG 
GTGGCACCAATCTTGACTTCCAGATGGAACAGTACATCTATAAAAGGAAAAGTGAT 
GGCATCTATATCATAAATCTCAAGAGGACCTGGGAGAAGCTTCTGCTGGCAGCTCG 
TGCAATTGTTGCCATTGAAAACCCTGCTGATGTCAGTGTTATATCCTCCAGGAATA 
CTGGCCAGAGGGCTGTGCTGAAGTTTGCTGCTGCCACTGGAGCCACTCCAATTGCT 
GGCCGCTTCACTCCTGGAACCTTCACTAACCAGATCCAGGCAGCCTTCCGGGAGCC 
ACGGCTTCTTGTGGTTACTGACCCCAGGGCTGACCACCAGCCTCTCACGGAGGCAT 
CTTATGTTAACCTACCTACCATTGCCCTGTGT 

SEQ ID NO: 301 nt : 498 

GTGGTACATATACACAAAGGAAAACTATGTAGCCATTAAAAGAAAAGGAACTCCTA 
T CAT T T GT AAC AAC AT AAAT AAAT C T GG AGGAGAT T AGGC T AAGG T GAAAT AAGC C 
AGGC AC AAAAAGAC AAC T AC C AT AT GAT C T T AC T T AT ACGT G T GT GGAAT C T AAAA 
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AGGTGGAATTTACAGAAGCAGAGAGTAGAATGGTGATTACCAGAGGCTGGGGAGTG 
AGGGCAGGAGGTTGGAGAAATGTTGGTCAAAGGATACAAAGTTTCAGTTATACAGG 
AT GAAT AAGT T C AAGAGAT C T AT T G T AC AAC G T GG T GGC T AT AGT T GAT AAC AAT G 
TATTGTGTTCTT G AAAAAT GC T GAG AG AG TAG AT T T T AAG T G T T C T C AC C AC AAAA 
CATAAGTATGTGAGGTAATGCATGTGTTAATTANCTTAATTTAGACATTTCATAAT 
GTATTATACATATTTCAAAACCACGTTGTACATGAGAAAGATACACAATT 

SEQ ID NO: 302 

GCCCAGTCGACCCATGTTCTCCTTTCTACACCAGCATTAGACGCTGTCTTCACAGA 
TTTGGAAATCCTGGCTGCCATTTTTGCAGCTGCCATCCATGACGTTGATCATCCTG 
GAG T C T C C AAT C AG T T T C T CAT C AAC AC AAAT T C AG AAC T T GC T T T GAT G TAT AAT 
GATGAATCTGTGTTGGAAAATCATCACCTTGCTGTGGGTTTCAAACTGCTGCAAGA 
AG AAC AC T G T G AC AT C T T CAT GAAT C T C AC C AAG AAGC AGC G T C AG AC AC T C AGG A 
AGATGGTTATTGACATGGTGTTAGCAACTGATATGTCTAAACATATGAGCCTGCTG 
GCAGACCTGAAGACAATGGTAGAAACGAAGAAAGTTACAAGTTCAGGCGTTCTTCT 
CCTAGACAACTATACCCGATCGCATTCAGGTCCTTCGCAACATGGTCACTGTGCAG 
ACCTGAGCAACCCCACCAAGTCCTTG 

SEQ ID NO: 303 

C T GT AAC AGAG AT TCCTTTTTT C AAT AAT C T T AAT T C AAAAGC AT TAT T AGAC T T G 
AAAGGGTTTGATAATCTCCCAGTCCTTAGTAAAGATTGAGAGAGGCTGGAGCAGTT 
TTCAGTTTTAAATGAGTCTGCAGTTAATATCAAATGTGAGTTTGGGACTGCCTGGC 
AACATTTATATTTCTTATTCAGAACCCTTGATGAGACTATTTTTAAACATACTAGT 
CTGCTGATAGAAAGCACTATACATCCTATTGTTTCTTTCTTTCCAAAATCAGCCTT 
CTGTCTGTAACAAAAATGTACTTTATAGAGATGGAGGAAAAGGTCTAATACTACAT 
AGCCTTAAGTGTTTCTGTCATTGTTCAAGTGTATTTTCTGTAACAGAAACATATTT 
GGAAT GT T TTTCTTTTCCCCT TAT AAAT T GT AAT T CC T GAAAT AC TGCTGCTT T AA 
AAAG T C C C AC T G T C AG AT TAT AT TAT C T AAC AAT T GAAT AT T GN AAAT AT AC T T GG 
C T T ACC T C T C AAT AAAAGGGT C T T T T C T AT T 

SEQ ID NO: 304 

TCCACCCACCTTGACCTCCCAAAGTGCTGGGATTATAGGCGTGAGCCACCTCGCCC 
AGCCCGATACTAGGACTTATGCAGAAAAAACCTTGACATGGAGGAAAGTAAGATCT 
AAATAAATACTGTATTCATAGATTAAAAGACTCAGCATAATAAATATACCATTTCT 
CCCCAGATTGATGTACAGATTTAACACAATTCCTATCAAGATCCCAGCAAGATTTT 
TGTAGATATGTAAAAGATTATTCAAAAATGTAAAAGGAAGGACAAAGGACTAGAAT 
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AGAT AAAAC AAAAT GGAGAAAGAT T T AAT AGGAAT C AC T GT AAC T GAT T T T A AG AC 
ATACAGAACAATAATAGAAACTGCTTGTATTAGTCCATTTTCACGCTGCTGATAAA 
GAC AT AC C T GAGAT T GGC AAT T AC AAAGGAAAGANGT T TAT T GGC T T AC AGT T CC C 
ATGGCTGGGGAGGCCT 

SEQ ID NO: 305 

CTCCTCTGGGTTGAAACCCGGGCGCCGCCAAGATGCCGGCTTACCACTCTTCTCTC 
ATGGATCCTGATACCAAACTCATCGGAAACATGGCACTGTTGCCTATCAGAAGTCA 
ATTCAAAGGACCTGCCCCCAGAGAGACAAAAGATACAGATATTGTGGATGAAGCCA 
TCTATTACTTCAAGGCCAATGTCTTCTTCAAAAACTATGAAATTAAGAATGAAGCT 
GAT AGGAC C T T GAT AT AT AT AAC T C T C T AC AT T T C T GAAT GT C T G AAG AAAC T GC A 
A A AG T GC AAT T CC AAAAGCC AAGGT GAG AAAGAAAT GT AT AC GC T GGGAAT C AC T A 
ATTTTCCCATTCCTGGAGAGCCTGGTTTTCCACTTAACGCAATTTATGCCAAACCT 
GCAAACAAACAGGAAGATGAAGTGATGAGAGCCTATTTACAACAGCTAAGGCAAGA 
GAC T G GAC T GAG AC T T T G T G AG AAAAG T T T T C GAC C C T C AG AAT GAT AAAC C C AG C 
AAGTGGNGGGCTTGCTTTGTGAAGAGACAGTTCATGAACAANAGTCTTTCAGGACC 
TGGACAGTGAAGGGAGCCCGGGCAGCCA 

SEQ ID NO: 306 

CGNGGCCGCGTNAACTTTTGATCGTCAGCTGGGGCTGGCAGGCACCTAAATGGGAA 
GGGTGATAGCAGTGTGTTGGGGGGAGTTTAGGGAACGGTCCTCTACCGATAGAGGC 
AGCANCTCATTGGAATTTCCTCCTGAAGTTGTCTTGCCCCTTGAATCCTGCAGGAA 
GGCTGGCAAATGGCCATTTCCCTTCCACTTGAATAGAGACCCATAACTCAAGTATC 
TGCCCTTAAGACACCACAGGACTGTTCTTCGCGGGCCCTGCCCCTGGATTTGGGAG 
AGGCAGTCCANCTCACCCAACTAGGCTCTGCANGGGGACCANGAGGGATGGGTTGT 
GTCCACAGGACCAGCCAGACTGATGAGGGATGCGGCAAGCATATTCTCACCACCTT 
CTTTCACGTTTACAACANACCAGCNTTCCCTGTGTGGCAGGGGTTACATTGGTCAC 
CGAGGACCTANAATCATGGAGTGCTCTGGGGATCCGGGCTTGGA 

SEQ ID NO: 307 

TCAGTGTTGAATTTTGTCAGACACTTTCTCTGCATCAATTGGTATGACCATGTGAT 
TTTTTTTCTGTAGCCTGTTAATATGGTTAATTTTCAAATATTGAGCTGATTAATTT 
TCAAATATTGAGCTCTCCTTGCATCTCTGGAATAAGTACCACTTGGTCGTGGTATA 
TATTTCTTTTAATATATTGCTGAATTCTGTTTGATCATGTTTTCTTAAAGACTTTC 
GTGTCTGTTTTCATGATAGATACTGGTCTATAGTTTTGTTGTAATATCTTGGTTTG 
ATTTTGATATCAGGATAATGCTACCTTAATAGAATGAATTGGAGCCAAGTATGGTG 
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GCAAATGCCTATAGTCCTAGCTACTCAGGAGGCTGAGGTGGTGGGGACTGCTTGAC 
CCANGAGTTCAAATCTAGCTTGGGCAATGTAGCAAGAC 

SEQ ID NO: 308 

T AG AAGG AAT G AC TAT T CAT G T C C AAAG T G AAT GG T T T T G T GC AG T G AAC AAC AC A 
TGGCGAGGTACTAACTGAGAAACTTTTTCATGCTTTATGCCTACCTCTTGTAGTTG 
TTGCAGAGCAAATATAAATTGTAATAAGATAGCTAGGCCTTGCAGAAACAAACAGA 
AAAACTTAAAAAAAAATGATATAAGAGCTGGAGTCTAGTATTTATATGAATCTGTG 
AGAGATAATTTTTTTGGTCTCACTGCAATGAACCAAAAGCGGCTGAGTTTGGTTTT 
TAATTGTAGCCATGTATTGAAGGCATCTTTTTGACCAACTCTTGTTGGTTCTGTCT 
TGAACCATTGTTAATCACTGTGCTGTAATTAGTATAGCTAAATCTTTTCCTTCCTT 
GCTCCTCCCCCAGCCCACCCCGTCTTCCCTTAACATTTTTTCAGGGGGGGTTGGGA 
GTGGTTTCATTTTAATGTGAGTGGATGTTTTGATAGTTGTAAGGAAAAAATGCATT 
TCAGACACATTTCACACATGAGCTATTTTCTTACACAGTATGTCTTATTGGTAATA 
AG AAT G T AAT T CAT 

SEQ ID NO: 309 

CNTTCCNTAAGAATACAAAAAATTAGCTGGGCGTGGTGGCAGGCGCCTGTAATCCC 
ATCTACTCAGGAAGCTGAGGCTGGAGAATCGCTTGAACCCGGGAGGCGGAGGTTGC 
AGTGAGCAGAGATCACGCCACTGCAGTCCAGCCTGGGCAACAGTGCGAGACTCTGT 
C T C AAAAAAAAAAT AAAT AAAT T AC CTGGGTGTG G C AG CGCGTGCCTGT AAT C C C A 
GCTACCCAGGAGGCTGAGGCAAGAGAACTGCTTGAACCCAGGAGGCAGAGGTTGCA 
TGGAGCTGAGATGGCGCCACTGCACTCCAGTCTGGTGACAGAGTGAG 

SEQ ID NO: 310 

CTCTCTACTAAAAATACAAAAATTAGCTGGGCACGGNGGTGCATGCCTGTAAACCC 
AGCTACCAGGTACTCGGGAGGCTGAGGCAGGAGAATCGCTTGAACCAGGGAGTCGG 
AGGTTGCGGCGAGCTGAGATCATGCCACTGCACTGCGGCCTGGAGACAAGAGCAAG 
ACTCCGTCT C A A A A A A A A A A A A A A A A A A A A A A A A A A A AG AC N T C AC C T AAT T GC AG 
NGNGNGGACCTTATTTGGCTNTTAATTCAAACTATTAAAAATGTGAACN 

SEQ ID NO: 311 nt : 260 

CGGGGTCTGTACCGGGCTGGCCTGTGCCTATCACCTCTTATGCACACCTCCCACCC 
CCTGTATTCCCACCCCTGGACTGGTGGCCCCTGCCTTGGGGAAGGTCTCCCCATGT 
GCC T GC ACC AGGAGAC AGAC AGAGAAGGC AGC AGGCGGCC T T T GT T GC T C AGC AAG 
GGGCTCTGCCCTCCCTCCTTCCTTCTTGCTTCTCATAGCCCCGGTGTGCGGTGCAT 
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SEQ ID NO: 312 

C T GAG TNT AGAAAT GAT GCC AT T AAT AC T GAT T GC AAAAAC AT T AC AAC T C AGT AC 
TGCAGCTTTCATTCAAATAGGTTATATGTATAAACTGAGTTCAACAATATTGTATT 
TGAGATGGTAAAGTTAAAGAAATGCAATAATGTAAATAATACTTAAGAAAATAAGA 
TCTCAGGAAACTGTATATACTCTGTACTTTTATGCAACTTTATCAGATCATTTCAG 
TATATGCATCAAGGATATAGTGTATATGACATGAACTTTGAGTGCAAAAACTGTAC 
TATGTACCTTTTGTTTATTTTGCTGTCAACATCTAAATAAAGGTTTTTTTGTTTGT 
TTTTTGTTTTTT T AAT TGT T T TGT T T T AAAGAT TGT T T T AAT T AAT T AAAAAAT T A 
AT T GT T T T AAT T AAAC AAT T GT T T AAT T GT T T T AAAGT CGCC AGGC T GAGGC AGGT 
GAATCACAAGCTTAGGAGTTGGAGGCTAGCCTGCCAACATGGTGAAACCCCGTCTC 
T AC T AAAAAT AC AAAAAAAT T AAC TGGGTGTGGG 

SEQ ID NO: 313 

CCCATCTGCACCAGTACACAGGCAGGCATTATCATTCTTCACCTACTTTTTAAATA 
GTGGCAACTTGGGATTCATTCTGGTGATTCTGAACCTTGCCTCATAGCTTAAAGTA 
TAAAAAAGATTCAAGAGCAGTGAGGTTTGTTCTTTCCAGTGAATGGTGGACTGAGT 
G G T G C GAG G T G GAG G G C T AAC AAG AG G AAAG AAC T AC AT T C T T C AG AAT AC AG T G A 
T G AAAAT T CAT T T T G AAAC T C AAAT AT TTTCATTT T GG AT AT TCTCCTGTTTT TAT 
TAAACCAGTGATTACACCTGGCCATCCCTCTAAATGTTCTAGGAAGGCATGTCTAT 
TGT GAT T T T GAT G AAG AC AG AAT TATTTTTCTCT G TAG AAAC AC AG AT AC C AC T T T 
ATCAGGGGAAGTTAGTCAAATGAAATGGAAATTGGTAAATGGACAAAAGCTAGCTA 
GTAAAAAGGACGACCCAGCAACATGCTTTAACCCCATTGTATGTTTGTGGAAAGAG 
CATAGTTTAACATCTTGAGAAATTTGGGACATAAAAGTTTTCATNGGTAGACAGTT 
CATGGCAGTATATGAATTGACATAATGGAAATAATCTGATTTTATTTTTACAACTA 
ACATCCTTTCCCC 

SEQ ID NO: 314 nt : 641 

GGAATTCCAAGTGCTTGGGGATAATGATACCTCTGACCTTTCTTCCTTTTGGGAAG 
TACTTGAGTGTGCAGCTGCATGAGGCCTCAGCAGGAGAGAGATTTTAGGTCCAAGA 
AGCTATACCAGTAGGACAAGGCAGGAAAATACTACACTTTCAGGATCAAGCCCCTC 
TGACTCTCATTTGGAAACTGGATGTTTGCTAAGCACCTGCTTCTTAAGGATGCCGA 
GGGATTTAATGATACTCCCAGAAACCTGGAGAGATTAATGGGGCCTATGGAGAAGT 
GC T C T G AAC T C AG TGT T GGG AC T T G AAT AAAAT T AAC CAT TGTCATGTTTT C AG AA 
C AAC T AAGC T G T T T TAT AT T T CAT G T GC AT GAAAGC C C TAG AAC T AAG TTGTGTTA 
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TTTCCAGAAATGAAATAGATCCCACAGTTAGATGATGTGGCCATTAGGAAGTACCA 
AATTTATAAAAATCACTGGAGGTCTGTCTGAGCAGTACCTAATAAAATATAGTATA 
C T G AAAG T G AAC AG A T AC TTTGTCTCTTTCTTTGGCTGCTT GAT CTTTATCTGTGT 
CTGCCGTACAGTGCACCCTTAAAGTATTCTACACCAGTGCTTCTCAAACTGGAAAT 
GTGCATGTAAGTCACCCANGGGTCT 

SEQ ID NO: 315 

TGCATGCCCATAGTCCCAGCTATTTGGGAGGCTGAGGCAGGAAAATCGCTTGAACC 
CGGGAGCCAGAGGTTGCAGTGAGCCGAGATCGCACTCCAGCTTGGCGACAGAACAA 
G AC T C T G T C T C AAAAAAAAAAAAAAAAG AAA T CTTGGGATCCT G AAC CCCTTACTC 
GAAGGGCTAAGGTAGCATCTCAGCATGTCTTATTCGAGACTTCGTANAACCAGACC 
TGCTGTTTGTAGATGTTAATTAATCAAACCTTTCTCTACTCATTCTGGACCAGTTA 
AGGTTTTCTCCTTCTCCGTATGAGTTTTGATTTTCGTCCTCCTTGGTTGGAGATCA 
CACTTTGGTCTGCTGCTAAGTTGGATGCCTCCCACTGTCTTTCCCTAAGTCTAGGG 
CTTCANACCCCAGTGTGGGGAGAGGGACTTTCGTTTCCTGCCCCTCACCACATCAG 
ACACAGGCAGGCAAGAATAAGATGGCCAAAAGGCCGATGAACTTCTTGACCTAGCC 
TGGGACATTACCTGTTACTAGGTGGACTTCACTGCCTGTGAATGGAAGCTGAAGGG 
CTGTTTTTTTGGTTTGTATTTGGACAGGCCAGGCTTANAGAGGGAGAGAACTGGGC 
T AC T C T T C AG C AG T GAT C T T T AAAA T G C C 

SEQ ID NO: 316 

CAGAGTGCAAGACGATGACTTGCAAAATGTCGCAGCTGGAACGCAACATAGAGACC 
ATCATCAACACCTTCCACCAATACTCTGTGAAGCTGGGGCACCCAGACACCCTGAA 
CCAGGGGGAATTCAAAGAGCTGGTGCGAAAAGATCTGCAAAATTTTCTCAAGAAGG 
AGAATAAGAATGAAAAGGTCATAGAACACATCATGGAGGACCTGGACACAAATGCA 
GACAAGCAGCTGAGCTTCGAGGAGTTCATCATGCTGATGGCGAGGCTAACCTGGGC 
CTCCCACGAGAAGATGCACGAGGGTGACGAGGGCCCTGGCCACCACCATAAGCCAG 
GCCTCGGGGAGGGCACCCCCTAAGACCACAGTGGCCAAGATCACAGTGGCCACGGC 
CACGGCCACAGTCATGGTGGCCACGGCCACAGCCACTAATCAGGAGGCCAGGCCAC 
CCTGCCTCTACCCAACCAGGGCCCCGGGGCCTGTTATGTCAAACTGTCTTGGCTGT 
GGGGCTAGGGGCTGGGGCCAAATAAAGTCTCTTTCCTC 

SEQ ID NO: 317 nt : 583 

G AAC CC T GCGG AGGGAC T T C AAT C AC AT C AAT GT AGAAC T C AGC C T T C T T GG AAAG 

AAAAAAAAGAGGCTCCGGGTTGACAAATGGTGGGGTAACAGAAAGGAACTGGCTAC 
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CGTTCGGACTATTTGTAGTCATGTACAGAACATGATCAAGGGTGTTACACTGGGCT 
TCCGTTACAAGATGAGGTCTGTGTATGCTCACTTCCCCATCAACGTTGTTATCCAG 
G AG AA TGGGTCTCTTGTT G AAA T C C G AAA T TTCTTGGGT G AAAAA T AC A T C C G C AG 
GGTTCGGATGAGACCAGGTGTTGCTTGTTCAGTATCTCAAGCCCAGAAAGATGAAT 
T AAT C C T T G AAGG AAAT G AC AT T G AGC T T G T T T C AAAT T C AGC GGC T T T GAT T C AG 
CAAGCCACAACAGTTAAAAACAAGGATATCAGGAAATTTTTGGATGGTATCTATGT 
CTCTGAAAAAGGAACTGTTCAGCAGGCTGATGAATAAGATCTAAGAGTTACCTGGC 
TACAGAAAGAAGATGCCAGATGACACTTAAGACCTACTTGTGATATTTAAATGATG 
C AAT AAAAG AC C T AT T GAT T T GG 

SEQ ID NO: 318 nt : 424 

CTTGGCTCCTGTGGAGGCCTGCTGGGAACGGGACTTCTAAAAGGAACTATGTCTGG 

AAGGCTGTGGTCCAAGGCCATTTTTGCTGGCTATAAGCGGGGTCTCCGGAACCAAA 

GGGAGCACACAGCTCTTCTTAAAATTGAAGGTGTTTACGCCCGAGATGAAACAGAA 

TTCTATTTGGGCAAGAGATGCGCTTATGTATATAAAGCAAAGAACAACACAGTCAC 

TCCTGGCGGCAAACCAAACAAAACCAGAGTCATCTGGGGAAAAGTAACTCGGGCCC 

ATGGAAACAGTGGCATGGTTCGTGCCAAATTCCGAAGCAATCTTCCTGCTAAGGCC 

ATTGGACACAGAATCCGAGTGATGCTGTACCCCTCAAGGATTTAAACTAACGAAAA 

ATCAATAAATAAATGTGGATTTGTGCTCTTGT 

SEQ ID NO: 319 nt : 626 

GATTTTTTTTTTTTTTTTGAGATGGAGTCTTTCTCTGTCGCCCAGGCTGGAGTGCA 

GTGGTGAAATCTCGACTCACTGCAACCTCCGTCTCCTGGGTTCAAGCAATTCTCCT 

GCCTCAGCCTCCTGAGTAGCTGGGATTACAGGCACCAGCCACCACGCCCGGCTAAT 

TTTTGTATTTTTAGTAGAGACAGGTTTTCACCATGTTGGCTAGGCTGATTTTGAAC 

TCATGACCCCAAGTGATCTGCCCGCCTCGGCCTCCCAAAGTGCTGGAATTACAGGT 

G T GAGC T ACC AC T C CC AGCC AAT GAT T AC AT T TAT AAGG TAAAATAAC T T GT GC C A 

AT C T G T AC AAG T G AAT T C AG AT T T AAAAT T T T AAT T G T AAAAAG AT AT C C AGG T G A 

TATTTCTCCCTGAATAATTTAGTTTCCTTTTCTATTTCTTGATATAAAAGTACTCA 

GCATTGAAGTAATTGCTATCTTCACATTTCTTCCTATTTGAGCTGTCTAAATAAGT 

AGTCCTACATATTTTCCCCCCAACACAAAAAACCCAGAAAAGAATTATTTTATACT 

GGATTTTTTTGGTTGTAGCAGGAACCTAAAGGNGCCAATTGTAACATGCATGTTCT 

TTTTGGCAAA 

SEQ ID NO: 320 

GTCCATCCTGCAGGCCACAAGCTCTGGATGAGGAACTTGAGGCAAGTCACCAGCCC 



Clean Copy 

CTGATCATTTCGCCTAAAAGAGCAAGGACTAGAGTTCCTGACCTCCAGGCCAGTCC 
CTGATCCCTGACCTAATGTTATCGCGGAATGATGATATATGTATCTACGGGGGCCT 
GGGGCTGGGCGGGCTCCTGCTTCTGGCAGTGGTCCTTCTGTCCGCCTGCCTGTGTT 
GGCTGCATCGAAGAGTAAAGAGGCTGGAGAGGAGCTGGGCCCAGGGCTCCTCAGAG 
CAGGAACTCCACTATGCATCTCTGCAGAGGCTGCCAGTGCCCAGCAGTGAGGGACC 
TGACCTCAGGGGCAGAGACAAGAGAGGCACCAAGGAGGATCCAAGAGCTGACTATG 
CCTGCATTGCTGAGAACAAACCCACCTGAGCACCCCAGACACCTTCCTCAACCCAG 
GCGGGTGGACAGGGTCCCCCTGTGGTCCAGCCAGTAAAAACCATGGTCCCCCCACT 
TCTGTGTCTCAGTCCTCTCAGTCATCTCGAGCCTCCGTTCAAAATGATCATCATCA 
AAACTTATGTGGCTTTTTGACCTTTGAATAGGGAATTTTTTAAAATTTTTTAAAAA 
TT 

SEQ ID NO: 321 

CCAGCGCAGGGGCTTCTGCTGAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGATAA 
GTTTTTTTCTCTTTGAAAGATAGAGATTAATACAACTACTTAAAAAATATAGTCAA 
TAGGTTACTAAGATATTGCTTAGCGTTAAGTTTTTAACGTAATTTTAATAGCTTAA 
GAT T T T AAGAG AAAAT AT GAAGAC T T AG AAGAGT AGC AT GAGGAAGGAAAAGAT AA 
AAGGTTTCTAAAACATGACGGAGGTTGAGATGAAGCTTCTTCATGGAGTAAAAAAT 
GTATTTAAAAGAAAATTGAGAGAAAGGACTACAGAGCCCCGAATTAATACCAATAG 
AAGGGC AAT GC T T T TAG AT T AAAAT GAAGGT GAC T T AAAC AGC T T AAAG T T T AGT T 
T AAAAGT T GT AG GT GAT T AAAAT AAT T T GAAGGC G AT C T T T T AAAAAGAGAT T AAA 
CCGAAGGTGATTAAAAGACCTTGAAATCCATGACGCAGGGAGAATTGCGTCATTTA 
AAGCCTAGTTAACGCATTTACTAAACGCAGACGAAAATGGAAAGATTAATTGGGAG 
T GGT AGGAT GAAAC AAT T T GGAGAAGAT AGAAGT T T 

SEQ ID NO: 322 

GAGGAAAGGGGAGT T AAT AT T T AGT GGAC AGAAT T T C AGT T T T AC AGAT GAAAAGA 
GTTCTGGAGATAGACGGTGTTGATAGTTGCACAGCAGTGTGAATGTGCTCATTGTT 
ACCGAAC T T AAAAAT GT T T AAC AT AGT AT T AT GT GAT TTTTATTT T GCC AC T T AAA 
AAAAAAGAATGAAGTACTGATACATGCTACAACATGGGTGAGCTTTAAATACATTC 
TGCTCAGTGAAATAAGCCAGATGCAAAAGATCACATATTATATAATCCACTTATAC 
GAGAT ACC T AGAAT AGGCAAATTC AT AGAGACAGAAAGT AGAAT AGT GGT TCCC AG 
GGGCTGGGGACAAGGGGGCAGTGAGAGATTGAGAGTTATTATTAATGCGTACAGAG 
TTTCAGTTTGGGCTGATAAAAAAGTTCTGAAGATGGATGGTGATGATGGTTGTACA 
T C AA T G T GAG T G T AA T T AC C G C C AC T G AAC T G C C C T T AAAAAC G T T T AAAAG AG T A 
AATTTTATGTTGNGTATATTTTACCATAAT 
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SEQ ID NO: 323 

TTTTTTTTT C AT AAGAGGC AAGT AC AAGAAAAAGC T T AAT T AC T T T AAC T T C T AAG 
TAGTTTGGAATCTAAATAAATAGGAGTTACCAAATATATGCGCTTCTGTGAATAGT 
TTTCCCCCACATGTTTATTTATATTTTTGCATCTCATCAAACCTAACAGATTCTAA 
AGTCTCTGGTGATAATGACAATATCTGCTACGGAGAGACTAGCCTGGGGGAAGAGG 
ATCTCCCTGAACAAGGATAGCGGAGTTGCTGCAGCTTTCAAATGAAGCTGGACATT 
TAGCTGCGGGGGTAGCACCCTTTGATCAAGGCAGCCCAAAGATGAGTTTCAGGGAT 
GGGACTGACAGAAGAGAAAAGTTCTTCCCAGCCCTTTCTACTTTTTCTCTTTGTTT 
CTCAGGCTTCTGGCCGTCTTCAGTTTTCACAAGTTTCACTCTCAACCCTAAACAGT 
ACTTCTGTGAAGTACCCTTTGGCCCCTCGTTTTCAGCTCCTAAACTCACCTGGAAA 
TAGATGTCAATCTAATTTTGGGTCTGACTAGTGCAGTAGGCATTTTTGGTGA 

SEQ ID NO: 324 

CTCACACAGAACAAAAATGAATGAGTGTGGCTGTGTGCCACTATCACTGTGTCTAC 
AAAAACAGCCAGTGGGCCTGATTTGGCCCTTGGCTGCAGTGCGCCCGTCTCTGTTT 
TTGAGGAATAAAATCGCATCATTTCATATGGCTAATGCAATTTTTTTCCCATCTGG 
AAGCAACATCTGATTGGACTCATCTTGTATGGTGCTTGTTACAGTCTCTGTAAATG 
GGAGAGGGTCCGAGAATAGCTCTTCCTGTTTTCATCAGGACTGTTTTTAGGGATGG 
CAAAGAAGTCAGTGTGTCCAGCCTGTGTCCTCCTCACCACGTGGCTGATTCCTGAA 
TCTGCATGTGCANCACNTGCCGTTGTCTGGGGCATGATCTGTGTGA 

SEQ ID NO: 325 nt : 556 

CTTTTCTCTGGGTATAGATTTACCCTAGCACCTATCTCATTATATTGAATTTTCCA 

GCATATTTAAATAAACTATTAATTAGTCACACTATTTCTTAAAAGTCACACTATCA 

ACTAATCGTGACCGCAATTATCTAGGGGTGATAATCTGCTGAGTCTACTCTTTAAA 

TACACTGGGACCCAGCATATTGAGTTATATTGGCACAGAAACTTCACTCTGGGTAT 

AGATTTACCCTAGTACCTTGCCGGCAGGATCCTATTATTCATGGTTGTACAAGCAA 

GGTTCAGGGAAGAGGCTGGCACAGAGAAGGTACCTGGTAACTGTTGTTTGAGGCTG 

AATTCAGCTCAACTCAGCTCCAGTAGAGATGGTGTCCCCTTCTCTACCGTGTTGAG 

ATAGTGTGCAGTCCCTTCCTAAGGGCTGTTACCCACCGCAATAGGACTTGTCAGCT 

TCAACTTTTAAATTTCTCTGCTCCCGCTGGGACCCACCCGCTTCAAAAATCATCAT 

GGNGGNTTTAGCACCAATTTAGTAAACACAAACTGTCTGAAATATTTTGGAT 

SEQ ID NO: 326 

GAACATTCAAGATAGTGAGAGGAAGAAAAAGATATGGCTGTACGGGACCGAGGTCT 
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CTTCTATTATCGCCTCCTCTTAGTTGGCATTGATGAAGTTAAGCGGATTCTGTGTA 
GCCCTAAATCTGACCCTACTCTTGGACTTTTGGAGGATCCGGCAGAAAGACCTGTG 
AATAGCTGGGCCTCAGACTTCAACACACTGGTGCCAGTGTATGGCAAAGCCCACTG 
GGCAACTATCTCTAAATGCCAGGGGGCAGAGCGTTGTGACCCAGAGCTTCCTAAAA 
C T T CAT C C T T T GC C GC AT C AG G AC C C T T GAT T C C T G AAG AG AAC AAGG AG AG GG T A 
CAAGAACTCCCTGATTCTGGAGCCCTCATGCTAGTCCCCAATCGCCAGCTTACTGC 
TGATTATTTTGAGAAAACTTGGCTTAGCCTTAAAGTTGCTCATCAGCAAGTGTTGC 
CTTGGCGGGGAGAATTCCATCCTGACACCCTCCAGATGGCTCTTCAAGTAGTGAAC 
ATCCAGACCATCGCAATGAGTAGGGCTGGGTCTCGGCCATGGAAAGCATACCTCAG 
TGCTCANGATGATACTGGCTGTCTGTTCTTAACAGAACTGCTATTGGAGCCTGGAA 
AC T C AG AAT GC AG AT C T T T T G T G AAC AAAAT G AAGC AAG AAC C GG AG ACNC T GAAT 
AGTTTTATTTCTGTAT TAAAAAC T GNGAT T GGAAC AAT T GAAGA 

SEQ ID NO: 327 

CCACTCCACCTTACTACCAGACAACCTTAGCCAAACCATTTACCCAAATAAAGTAT 
AGGCGATAGAAATTGAAACCTGGCGCAATAGATATAGTACCGCAAGGGAAAGATGA 
AAAATTATAACCAAGCATAATATAGCAAGGACTAACCCCTATACCTTCTGCATAAT 
GAATTAACTAGAAATGAGGATTCTGACCTTGACTTTGATATCAGCAAATTGGAACA 
GCAGAGCAAGGTGCAAAACACAGGACATGGAAAACCAAGAGAAAAGTCCATAATAG 
ACGAGAAAT T C T T C C AAC T C T C T GAAAT GGAGGC T TAT T T AG AAAAC AGAGAAAAA 
G AAG AGG AAC G AAAAG AT GAT AAT GAT GAT GAG T C AGG T AAAAG T T C C AG AAAT G T 
G AAC AAC AAAG AT T T T T T T GAT C C AG T T GAAAG T GAT G AAG AC AT AGC AAG T GAT C 
AT GAT GAT GAGCTGGGTTCAAACAAGAT GAT GAAAT TGCTGAAGAAGAAGCAGAAG 
AAGGAAGCATTTCTGAAATATGAATGAAAAAAATTACATCTTTAGAAAAAGAGTTA 
TTAGAAAAAAGCCTTGGCAGCCGTCNGGGGGAAGTGACGCACAGAAGAGACCAGAG 
AATAGCTTCCTGGANGAGACCCTGCACTTTACCCATGCTGCTGGATGG 

SEQ ID NO: 328 nt : 641 

CCGGGTTTTAGTATTTAACCAAGAGCCTTTTAAATATTGAAAACCCATAGTTCAGA 

AAATGTTAGTATTGCTGCCCTTCTTCACATAAATTTTTTTTTAAATTATACTATTA 

TTTTGCTTAATTTTATATTGGGTTAAAACAACCTTCAAGAAGGTTAACTAGGAAAG 

AAGACCTTTTTGTTTTATTTTTACTATTTATATATAGAAGACAAATCAGCATTTGG 

TGATAGTTTTACATGACCAGTTATCAAACGGTCATAGTATGAAGTGTGCAGTTGTT 

CATTATTAGTAAATTATGTTTGATTTTTAAACTATTTAGTACTAATAGTTGAGATG 

AAAAC T G AAG A AAAA T G C C AA T G T G AC G T T T G T G T A T AG CTAGCCTT AAAAA AC T T 

CCCATGTTTTTAGGTGACTTTTTTCCCCCTCTTAGTACTCTGGAGAAACAATGAAG 
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ATGGGCCATCTCAATTCCAGATGTAAACAAAAAGTAATTTTTATTTCAACATTTAA 
TGTAACTGCTATTATTGNGGATTCTTGNCTTGNGTATTTTCTTTCCCTTATTCAAG 
TAATATAGAATAACTTTCCTTAAAATGATTTGATCCAAGATACGTCATTTCTGTAT 
TGGCAAAATGCCNCTATTAAAGTGT 

SEQ ID NO: 329 nt : 132 

GTTAAAGTGATACATTTTTATACCAAATGTGTTTATTTTTTTGTGCAAGTAATCCT 
TAAAAT T GC AAT T GT AT TAGGTGTT A A A A T AAA G T T T T T AAAAAAT T A A A A A A A A A 
AAAAAAAAAAAAAAAAAAAA 

SEQ ID NO: 330 

GACAACCTTAGCCAAACCATTTACCCAAATAAAGTATAGGCGATAGAAATTGAAAC 
CTGGCGCAATAGATATAGTACCGTAAGGGAAAGATGAAAAATTATAACCAAGCATA 
ATATAGCAAGGACTAACCCCTATACCTTCTGCATAATGAATTAACTAGAAATAACT 
TTGCAAGGAGAGCCAAAGCTAAGACCCCCGAAACCAGACGAGCTACCTAAGAACAG 
CTAAAAGAGCACACCCGTCTATGTAGCAAAATAGTGGGAAGATTTATAGGTAGAGG 
CGACAAACCTACCGAGCCTGGTGATAGCTGGTTGTCCAAGATAGAATCTTAGTTCA 
ACTTTAAATTTGCCCACAGAACCCTCTAAATCCCCTTGTAAATTTAACTGTTAGTC 
C AAAGAGG AAC AGC T C T T T GG AC AC T AGGAAAAAACC T T GT AGAG AGAG T AAAAAA 
T T T A AC AC CCATAGTAGGCCT A A A AG C AG C C A C C A A T T A AG A A AG C G T T C A A G C T C 
AACACCCACTACCTAAAAAAATCCCAAACATATAACTGAACTCCTCACACCCAATT 
GGACCAATCTATCACCCTATAGAAGACTAATGTTAGTATAAGTAACATGAAAACAT 
TCTTCTNCGCATAAGCCTGCGTCAGATTAAAACACTGAACTGACAATTAA 

SEQ ID NO: 331 nt : 370 

AAAGAGCTCCCAAATGCTATATCTATTCAGGGGCTCTCAAGAACAATGGAATATCA 
T CC T GAT T T AN AAAAT T T GGAT GAAGAT GGAT AT AC T C AAT T AC AC T T CGAC T C T C 
AAAGC AAT AC C AGG AT AGC T G T T G T T T C AN AG AAAGG AT C G T G T GC T GC AT C T C C T 
CCTTGGCGCCTCATTGCTGTAATTTTGGGAATCCTATGCTTGGTAATACTGGTGAT 
AGCTGTGGTCCTGGGTACCATGGCTGGTTTCAAAGCTGTGGAATTCAAAGGATAAA 
TTAATGAAGAAAACAAGCGGAGCTGAAGAAGAAAGTACAATATGGTGCTGTCTTCC 
T AAT GAAAT AAAT T C AC T AAAT GGAC AT TAAAAA 

SEQ ID NO: 332 

AGACTCGAGCAAGCTTATGCATGCATGCGGCCGCAATTCGAGCTCGGCCACTTGGC 
CAATTCGCCCTATAGTGAGTCGTATTACAATTCACTGGCCGTCGTTTTACAACGTC 
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GTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCT 
TTCGCCAGCTGGCGTAATAGCGAAGAGGCCCGCACCGATCGCCCTTCCCAACAGTT 
GCGCAGCCTGAATGGCGAATGGAAATTGTAAGCGTTAATATTTTGTTAAAATTCGC 
GT T AAAT T T T T GT T AAAT CAGCTCATTTT T T AACC AAT AGGCCGAAAT CGGC AAAA 
T C C C T T AT AAAT C AAAAG AAT AG AC C G AG AT AGGG T T GAG TGTTGTTC C AG T T T G G 
AACAAGAGTCCACTATTAAAGAACGTGGACTCCAACGTCAAAGGGCGAAAAACCGT 
CTATCAGGGCGATGGCCCACTACGTGAACCATCACCCTAATCAAGTTTTTTGGGGT 
CGAGGTGCCGTAAAGC ACT AAAT CGGAACCCTAAAGGGAGCCCCCGATTTAAAGCT 
TGACGGGGAAAGCCGGCGAACGTGGCGAGAAAGGAAGGGAAAAAAGCCAAANGGAG 
CCGGCGCTAGGGCCTGGCAAGTGTACGGGCACGCTGCGCGTAACCACCCACACCCC 
GCCGNGCTTAATGCCCCNTTCAGGGCGCGTNCTGATGCCGNATTTTNTCTTACNCA 
TNTGTGCNGGNTT 

SEQ ID NO: 333 

T AAAA T A A T G G C A A A A A A C AAA C A A A A A A C A A G T T C T C T AAAC AGAAAGGAAAT T A 
CTAAAGAAGGAATCTTGAAATAACAGGAAAGAGGAAATACCACAGTAGGCAACATT 
ATGGGTAAATAAAACAGACTTTCCTTCTTTAGTTTCCTAAAATATGTTTGATGATT 
AATGCAAAAATTACAATATTTTCTTATGTAGCACTAAAGGTATGTAGAGAAAATAT 
T T AAGAT AAT T GT AC TGT AAGCGGGAGATGACAGT GAC AT AAAGGCAACGT T T T T A 
TACTTCACTC AAAC TTTATGTATT A A T G T A A T C C A T A A AG C A AC C A A A A A AG C T A T 
ACTAAGTACATTCAAAAACACAATAGATAAACCAAACAAAATTCTAAAGGATGTAC 
AAG T AAC C C AC T G G A AG C T G C A A A A A A T G T AAAC AG AAAC T AAAAAC AG AG AAT AA 
ATGAAAAATTAAAAACGAAATGGCAGACTTAGGCCCTAATATACAAATTATCACAT 
T AAAT AT AAAT GGTCT AAAT AC ACC AAC TGTAAGACAGAGATTAGCAAAGTCGATT 
TAAAAACATGACTCAACTACGTGCTGTCTACAAGAAACTCACTTCAAATATACCAA 
GATAGGAAGGTTGAAAGTAAAACGATGGAAAAAGATGTATCATGTGAACATTAATC 
A AAG G AAAG C AG GGGTGGCTATATT AAC AT C AG G T AAAA T AAAC T T T 

SEQ ID NO: 334 nt : 603 

TGAGGNTGGTCATGATGCANAAGCTACTCAAATGCAGTCGGCTTGTCCTGGCTCTT 

GCCCTCATCCTGGTTCTGGAATCCTCAGTTCAAGGTTATCCTACGCGGAGAGCCAG 

GTACCAATGGGTGCGCTGCAATCCAGACAGTAATTCTGCAAACTGCCTTGAAGAAA 

AAGGACC AAT GTTCGAACT AC TTCCAGGTGAATCC AAC AAGAT CCCCCGTCTGAGG 

ACTGACCTTTTTCCAAAGACGAGAATCCAGGACTTGAATCGTATCTTCCCACTTTC 

TGAGGACTACTCTGGATCAGGCTTCGGCTCCGGCTCCGGCTCTGGATCAGGATCTG 

GGAGTGGCTTCCTAACGGAAATGGAACAGGATTACCAACTAGTAGACGAAAGTGAT 
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GCTTTCCATGACAACCTTAGGTCTCTTGACAGGAATCTGCCCTCAGACAGCCAGGA 
CTTGGGTCAACATGGATTAGAAGAGGATTTTATGTTATAAAAGAGGATTTTCCCAC 
CTTGACACCAGGCAATGTAGTTAGCATATTTTATGTACCATGGNTATATGATTAAT 
C T T GGGAC AAAGAAT T T T AT AG AAA T TTT T AAAC AT C T GAAAA 

SEQ ID NO: 335 nt : 71 

AT T TAT C T AAT AT T T GGT T T AAT AAAAT GT GAAT AAT GAAAAAAAAAAAAAAAAAA 
AAAAAAAAAAAAAAA 

SEQ ID NO: 336 nt : 622 

TTTTTTTTTATTTTTTGAGAATGGAGTCTTGCTCTGCCGTCCAGGCTAGAGTTCAG 

TGGTGCGATCTCAGCTCACTGCCACCTCACCTCCTAGGTTCCAGAGATTCTTGTGC 

TTCAGCCTCCTCAGTAGTTGAGAATACAGGAACACGCCACCACGCCTAGCTAATTT 

TTGTATTTTTAGTAGAGATGGGGTTTCACCATGTTGGCCAGGCTGGTCTCAAACTC 

CTGGCCTAAGTGACCCACCTGCCTCAGCCTCCCAAAGTGCTGGGATTATAGGCGTG 

AGTCATTGTCCCCAGCCGGATGTTTTCATCTTGATTTGCCTTAGTTTCTAAATCTC 

ATCCTCTCCATTTTCTCCTGTTAGTAGTCACAGAGAACCAAATTCTGTCAAGTTAT 

GAAACTAAAGTCTCTCTTCCACAAGTCTTCCTGTGTTCTGCCTCAAGTGAACTTGA 

AAG AAC AT C AG T T T G T GG G AAGG T T G AAG AC C GAAT GAT C T G C T G GG AAAT C AC T G 

AGGCATTGCCATTCTCTTGAGGAATTTCATTTTCATCGAAGTTTCGGTTTATATCC 

CTTTCTTGGTGAGTACTATTGCTGTTATGTAAATTAAATGAGTCGTCATCCTTCTT 

NTGAGC 

SEQ ID NO: 337 nt : 501 

GTGAAATCACTTTCATGGATTATTAATGGATTTAAGAGGGCATCAATCAGCTCAAC 

TCAAGATTTCATAATCATTTTTAGTATTTAGATTGTGCCTCAAAGTTGTAGTACCT 

CACAATACCTCCACTGGTTTCCTGTTGTAAAAACCTTCAGTGAGTTTGACCATTGT 

GCTCTTGGCTCTTGGGCTGGAGTACCGTGGTGAGGGAGTAAACACTAGAAGTCTTT 

AGTACAAAACTGCTCTAGGGACACCTGGTGATTCCTACACAAGTGATGTTTATATT 

TCTCATAAAGAGTCTTCCCTATCCCAAGGTCTTCATGATGCCAGTAGCCATATATG 

ATAAATTATGTTCAGTGATAACTTAGTTATCAGAAATCAGCTCAGTGGTCTTCCCC 

G C C AT GAT T C AC AT T T G AT GAG T T T T TAAAAAT CAAAG T GAT TTT G AAAAT C T C T A 

ATGGCTCAGAAAATAAAAACATCCAGTTTGTGGATGACTATATTTAGATTTCT 

SEQ ID NO: 338 

TTGTGTTTTTAGGACTCCTTATCT AAAT TAAGGCAGAGAAGTTACAGT ATT TATAT 
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CTGCATTAAATCTCAATTCCAGAAAAACCTTTTGAAAAATTATTTAATCCTCTGGA 
AACTATTGATATGATACAGGAGAAATTTTCAGAAGTTTATTGAATAATTTAATATC 
ATTTAATAGGACACTCTGGCTTGTATATAAGCAGATACGTTACTCAGACTTCTTGG 
CTGTACTCTAAAATAATATATGTACTAGTCTCCTAAATATTACTAGCTCACCTTTC 
AAAATGCATACTAATATTTCAATGTCTTTCTTCAATTTGAAAAGCTCTTGAATATC 
TACTTGTGATAGCCCTAAGAGCTGAGATAATTATTTCCAGGAGGTTGAATCCCTGA 
TTCTTAACTGTTCAGCAATGCATAAGCAAGAGAGAATATGACATAAGAGGACCATT 
TCTACATTAGCCATTTTTTTTCACAAGATACCTATGTGAATACAGGGCACCTGGGA 
GGGTAAGTGGAGGACTATTTCTAACTATATTTATAAGCACATACTGATATTGGTGA 
ATCAAAACCTACAGCAGTGCTTCTCAGATGGGAAGGGAGACAATGTGTAAGGAGAT 
C AGG AAT T CAT TAG 

SEQ ID NO: 339 nt : 122 

CCANAATCCACTCTCCAGTCTCCCTCCCCTGACTCCCTCTGCTGTCCTCCCCTCTC 
ACGAGAATAAAGTGTCAAGCAAGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
AAAAAAAAAA 

SEQ ID NO: 340 

TTTTTTTTTTTTTTTTTTT C AGAGT C AC AGAT AT T GT AT AGC T GAGGT AAGC AT T T 
T AC AAC T T T TC AGACAC AAGT AAGT AC AT AAAT AT TAT T T T ACAACC AACAATNT T 
T AAT AT T T CC AC AT T GAANAAT AGAT GT GAT AAT TAAAT C T T T T AT AAGGT T T T AA 
AAAGAC AT GAAAC AT AAACC T AAT T AT AC AT AAAAGAAAAGAAT T T T AAAC AAGAG 
CTTATTGNGATGACATTACTCATAACTTTTACCTTTAAAACCTTTTCTTGGGTAGC 
TATTCAAAAGTAAAGACCACAAGTTTTGTTGCCCANATTTCTTATGTTTNGTATAT 
TTAAGCTCTTTATTTATTGAACAGATGNGTCATTAATTCATTNGGAGCATTACTAT 
TATCAGTAAAATTTGATTTTTTTTTCCCCTCAGTCATAGGTAAATCAGCTCCACCT 
GGAAT T T C T AAGGAC CC AGT T T TAG T C AAT AT T T T C AAG T AAT CAT GAC C T C AGAA 
ATAGTCTTAATTAAGATAACAAATATTAGCCATCAAAATGGAACCAAGACAAGATT 
C T AAT GT T T GT AAAC AGT C AAT CC AT AT T TAT GAAT AT T AGC AT AT AT T GGNGAAT 
AGTTAAGGCAAAAGGGTCTAGCAG 

SEQ ID NO: 341 nt : 667 

TTGTGTTTTTAGGACTCCTTATC TAAAT TAAGGCAGAGAAGTTACAGTATTTATAT 
CTGCATTAAATCTCAATTCCAGAAAAACCTTTTGAAAAATTATTTAATCCTCTGGA 
AAC TAT T GAT AT GAT AC AGGAGAAAT T T T CAGAAG T T T AT T GAAT AAT T T AAT AT C 
ATTTAATAGGACACTCTGGCTTGTATATAAGCAGATACGTTACTCAGACTTCTTGG 
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CTGTACTCTAAAATAATATATGTACTAGTCTCCTAAATATTACTAGCTCACCTTTC 
AAAATGCATACTAATATTTCAATGTCTTTCTTCAATTTGAAAAGCTCTTGAATATC 
T AC T T GT GAT AGCC C T AAGAGC T GAGAT AAT TAT T T CC AGGAGGT T GAAT C C C T G A 
T T C T T AAC T GT T C AGC AAT GC AT AAGC AAGAGAGAAT AT GAC AT AAGAGGAC CAT T 
TCTACATTAGCCATTTTTTTTCACAAGATACCTATGTGAATACAGGGCACCTGGGA 
NGGTAAGTGGAGGACTATTTCTAACTATATTTATAAGCACATACTGATATTGNTGA 
ATCAAAACCTACAGCAGTGCTTCTCAGATGGGAAGGGAGACAATGTGTAAGGAGAT 
CAGGAATTCATTAGTCACCTTTCAGATGGTTTAATGCATACAGCTGTACCG 

SEQ ID NO: 342 

G GAG T T T G AG C AG AT C C T T C AG GAG C G G AAT G AAC T C AAAG C C AAAG TGTTCCTGC 
TCAAGGAGGAACTGGCCTACTTCCAGCGGGAGCTGCTCACAGACCACCGGGTCCCC 
GGCCTTCTGCTCGAGGCCATGAAGGTGGCTGTCCGGAAGCAGCGGAAGAAGATCAA 
GGCCAAGATGTTAGGGACACCAGAGGAAGCAGAGAGCAGTGAGGATGAGGCTGGCC 
CATGGATCCTGCTCTCCGATGACAAGGGAGACCATCCCCCACCCCCGGAGTCCAAA 
ATACAGAGTTTCTTTGGCCTATGGTATCGGGGTAAAGCTGAATCCTCTGAGGATGA 
GACCAGCAGCCCTGCACCCAGCAAGCTAGGGGGAGAAGAGGAGGCCCAACCACAGT 
CTCCAGCTCCTGATCCGCCCTGTTCTGCCCTCCACGAACACCTTTGTCTGGGGGCC 
TCAGCCGCCCCAGAGGCCTGACTTAGGGGTCTGGCTGTGGAAGGATGTGTGGCCTC 
AAATGAGGACAGGGCTCCCGCCTTCACAGCCCTCGCCAGGGGTCTGCCCCAATCCT 
GGCCTGCATCAGGCAAGGACGGGGTCTCAGC 

SEQ ID NO: 343 nt : 642 

GCAAGTCTTCAGTATGTACATTTATCCCCTAGAAGAAGAAAAATTAGTTGTGCATG 

AAAAAGAAACATTAACTGCAAAGCTAAATGCTCACACTCTAAATCAGTGCTCTCCA 

AAGTACAGCAGGCGGGAAAAGAAAATGGTAGATTTTTTTCTTCCAATTACTTTAAC 

T TAT T C T T T T T AAT GGAC AC T T C AT AC AT AAAT AT AT T C AC AAT AT AT T AAT AT AT 

ACATAATGTATAAGCATACATATTGAATGTGCAGTCAAAAAATGTACTAATGGAAT 

GC T C T AC C AAAAC AAG T T C AC GTTCATCT G T AAAAT GGG AAT AAT AT T T T T AAAAG 

GCATACAGTCTGAACATTTTTAGATTATTCATAAAATCTATTCAGAAAGTTAAACT 

AAAAAATTTAACGTATGCCTATAACAAATTTTGTACTTAATGTAATTGNTTTTCAT 

CCT GAGAT CTAATATCCTCGTTTTTAAGTAGAGCC AC TTGTTTGCTACAGTTTAGT 

CAAAACGTTAACATTAGATGGGTAAAGTAATATGAAATCTTTCTACTACTCCAAAA 

T AGAAAAC AGAAC AT T AAAAAGAT AAAAAT T C AAAC AT AC T T AC C AGT AGAT T T T C 

AACTGNGCAAAAGCTCATTGCATGGG 
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SEQ ID NO: 344 

GTTTTCCACCGTGAAGAGAACATTTCCTCTGGGAATGACAAAGCCCTCAGGAACNG 
C T T T TAT T T C T AT T GGAAGAT GCC C AT CAT AC T T C T GGC AGGAT AAAAT GAT AAAT 
TTATTTATTCAACAGATGATACTCAATTCCCTGCTGTTTTACTAAAGGTTCTTTAC 
G T T T TAT AGAAGC T AAAT T T AC T GT C AT AGAAAT T GC AAT T G T AG AT GT T AC T GT A 
ATCTAGTCAGAATATCCTT AT CCTTCT AAAAT AAAACTAGTT AAAAT T AT TAACAT 
ACGTACTGATATTAATTTTTAAGTTTAATGCTGCCACGTGCTTCTGCTAAGAACAT 
TTATCACTACAAGTGGCAGAAAATTCCAAACTCATCAAAACCAAACTGTTGCTTCT 
TCCCTGCTTTTTCAGAAAATGAGAAAGGATGACTTTATTCCAACATATTCTAAAAG 
TATTCCAAGAACACTACCTTTATTCTAAATTCGTTATTTTCACAAAATAAAGGCTG 
C AGAT T GAAAG AT AAAGG AT T GC T AT T AAAGAAC AAAAGAAAAC AAAAC CGAGAG A 
G AAG GAG AG C T AG G G AAA T C C C T G C AN A AN AAC C G AAT AN GGTCCCTCTATTCTGG 
GCCGGGGCCTGAAACTATGAAACAGGCCAACACAGAATCTTGGCA 

SEQ ID NO: 345 

CCTCTGACTCGCTCAGCTCACCCACGCTGCTGGCCCTGTGAGGGGGCAGGGAAGGG 
GAGGCAGCCGGCACCCACAAGTGCCACTGCCCGAGCTGGTGCATTACAGAGAGGAG 
AAACACATCTTCCCTAGAGGGTTCCTGTANACCTAGGGAGGACCTTATCTGTGCGT 
G AAAC AC ACC AGGC T GT GGGC C T C AAGG AC T T GAAAGC AT C CAT G T GT GGAC T C AA 
GTCCTTACCTCTTCCGGAGATGTAGCAAAACGCATGGAGTGTGTATTGTTCCCAGT 
GACACTTCANAGAGCTGGTAGTTAGTAGCATGTTGAGCCAGGCCTGGGTCTGTGTC 
TCTTTTCTCTTTCTCCTTAGTCTTCTCATAGCATTAACTAATCTATTGGGTTCATT 
ATTGGAATTAACCTGGTGCTGGATATTTTCAAATTGTATCTAGTGCAGCTGATTTT 
AACAATAACTACTGTGTTCCTGGCAATAGTGTGTTCTGATTAGAAATGACCAATAT 
TATACTAAGAAAAGATACGACTT TAT TTTCTGGT AGAT AGAAAT AAAT AGCT AT AT 
CCATGTACTGNAGTTTTTCTTCAACATCAATGGTCATTGNAATGTTACTGATCATG 
CATTGGTGAGGNGGTCTGAATGTTCTGACATTAACAATTTTCCAT 

SEQ ID NO: 346 nt : 115 

AAACT T T TGT GGC AAC AGT GCAC T AAT TTGGAT AAT GTTTGTTCCC AAT AAAT TAA 

G AGC C AAAT T G T A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A 

AAA 

SEQ ID NO: 347 nt : 634 

GCC AGGC T T T G T GAAT T AC AGGAC AT T T GAGAC AAT C G T GAAAC AGC AAAT C AAGG 

CACTGGAAGAGCCGGCTGTGGATATGCTACACACCGTGACGGATATGGTCCGGCTT 
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G C T T T C AC AG AT G T T T C G AT AAAAAAT T T T G AAG AG T T T T T T AAC C T C C AC AG AAC 
CGCCAAGTCCAAAATTGAAGACATTAGAGCAGAACAAGAGAGAGAAGGTGAGAAGC 
TGATCCGCCTCCACTTCCAGATGGAACAGATTGTCTACTGCCAGGACCAGGTATAC 
AGGGGTGCATTGCAGAAGGTCAGAGAGAAGGAGCTGGAAGAAGAAAAGAAGAAGAA 
ATCCTGGGATTTTGGGGCTTTCCAATCCAGCTCGGCAACAGACTCTTCCATGGAGG 
AGATCTTTCAGCACCTGATGGCCTATCACCAGGAGGCCAGCAAGCGCATCTCCAGC 
CACATCCCTTTGATCATCCAGTTCTTCATGCTCCAGACGTACGGCCAGCAGCTTCA 
AAAGGCCATGCTGCAGCTCCTGCAGGGACAAGGACACCTACAGCTGGCTCCTGAAG 
GAGCGGAGCGACACCAGCGACAAGCGGAAGTTNCTGAAGGAGCGGCTTGCACGGCT 
GACGCAGGCTCGGCGCCG 

SEQ ID NO: 348 

GTTGCCGGGTCCTGTGATAACTCTGTTTAACATTTTGAGGAACTGTTGAATGGTTT 
TTCACAGCAGCTGCCTCATTTTTTATTCCCATCAGCAGTACTTCTTGGTTCTAATA 
CCTCCACGTTCTCGCCAACACTTGTTGTTGTCTGTAATTTCGTTGTTAGCCATCCC 
AGTGGGGATGAAGTAGTATCTTACTGTGGTTTTCAGTTGCGTTTCCCTGATAATTA 
ATGATGGTGAACATCTTTTCATGTTCTTGTTGGCCATTTGTATGTCTTCTTGGGAA 
AAAAAAAATGTCTGTTCAAATCCTTTACAAAGTATTTATTTTTTATGTCAACAATA 
T AAC C AC T C AG T AC AC T GC T T T T T ANAC AAT GAT C T T T T AAAGGT T T G T T T AC AAC 
AT T T AGC AC T T GAAAT T T T AAGGT T AT GCC C T C AAAAAAAT T GC T GAGGGAGC T AA 
GCTATGAAGATGCAAAGGCATAANAATTATACAATGGACTTTGGGGGAATCCAGGG 
AAAGGGTGGGAGGGGGGTGANGGA 

SEQ ID NO: 349 

TCGACTCTGATTTTTTTTTCTCCTTCCTCGCAGCCGCGCCAGGGAGCTCGCGGNGC 
GCGGCCCCTGTCCTCCGGCCCGAGATGAATCCTGCGGCAGAAGCCGAGTTCAACAT 
CCTCCTGGCCACCGACTCCTACAAGGTTACTCACTATAAACAATATCCACCCAACA 
C AAGC AAAG T T TAT T C C T AC T T T G AAT GC C G T G AAAAG AAG AC AG AAAAC T C C AAA 
T TAAGGAAGGT GAAAT AT GAGGAAAC AG T AT T T T AT GGGT T GC AG T AC AT T C T T AA 
TAAGTACTTAAAAGGTAAAGTAGTAACCAAAGAGAAAATCCAGGAAGCCAAAGATG 
TCTACAAAGAACATTTCCAAGATGATGTCTTTAATGAAAAGGGATGGAACTACATT 
CTTGAGAAGTATGATGGGCATCTTCCAATANAAATAAAAGCTGTTCCTGAGGGCTT 
TGTCATTCCCAGAGGAAATGTTCTCTTCACGGTGGAAAACACAGATCCAGAGTGTT 
ACTGGCTTACAAATTGGATTGAGACTATTCTTGTTCAGTCCTGGTATCCAATCACA 
GTGGCCACAAATT 
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SEQ ID NO: 350 

TCATTTACATTAATACTCAAAACTGCTCGATTAAGCAGGTGCTGTTCTTATCGCCA 
TTTTGCATATGATGAGAAAGGGTAAGGTCACCCAGCTAGTATTTGGCTCACAGCAG 
GCCTTAAGACTTGGTTTGTGTGACTCATCAGTCCACGCTCCTAAAACCACTAAGTT 
GTTCTACCCTTTAATGTTGAATTAACATTGGATAGTGTTCAAGTTTANATGGGTGG 
GTGAGGGCCCAAGGACCTTTCAAACTCAGATCTCTTATTTAATAACCTGGTCCCAG 
ATCCATTCCTCTGTCGAAGAGGAAGTCATCCTTCAGTGGCTATTCATTGTGGGGTT 
AAGAGCGCAGACTATGAATTCAGTCTTTTTGGGTCCCAGTTTGCCAGACCTTGAGT 
GAGTGCCCCGAGTTTACTTACTTGTAAAGGTAGGTGGAGGTAATATAATTAAATAA 
ACTTAAAAAACTAATTAAAAACAAAACAAATGAACTAAGGTCTTAGGATATCTGGC 
GTCTATTTTGCGCCAAATCACATAATGTCTATTGTTGTGTGTTGGACTATAGGATT 
GTCCTTTAACAGGGAAGGGTTTATTTCTGTAATCAAGTCTGTCAATATTATGACCA 
TGTTGATAATAGCTACCTTTAATTGAGGGCTTCCATGTGCCAA 

SEQ ID NO: 351 

TCAGTGGAAAAGGGCAGGTTGAATCAAGGTGAATCAATCTGAAATTGAGCACACCT 
GCCTGCCATCGCTGTTCCTTCAACTGAGTGCTGCACATCATGGGCTCTGTCTGTGA 
GAGAAAAATCCCGGTGCTTGGTGTCCTTGCATGACATGGAGTTTTGCATGTAGATC 
AAT T T AAAAT GT ACC T C T T GT T T AC AT AAT T T GC AT AAT T T T AAAAGAT AAT GT T G 
C C AAAC T T T GG AAAT G T T AAT G T T CAN AC T G AAAAT C T C C AC T AC AT G T AAC T T T C 
TTCCTCTGGATCAGTGGCATGGCTTATAATCCCAGCCAGTGGTTTGAACTGTTCCA 
GTGTCAACTGCCATGTGCTCTGCTTCAAGGGGGAACTAGCCTTTTGTGAATTTTTT 
GTACATAAGTATTTGTTACAAATATTTTAGCAAATGCTTTCTATTTCTCTTGCTTG 
TGCATATCTTGGCTGGCGTTACAGAAAAATAGTGTAAACATTATTTCCTTACCGGG 
GAAT GAGGGT T T T 

SEQ ID NO: 352 

AGCACCTGGCACAGAGTAGTAGCTAACACAGATGTTAATTTTGCTGCGTCAAATGT 
T T T C AC T T T GAAT C T C T C T T GAG TAT TGTTCTCCT TAT T GAT T AC AT GAT G AC AT C 
CTGTTTTCTCTCCCT G AC CTTTACTGTTTGTTT AG AAAAAAAAAAAAAAAAAAAAA 
AAAAAA 

SEQ ID NO: 353 

CAGAGAGCTTGTTCCCTCCCTCCCTGTGCATGCAAACAAGAGGGCATGGGAGCACA 
C AGAGAGAT GGC AGC C AC C T AC AAGCC AAGAGGAG AAGCC T C AC AAT C AAAC T C T C 
GCTGCTGGC GAG AG T C T T G G AC TCTGTCTTG G AC T T C C AG C C T C C AG AC T G T GAGA 
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AACAAATTTCTGTTGTTTCAGCTTCTCAGTCTCTGGTGTTTTGTTATTGCAGCCTG 
AGAAC AC AGC T GT ACNAT T ATNAGGGAAAC AGAAAAC AC T GAT AC T T AAC AAT GC T 
AAT GC AAT TAT T TAT TTGCTTTT C AG T C T C T AC AAAAC G T T C T AAAAC AC T AAT C T 
AAA T A T T A AC AG T A A A A TATTTGCAT AAC T A A T G G A A AC T A AG A A A TCATATGACC 
AATATTTCACTTATTGGTAATCTTACTCTACTGATTTCCCCCCAGACTGTGATTTT 
TGAACTTCCTTGCCTTTCTCCTGTCTTTCTGNGTTTATTCATGGAATTCCAGTTAT 
CTGGGCTTGAAATTGCAGGCTCTCCTAACTTAAGCAAAATCTGACAGATCAGCAAA 
AT G AG AT AAAT GTTTCTTTTTTCTTTCT G AC T GC AT TAAAT C AG AT AC AAC T C AGC 
ATTAAAAAGCTATCTTTGNAAAATGNTGGTACTAATAAATTAGTCTTA 

SEQ ID NO: 354 

C C AG T T C C AC AT T C AG T G AAG T CAT G AAC T T G AAAT T GGC C AT GAT C AAAAAG T AT 
T TAAAT C AC AG AAGT T GC AAAT GC C AC AAAT C AAGGT C TTTTTCTCT T GGAG AAC C 
TGTTAAACATTTACCAACTCACGACCGCCATGCACCCAATACTGCAATAGGTCTAT 
AGATGCAGATACTGTCTCCATGAATCTTATAGGCTAGAAAGGAAATAGATAAGTAG 
TCCTACCAGAAGAACATGATGAAGGCATTTGTGGTAAACAGAATGATGGCCCCCCA 
AAGATGTCCACATCCTAATCCCTGAAGCCTATGAATATACTACTTTACTTGGCAAA 
AGGGACTTTGCCACAGGTTTTTAATTAAGGACCTTGAAATAGAGAGATTATCCTGG 
ATAATCCAGATGGCCCCAGTGTAATCCCAAGGGTCCTCACAAAGGGTAGGAAGGAG 
AGCCAGAGTCAGAGAAGGAGACGTAGCAATGGAGGCAGAGGTCANAGAGAGATCTG 
C AGAT GC T GC T GT GT T GGC T T T GAAAAT GAGGAAT GC AGGT GAC C T C AANGNGC T A 
GATGATGCAAGGAAACAAATAATCTCCTATGAACCCTAGGATGGGCATTATTATGA 
GTCCTATTTTATAAACAAGGAACTGACNTCCAGAAAGATAAATGC 

SEQ ID NO: 355 nt : 626 

GGCAGAGGTTGCAGTGAACTGAGATCATGCCATTGCAATCCAGCCTGGGCAACANG 

AG T GAG AC T C C AT C T C AAAAAAAAAAAAAAAAAG AC AAG AG TN T C C AC T CTAAACA 

CTTNTATTCAACATAGTCCTGAAAGTCGTAGCCACAGCAATTTAACAAGATAAAGC 

AAT AAAAT GT AT T C AAAT AG AAAAAG AG G AAG T C AAAT T AT C T T C AC T GGNG AT AT 

AATTCTCTACCTGGGAAACTTCACCGAAAAAGATTTCACCAAAAGATTTCTAAGCC 

TAAATAATGACTTCAGCAAAGTCTCACCATACAAAATCAACATACACAAATGAGTA 

GCATTTCTGTGCACCAATAATATTCAAGCTGAGAAAAAAAGAACATGGTTCTATTT 

ACAATAGCTACAAACAAAAAAATATGTACCTAGTAATACATTAAATCAAGGNGGTA 

AAATATCTNTACAACAAGAACTACAAAACTGCTGAAAAAAAATAGAGACACGCAAA 

T AAG T AAAAAG GCACTCCATGCTCAT G A A T T T A A AG A A T C A A TAT A A T T A A A A T G T 

CCGNGCTGCCTAAAGCAACTTACAGATTAAAGGCTATTTCTCTCAAACTATAAATG 



CACCTTTTTA 
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SEQ ID NO: 356 nt : 585 

GTCATTGCTGGGTGGCGCCAGCCCTCAGACTTGCCTCTTTGCAGTAGGAAGAAGGC 

CTCCCCACATACCTTCCCACACTCATCACCTTAAGCCAGACTCGGTGTCCAGTGAA 

TATGACCATCTCTTGCCCATTTTCTAATGAGTGTTTTCATTAATGAGTTATAAGAA 

TGTGGTGGGTAAATCTATGGGCTTTGAACTAGTGAATCAACTTGGTTTCAGAATCT 

GGCACTGCTACTTACTAGTGAATTTAAGCAAGTTATTTCACCTTTCAGAGTGTCAG 

TTCCCTCATGCATACAAGGAAGATAAAAAATAATGTNTACNAAAGTATTGGAGTAA 

TTAATACATGGAGAACTACATGTAAAGCGTTTAGCATGATGTCTGACATATTAAGC 

AT C C AAT AT T AGTNGC T T GC AGAAT TAT T AGT AAAAGAGAT T GC T T C T GAAAGCC A 

T T C C AAT T C T T AAAT T T T AT AAT GC C AC AT T T GAG G T C AC C T G AAG T C G T G T AT AA 

CATGTGTACATTTTTGCGATTTATTTTTTCAATTCCCANATTAAAGGCATAGAGAT 

ATCCTAGCNANGGACTCCAAGTGTG 

SEQ ID NO: 357 nt : 560 

GTAATTGCAGCCTGGGCAACGGAGTGAGAGACTGTCTCAGGAAAAAAAAAAGAAAA 

AAAACTACTGAGGTAGTTGAATATATCCTCCATTCCCCATTTGTGGATTAGTTAGT 

AAATGGGGCATCTTAGGGTTTAAATATGTCCAGGGTCACTGAGGATCAGATCCTAG 

GGTTCCTTT G AC T C AAG GCTTTTGTCT C AG C AAAAC G T C AC C T T C C AG C AG G AAG G 

CTTTCTCAGGCAAGTAGCAGGGTGGCTACTATGTATCGCTTCTTTATTTTTTCTTT 

TTTAAAATAATGCAGGCACCGTGCGCATAATTTAAAAAATCAGTGCTAAAACCCTT 

AAAAAAAAAAAGCTGTTCTCATCTCCTGTCTTTCTTTTTTTTTTCTTTTTATTTTT 

TTCTTTTATTATTATTATACTTTAAGTTTTAGGGTACATGTGCACAACGTGCAGGT 

TTGTTACATATGTATACATGTGCCATGTNGGTGAGCTGCACCCATTAACTCGTCAT 

TTAGCATTAGGTATATCTCCTAATGCTATCCCTCCCCCCTCCCCCCTTTTTTTTTT 

SEQ ID NO: 358 

GGGAAT GT C T T AGGC AC T GGGAC T G T AAGT GC AAAGAC CC T G T GGC AC AAGGGAAT 
GTTAATTATCTACCTTTCANAAACTGGAANAAGGCCTAGCCTAGAGCATTGAAAAC 
A A T AAG G G A A AG GAG GAG T AAG G C T G G AN AG A T AG G A A T G G T T T A A AG TCTTTGTT 
AAAAATTTTTTTAAAAAAATCTTTATCACAAGAAGAGGATTGGCNTGATCAAATTT 
GACTTTTAAAAANATTACTTGGGTTGGGCATGATCAAATACTACTTAGGGAGATTA 
GTTTANATGATAATGGCATTCTGGACCANAGTGGAGTCAGAGGTGAAAAGAGGTAG 
ATATTCCANAATTGAGGGATTTGTGAGGTGAAATCATTTGTTACAGATATTAAAGG 
ATAAGGAGCTTTGTCAAAGGGGATCTTAAGTTTCTGGTATGGTAACTGGGTTAGAG 
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AGCCCTGGAACATGACCAGCTTTAAGGGAAGAGAGCTTGAGCTCTGTTCTTGTTAA 
GCTCAGTTTGAGATCTTTGTGGAATCAAGTGGAGAGGTCTAAGCAGGGAACTGGCT 
TGGCTAGGCTGTAAAGATGAATCTGAGAGTCCCAAGAATATGGTAATTATTAATAA 
AAGCCTTAGGTANATGAAATTGTTTTGGG 

SEQ ID NO: 359 nt : 509 

GCAAATCTACACATTTGATTAAATGATAGGGAACTATGCACACACATAATACATAT 

AATGCTAGTTTCTTGGTTTTGATATTGTACCATAGTTATGTAAGATGTAACCATTG 

GGGGAAACTGGGTGAAGGCTACATGAGACCTCTCTGTACTTAATCTTTGCAACTTA 

TGTGAATCTATAATTATTCCAAAATAAAAAGTTTTAAAGAACCTAAGTATCCTTAT 

TACTGAGGGTCATCGTGCTAGACAGCAAGGTTGGGCCAGAGCTTCTAGTTATTTAA 

AAT AC T AAAT ACC AGCC T GGGC AAC AT AGC AAGAC CC T GC C T C T AC AAAAAGC AAA 

AAAATTAGCTGGGCATGGTGGTACATGCCTGTGGTCCTAGTTACTCTTGGAGGAGT 

CTGAGGTGGGGAGCTTGAGCCTAGGAGTTTGAGGCCGCAGTGAGCCTTGATTGTGT 

CTCTGT AC TCCAGTCTGGGCCACAGAGCAAGACCCGGTCTCTAAAAAT AAAT AAAT 

AAAT A 

SEQ ID NO: 360 

AN TGCACTCCAGCTTGGTGACAGAGGGAGACTCCATNTT A A A A A A A A A A A A A A A A A 
AAAAAAAG G GAG T AG C T T G AAG C C AC AT AG T AG T T AG T G G T AAAG GCCACCCCTTT 
TCCCACAACTCACACCAGCACCACAAGCTAGCCTTTNTAATTTCCAAGCCAGTGCC 
CTTTCAACGCACACACCCCTGTGTCAGTTCCCTTTCTGCTGCAAGCTCTCTGGAGG 
CAGATACTGTTGAGTCCCTGGCCTGCCTATGAGAACGGCTCATGATCTCTATTTCT 
TCTGCTTAATGACCATCTCGAAGTAACAAGTTTAGCCTAAAATAAACTTGCTAAGT 
TAGCAAAGGAAGTCCTTAGCAGCCACCATTTCTCGATTCCTCCATCACCTCCCCTG 
CCCCTCAACTCCCTCATTTCTCCCAAGATATGGGCTCCAGGCTGGGCGCGGTGGCT 
CACGCCTATAATCCTAGCACTTTGGGAGGCTGAGGTGAGCAGATCACTGAGGTCAG 
GAGTTCG 

SEQ ID NO: 361 
TCNTTCGGAACGCGCC 

SEQ ID NO: 362 

CTGGAGGGATGGGTAGGATTTTGACAAGAGTGGTTGAAGGTATTCTAATTCACTTA 
GTACCTACATGTGCGAGGCAGCATGAAGGCAAAAAAGCCTGGGGCATGTTCAGAGA 
ATAGCAAGTATTCTAGTTTGAGTGGCACCTGGTACGTATATAAGGGAATAGTAAAA 
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GATCTGGCT G G A A AG G A A A AG TAGGGGCAGGTTAC G A AG G AC C T C T G A A AG T C AG A 
CTGTGGAACTGGAACTTTTATCAGGAAGCAGTAGTTAGTTTTTTCAAGCAAAAGCT 
AATTAGAGTTGATATTTAGGAGGATGAATCTAACAGTTGTGTGCAAGGATGCCTTC 
AAAC T GAG T GAG AC TAG T AC T GG AG AC TGGT T AAG AG AC T AC AAC AAT AAC C T GAG 
T AAG AA T T AA T AC AG G C C T G AC CTAGTTTT GAG T GAG T AG GAT T G G AAAC AAG AG T 
T T T AGGT AT T AT AGGAT T T AT GC AT AT AAAAT GGAC T T GAC AGAAC T T GAAGAAAG 
AGAAAGTGTCAAAAGGACACAGAAAGTGAGGCAGGATATCTTACAATGTTAAAGGA 
AAGGAATAATAGAAGTTAC 



SEQ ID NO: 363 

GGAAACATAAGCTTGTTTCAGTACACTCACGCTGTAGATTAATTCTGATATTACAT 
ATCTCCATCAGACTTTGTACCCTCTCTCTTCCATCCCTTACCCTTACCGATTAGGT 
TGGTATTACCTAAAAATCCATAGAAAATGTCCAGGTGAATTGCCTTATGCTTTCTA 
CCCCATAAGGTATAATT 

SEQ ID NO: 364 

CTCTGTGGTGTGAGAACACAGTGGGTGACCAAGGCTTTCCAGATGAACCCAAGGAA 
AGTGAAAAAGCTGATGCTAATAACCAGACAACAGAACCTCAGCTTAAGAAAGGCAG 
CCAAGTGGAGGCACTCTTCAGTTATGAGGCTACCCAACCAGAGGACCTGGAGTTTC 
AGGAAGGGGATATAATCCTGGTGTTATCAAAGGTGAATGAAGAATGGCTGGAAGGG 
GAGTGCAAAGGGAAGGTGGGCATTTTCCCCAAAGTTTTTGTTGAAGACTGCGCAAC 
TACAGATTTGGAAAGCACTCGGAGAGAAGTCTAGGATGTTTCACAAACTACAAAGC 
TGAAGAAAATGAAGCCCTATTACTTGTTTGTAAGATTTAGCACCCTTCTGCTGTAT 
ACTGTACTGAGACATTACAGTTTGGAAGTGTTAACTATTTATTCCCTGTTAAAATT 
TAACCTACTAGACAATGATGTGAGTACCCAGGATGATTTCCTGGGGCACAGTGGGT 
GAGGAGATGGGGACAGGTGAATGGAGGAGTTAGGGGAGAGGAAAAGTGGATGGAAG 
TGTCTGGAAAGGGCACCAAAAAAGTCTTCCAGGTCTGATCCTGTTTCTTGCTCTGA 
GTGCTAGCTACCACTGTGTCACACTGTAACATN 

SEQ ID NO: 365 nt : 655 

CTCAGCTCTTGCCTGGTCACCTTGTGGCTTTTACCATCCTCATCCCCTGTGCCACC 

CACATCCTGCCACTTCTGCATGGAGTTGGGGTGGGGCCATTGGAGAAAAGAGGTTA 

AACAAGCAGTAATTTACTTGAGTACAGTCTTTGAGCCAATGAAATGCCAGTCATCA 

TTTCCCAGGGGTACTTGTCATCTTGTCAACAACCCGCTGATAATGCTCCTTCAATG 

TGAATAGCAAAAGTAGGGAGAGACGCTGAATGAAGAAGATGCCTACCCCTCAGGAA 
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GACTGCTGTCCGCCTCCAGGCCTGCATGCACACACCCATGCCCACCTGCACCCCCA 
GCACCACGCCCACACTCACTCGCACACACCCACATGCCAGTGTTTTGGGGTTGGCA 
GCC T GGAC AC T GC T GAGGC AAAC AC AAG T CAT C AAGC AT AAT T C T CAT TCTCTCCT 
TCTGTCTCTGTTTTAGTTACAGGAATTTGGTCAGTTTAGAGGATTTAATAAGTCCG 
TGGAAAATTTGTTTCTGTCTCTTGCTACCCACGTGAAAAGTAAGTGCATGCTTCAT 
GATGTGTTTTCCCACTACCTTCCAGGCCAGCCGAGCCCACTGGCCANGGCCTGGCC 
CGGTGACCTCGGTTGACACTGTCCTCANGCCACTCACTT 

SEQ ID NO: 366 

CAGAATTTCATGTTTATGCTGCACAAGGCCTGTATTTTATAATGGTGGCTCTTTTG 
GACGATGACTTCCTCGATGGTGAAACTTCCAGTAATCTCCCTCATCATACTGAAAT 
GATATCAGTATATCATCAGAACACCATGGAGCTTGTCATTTGAGGGACACAGCTTG 
CTTGTGTGCTTGGGAAAGAAGAGGTTTAGCATGGTTTCAGGTCAGTGATGAGTCCA 
ATGATCTCTGCAAGTTCCCTTAGCTCTGANAATTCTGATGTCATATGCACTTCTGC 
CGCCAGAGTTGCTGCTTACTGGATGCGT A AG A AG AAA AG A A A A A A A A A A A A A A A 

SEQ ID NO: 367 nt : 582 

CTTCCATTGGGGGTAAAGATCAAACTTTAGGCGAGCCAGGTCTGTATCTCCATTCC 

TGTCTCTGACTGCTTCCCTGTAGGGATTGTCTGCAAGCGCACACCTGCATTTTCTT 

GTCCACAAGTCTATGCTCTAACTCTGTCACCTGCATGGCTGCAAATTAGCTTCCTT 

CTTCCTGCCCTCTTCTCTCTAGCTTGGATTTTGAATTTGAATGGCAGGCATGGGAT 

GTCCGTGTGTGTGTACTGCTGATGTGTACAGCCGCTTGTTAGCGCTCTCATTGTCT 

TCAAATGTAAGTCATTTTGGCTGGGTGCGGTGGCTCATGCGTATAATCCCACGCTT 

TGGGAGGCTGAGGTGAGCTGATCATTTGAGGTTAGGAGTTCGAGACCAGCCTGGCC 

AACATGGCAAAACTCCATCTCTACCAAAAATACAAAAATTAGCTGGGTATGGTAGT 

GCACGCCTGTAATCCCAGCTACTTGGAATGCTGAAGCAGGAGAATTGCCTGAACCC 

ANGAGGCGGAGGTTGCGGTGAGCCAAGATCACGCCACTGCACTCCAACCTGGGTGA 

C AGAGC AAGGC T GT G T C T C AAA 

SEQ ID NO: 368 

ACCTGACTTCAAACTATACTACGAGGCTACAGTAATCAAAACAGCATGGTACTAGT 
ACAAAAACAGACCAATGGAACAGAATAGAGATCTCAGAAATAAAACTGCACATCTA 
CAACCATCTGATCTTCAACAAACCTGACAAAACGAGCAATGGGGAAAGGATTCCCT 
ATTTAATAAATGGTGCTGGGAGAACTGGCT-AGCCATGTGCAGAAAATTGAAACTG 
G AC CCCTTCCT T AC ACC T TAT AC A AAA AT T AAC T C AAG AT GGAT T AAAGAC T T AAA 
TGTAGAACCCAAAACGATAAAAACCCTAGAAGAAAATCTAGGCAATATCATTAAGG 
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ACATAGACATGGGCAAAAATTTCATGATGAAAACATCAAAAGCAATGGCAACAAAA 
GCAGAAACTGACAAATGGGCTTCTGCACAGCAAAAGAAACTATCGTCAGAGTGAAC 
AGAC AAC C T AC AGAAT GGGAG AC AG T T T T T GC AAT C T AT CC AT C T GAC AAAAGT C T 
AAT AT C C AGAAT C T AC AAGGAAT T T AA 

SEQ ID NO: 369 

CAAAAAACAAGAATTACCCGGGCTTGGTGGTGCATGTCTGTAGTCCTATCTACTCA 
GGAGGCTGAGGCTGAAGGATCACTTGAGCCCAGGAGTTTGAGGCTGCAGTGAGTGA 
GCCATGATCATGCCAGTGTACTCCAGCCTTGGCAGACTGAGCAAAACTTGGTCCCT 
CGCAAAATGTTGAAGCCCAGTTTTCACTATTAACCTGTATTTCAGTTTCCCCATGC 
TAACTTTGAAACACTGGGGCTGGCCTGAGGGTATAAAGGCTTATTCAAACTCAGTA 
A T T T A A AC T T A A A A T C C T A AG G A AC T T C A A A A AG T G T A A TCTAGTCC AAA T G G G G C 
ATCAATTCTAAAGCATTTGCTTGTTTGAGCAGATTTTCTGTGTCTGAGGTATATAG 
ATAACTTATCTTTTTATGACTAAATCCAAGTCCTTAGTTCCTGTTGGAATTCAAAA 
TCATATTTAAAAATTGATGCTTTGTTCTATAATTAATGCTTTGATTGTATAAATAA 
TAAGTATTCTTCCAAATCCCTTTTTACAGATGATGATTCTGATACCGAGACGTCAA 
ATGACTTGCCAAAATTTGCAGATGGAATCAAGGCCNGAAACAGAAATCAGAACTAC 
CTGGNTCCCAGTCCTGTNCTTAAAATTCTAACTCGAC 

SEQ ID NO: 370 nt : 595 

GAG G G T G T AG AAG AG AAG AAG AAG G AG GTTCCTGCTGTGCC AN AAAC C C T T A AG AA 

AA AG C G A A G G A A TTTCGCAGAGCT G A AG A T C A AG C G C C T GAG A A AG A AG T T T G C C C 

AAAAGATGCTTCGAAAGGCAAGGAGGAAGCTTATCTATGAAAAANCAAAGCACTAT 

C AC AAGGAAT AT AGGCAGATGT AC AAANCTGAAATTCGAATGGCGAGGATGGC AAG 

AAAAGCTGGCAACTTCTATGTACCTGCAGAACCCAAATTGGCGTTTGTCATCAGAA 

TCAGAGGTATCAATGGAGTGAGCCCAAAGGTTCGAAAGGTGTTGCAGCTTCTTCGC 

C T T C G T C AAAT C T T C AAT GG AAC C T T T G T G AAGC T C AAC AAGGC T T C GAT T AAC AT 

GCTGAGGATTGTAGAGCCATATATTGCATGGGGGTACCCCAATCTGAAGTCAGTAA 

ATGAACTAATCTACAAGCGTGGTTATGGCAAAATCAATAAGAAGCGAATTGCTTTG 

ACAGATAACGCTTTGATTGCTCGATCTCTTGGTAAATACNGCATCATCTGCATGGA 

GG AT T T G AT T C AT GAG AT C T AT AC T G T T GG AAAAC 

SEQ ID NO: 371 nt : 651 

CATTTCCAGAGTTTATGTGAATTGAATTGAACTATGGTTTTATGTTACTGTCAGTA 
G AAT G AAG T AC G AAT AT T T G AAAAAT AC AC C T T C AAC T T CAAAG T GAT T C T T GAC A 
AAAAT TAT AAGGAAT CAT TTTGGACACATTTTCTGGTAGAGCCTTGTAAAAATTAA 



Clean Copy 

AACCAAGTGTTGTTTTCAAGAAGAACTGTAATACATAATCAGGAATTTGAGTAGGG 
AGATTATTTTGTTATTTAAAATTAAAGTGGCTGTGTAGTTTTAACTTTAGTATTGC 
AGGT AGAG T AAGC T T AC AT GAT AAC AAAAAT CTTGGTCT TAG T GAC T T AAT GAT T C 
T GAT AT T TAT T GAT T GAT TGGT T AT CAT TCC AAAT AT T T T AAAAGAT AAT AGCTGG 
CTGGGTGCGGTGGCTCATGCCTGTAATCCCAGCACTTTGGGAGGCCAGGACGGGCG 
GATCACGAGGTCAGGAGATCAAGACCATCCTGGCTAACACGGTGAAACCCCGTCTC 
TACT AAAAAT CAAAAAATTAGCCGGGTGTAGTGGCGGGCACCTGTAGTCCCAGCT A 
CTCAGGAGGCTGAGGCAGGAGAATGGCATGAACCTGGGAGGCGGAGCTTGCAGTGA 
GCTGAAATCGTGCCACTGCCTCCACCTGGCGACAA 

SEQ ID NO: 372 

GTGAGGTGGGGACTTCATTCATTGTCCTATTTCTATCTCCACTTTGTGCCTGGAGA 
GCTTTCAGGGGAGGTGGAGGAGGAGGGTCTGCCAAGCTACTGCAACATCTGTCACC 
CACTATACCCAGTTACTTGGGGGAGGACAGACACTGTGGTGTCATTAAAGTTGTTT 
GAACCAAAGTGGCGGCTGCATCTTTGTCCCGATGCTAGCCGTGCCGGTCTCCCATC 
ATCCGCTCGCCCTCCTTTNCCCTGGGCTGCGCCCACTTGTCTTCCTGGATATTTGG 
GGGTGACTCGCCATGCTTGGCACCCTCTGCTTCCTGGTGCTGCTCTGACTCGAAGA 
CGGGACAGTCCCTGGTGCACATCCAGGGAAGAGGAGTGTCGGTAGTTCTTGCAGTA 
GGCACTTTATCAGGACCTGACCTGTTGCTGGGTGATTTTAGTCTCTACAAACAGAA 
AGCGTTTCAAAGCGTCAGCTGTGGGAGCAGAGTGACCCTTTGCTGATGCTGGGGGG 
AGGGGATCTAAATCCTCATTTATCTCT 

SEQ ID NO: 373 

GGCGCCTGCTGGAGGAGGAGAGAGCTCTGCTGGCATGAGCCACAGTTTCTTGACTG 
GAGGCCATCAACCCTCTTGGTTGAGGCCTTGTTCTGAGCCCTGACATGTGCTTGGG 
CACTGGTGGGCCTGGGCTTCTGAGGTGGCCTCCTGCCCTGATCAGGGACCCTCCCC 
GCTTTCCTGGGCCTCTCAGTT G AAC AAAG C AG C AA AAC AAAG GCAGTTTTATATGA 
AAGATTANAAGCCTGGAATAATCAGGCTTTTTAAATGATGTAATTCCCACTGTAAT 
AGCATAGGGATTTTGGAAGCAGCTGCTGGTGGCTTGGGACATCAGTGGGGCCAAGG 
GTTCTCTGTCCCTGGTTCAACTGTGATTTGGCTTTCCCGTGTCTT TCC TGGT GAT G 
CCTTGTTTGGGGTTCTGTGGGTTTGGGTGGGAAGAGGGCCATCTGCCTGAATGTAA 
CCTGCTAGCTCTCCGAAGCCCTGCGGGCCTGCTTGTGTGAACCGTGTGGACAGTGG 
TGGCCGCGCTGTGCCTGCTCGTGTTGCCTACATGTCCCTGGCTGTTGAGGCGCTGC 
TTTAACCTGCACCCCTNCCTTG-CTCATANATGCTCCTTTTGA 



SEQ ID NO: 374 



nt : 



230 
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TTTGAGACCAGCCTAGCCAACATGGTGAAACCCCATCTCTACTAAAAATACAAAAA 
TTAGCCGGGCGTGGCGGCACATGCCTATAATCCCACTTACTTGGGAGGCTGANGTA 
GGAGAATCGCTTGAACCCANANAGGCAGAGTTTGCAGTGAGCCGAGATTGTGCCAT 
T G C AC T C C AG C C T G G G C G AC AG AG C GAG AC T C C A T C T AAAAN AAA A T AAA T G AA T A 
AAATAA 

SEQ ID NO: 375 

NNCAGATTTTTTTTTTTTTTTCAGNGTTAGACCATCTTTCAATTCCTGGAACAAAC 
TTAACTTTCCATGATATGTATTTTTTATACATTGCTGGATTTTATTTGCTAATATT 
TTACTTAGGATTTAATTTTCTAAGTNGACCTATAATTNTCCTGTATAAAATTGCAT 
TTGTCACATTTTAGTATCAAGGTTGTCCTANCNCCATGAAATGGATTTANAATGGT 
T TAT G T AANAT AAAG T AC AT T T C T T C T AAAGG T T T GNG T GGAT T AAC T T T C AAAT C 
T GCC ANAGNGNGT T TTTTTCCTTTTTTTTTTTTTTT CAT T TNAAGGGAGNGC AAGT 
ANC T T T T CAAATNCT GAT T TAAT T T T T AAAAT AT T TNC AAGTNTN T T T ANAG T T T T 
TATTTNTTNTNGAANGTTAACATTTTTATANAAAANGGTNTTATCTTTTTAAATTC 
TTTGACATCAGTTTCTTCANAATTCCTTCTTTTAA 

SEQ ID NO: 376 

GTCATATCTCTTCCCAGGGAAAGCAGGAGCCCTTCTGGAGCCCTTCAGCAGGGTCA 
GGGCCCCTCGTCTTCCCCTCCTTTCCCAGAGCCATCTTCCCAGTCCACCATCCCCA 
TCGTGGGCATTGTTGCTGGCCTGGCTGTCCTAGCAGTTGTGGTCATCGGAGCTGTG 
GTCGCTACTGTGATGTGTAGGAGGAAGAGCTCAGGTAGGGAAGGGGTGAGGGGTGG 
GGTCTGGGTTTTCTTGTCCCACTGGGGGTTTCAAGCCCCAGGTAGAAGTGTTCCCT 
GCCTCATTACTGGGAAGCAGCATCCACACAGGGGCTAACGCAGCCTGGGACCCTGT 
GTGCCAGCACTTACTCTTTTGTGCAGCACATGTGACAATGAAGGACGGATGTATCA 
CCTTGATGGTTGTGGTGTTGGGGTCCTGATTTCAGCATTCATGAGTCAGGGGAAGG 
TCCCTGCTAAGGACAGACCTTAGGAGGGCAGTTGGTCCAGGACCCACACTTGCTTT 
CCTCGTGTTTCCTGATCCTGCCTTGGGTCTGTAG 

SEQ ID NO: 377 

TGGCCATCCTTTTCCCCCCAAACACACCCCCTTAACCTATCTCTTGGGACTTAGCC 
CGACCCTCCCTCTCATTTCCCATTAAGTCTGAGAGGCAAGAGCTAGGTTAGGCAAG 
GAGGTGGTTGGCCAGAGATGGGGAACAGCCAGGTGCCCCAGTCCTCTGATTTTTCC 
TCCATCCTGCTTACCACCTCCCTGGGTACTTACAGCCTTCTCTTGGGAACAGCCGG 
GGCCAGGACTGGGTCACCTATGAGCTGAATCAGCATCTCCTCCTGAGTCCCAGGGC 
CCCTGCAGTTCCCAGTCTCTTCTGTCCTGCAGCCCTTGCCTCTTTCCCACAGGTTC 
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CACTTTATATCCACCTTTTCCTTTTGTTCAATTTTTATTTTTATTTTTTTTATTAT 
TAAAT GAT GT GGT C T AT GGAAAAAAAAAT AAAAAT C T G AC T T AGT T T T 

SEQ ID NO: 378 nt : 513 

G G AAC CCAGTGTATT AC C T G C T G G AAC C AAG G AAAC T AAC AA T G T AG G T T AC T AG T 

GAATACCCCAATGGTTTCTCCAATTATGCCCATGCCACCAAAACAATAAAACAAAA 

TTCTCTAACACTGCAAAGAGTGAGCCATGCCTGTTAACACTGTAAAGAATGTAACA 

TGTGGGGGACACACAGGGGCAGATGGGATGGTTTAGTTTAGGATTTTATTAGTGCA 

TGCCCTACCCTCTGGGGGAACGTCCCATCTGAGGTTTTCTTCTCGGTGGGGGGATT 

TAACTTCTGTCCTAGGGAAAACAGTGTCTGATGAGGAGTGTTTCCAACACAGGCTA 

CATGAATTCCCCTATACCAGTGCGAAAGCAGCCAGGAGTCCCCGTTGGAAAAGAAC 

AATGCCACTCTCTTTTATGTATCTTGGTTCTGCAACTCATTTGTTGTAAGTAGGGT 

TAATCGAGTATCAGGTTCACAGTATCCTGCCCTTATTATTTTATGATTCACTGACT 

CAAGTTCCA 

SEQ ID NO: 379 

GAGAGTGAAAAAATTCTGGTACAAATTGGGAAATTAGTATATAACAACATAGTGTT 
AAATTCAATGGGAAAAGTTTAATAAGAGGATTTGGTATCAACTGGCTGTCCAAAGA 
TAAAAATGGACCGTCCTATCACATACAAAATTGTTTTTTAGATAAAGATTTAAATA 
C AG G C AC TCCTTCATTTGCGTGGT G C AC C T T GAG G T G T T G C AG AAAT GAT GAG AG C 
T GAAAC T GC AAAGC AAT T T T AAT AC T T T AT C T GT T GGAAAT C T TAT AGT T T T CC T G 
TGACCGTTAAAATTTTCATTAAACTATTAAAAACACCCATGACTGGTCACAAATGT 
AT T GGGAAAT GGAAAAGAAT T AAT AC AC T AAAAAT AC AAAAAAT AGAAAAT AT T T A 
AAAT T AT CT AAAAAT TT GAAAC AT TAGAAAAATTGAGAACTAGGCAGGGCGT GGT G 
GCTCACATCTGTAATTTTAGCCCTTTGGGAGGCTGANGCAGGTGGATCACCTGANG 
TCAGGAGTTCGAGACCAGCCTGCCAACGTGGGGAAACCCCGTCTCTACTGAAAATA 
C AAAAAT TANCCGGGC AT GGT GGC AC AAGCCTGTAATNCTTGCTNACCAGGANGCT 
GAGGC AGGAGAAT C AC T T GAACC C ANGANG 

SEQ ID NO: 380 

GTTTCACATGAGAAGGTAGTATTATGTACAGTGACCTTGTTTAAAGTGTCNGTTTA 
ATGTTACCACTAAGGCCCTGCCCCAGCTTTATCACCTGAGCACTAACAAGTGCTGT 
GTGGAGTTCAGTCCATGCTGGTAACTNTTGAGTATTCAGTGGGTCTTTTAACAATT 
ACCACCGTGGAGGANANAGCAAGGAAGAGAAATGCTGTGATCTTTTNCTGTTTTTA 
ATTAGNGAAAGAGGGATTANATTAAACAAATGTTACAGAGNTGTGACTNTGATCCC 
CCAGNGGTAAGCAATAATTGTANAGACTGGATTTNANAAGCCCTGAGAGTTTATTT 
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SEQ ID NO: 381 

ACAAGGCTTGGGGGCTGGACTCCCTCTACTGCCTCTGGCCATACCCCCTCCTGGAG 
ATGGGGTCAAGGCACCAGGACTGA 

SEQ ID NO: 382 nt : 435 

TCGCTTGTAAAGCCTGAGACAGCTGCCTGTGTGGGACTGAGATGCAGGATTTCTTC 

ACACCTCTCCTTTGTGACTTCAAGAGCCTCTGGCATCTCTTTCTGCAAAGGCATCT 

GAATGTGTCTGCGTTCCTGTTAGCATAATGTGAGGAGGTGGAGAGACAGCCCACCC 

CCGTGTCCACCGTGACCCCTGTCCCCACACTGACCTGTGTTCCCTCCCCGATCATC 

TTTCCTGTTCCAGAGAAGTGGGCTGGATGTCTCCATCTCTGTCTCAACTTCATGGT 

GCGC T GAGC T GC AAC T T C T T AC T T C CC T AAT GAAG T T AAGAACC T GAAT AT AAAT T 

TGTTTTCTCAAATATTTGCTATGAAGGGTTGATGGATTAATTAAATAAGTCAATTC 

C T G GAAG T T GAG AG AG C AAA T AAAG AC C T GAG AAC C T T C C AG A 

SEQ ID NO: 383 

NGATATAGTNCCGCATGGGAAAGATGANCAGGTATAACCNAGCNTNATATAGCAAG 
GACTAACCCCCCTGCCTTCTGCATAATGAATTAACTAGAAATAACTTNGCAAGGAG 
AG C C AAAG C T AAG AC C C C N G AAAC C AG AC GAG C T AC C T AAG AAC AGN T AAAAG AG C 
ACACCCGTCTATGTAGCAAAATAGTGGGAAGATTTATAGGTAGAGGCGACAAACCT 
ACCGAGCCTGGTGATAGCTGGTTGTCCAAGATAGAATCTTAGTTCAACTTTAAATT 
NGCCCACAGAACCCTCT AAAT CCCCTTGT AAAT TT AAC TGTTAGTCCAAAGAGGAA 
CAGCTCTTTGGACACTAG G A A A A A AC CTTGTAGAGAGAGT A A A AAA T T T A AC AC C C 
ATAGTAGGCCTAAAAGCAGCCACCAATTAAGAAAGCGTTCAAGCTCAACACCCACT 
ACCTAAAAAATCCCAAACATATAACTGAACTCCTNACACCCAATTGGACCAATCTA 
TCACCCTATAGAAGAACTAATGTTAGTATAAGTAACATGAAAACATTCTCCTCCGC 
ATAAGCCTGCN 

SEQ ID NO: 384 nt : 689 

GGGAGGCGGAGGCTGCAGTGAGCTGAGATCGTGCCACTTCATTCCAGCCTGGGCAA 

C AAAGC G AAAC T C T G T C T C AAAAAAAAAAAAAAAAAAAAT T T G T T G AC T G T T G T AA 

TTTAAAGCTTGTCATTTTTTATTTAGTAATAACACTCATTAGTGTAGTATCTATGA 

TGAACCAGGTTCTGCACAAAGTACCTTATGTTCATGGCCTCATATCGTCTTCTCCA 

AAAC T C T GC AAG AT AGG AT T C AT C AC C AC T T AT AGGG AG AG AT C T G AAAG T T T AAA 

ATTGTACCCAAGGTCACACAGCTGGTAAGTGCCAGAGCTGGGATTCCGTAGGGTGT 
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TCANAGTGCCTCTCCTGCCGTAGGCTTATCACAAAAAGTCAAAGTTTGGTCATAAT 
AAAGCCTGAAGTTTGGCAGGATTTAAAAATAGTCACCANACTTTTGAGTTGGAGCA 
TCCCACCTCACTGCTGTTCACCTTCTGTGGCAGGGAGAGTCATCATTTCCATTTCA 
GCTTGTGGAATATCTTGTCATTAACATTCTCATGCAAAAGCCATTTTATGGTGCCC 
AATGAANATGGTTAAGCTACTGCCCCAAGCCTNTGGAAGCCTTCCTAATTTTGGAC 
TTGCACTATGCAAATTGNATAATATTTTCTCTACCCTAAGCCAAATATTTTCTTCA 
CTTTTCATTCATTCTAC 

SEQ ID NO: 385 

CGCCGCCGCGCCGCCGTCGCTCTCCAACGCCAGCGCCGCCTCTCGCTCGCCGAGCT 
CCAGCCGAAGGAGAAGGGGGGTAAGTAAGGAGGTCTCTGTACCATGGCTCGTACAA 
AGCAGACTGCCCGCAAATCGACCGGTGGTAAAGCACCCAGGAAGCAACTGGCTACA 
AAAGCCGCTCGCAAGAGTGCGCCCTCTACTGGAGGGGTGAAGAAACCTCATCGTTA 
CAGGCCTGGTACTGTGGCGCTCCGTGAAATTAGACGTTATCAGAAGTCCACTGAAC 
TTCTGATTCGCAAACTTCCCTTCCAGCGTCTGGTGCGAGAAATTGCTCAGGACTTT 
AAAACAGATCTGCGCTTCCAGAGCGCANCTATCGGTGCTTTGCAGGAGGCAAGTGA 
GGCCTATCTGGTTGGCCTTTTTGAAGACACCAACCTGTGTGCTATCCATGCCAAAC 
GTGTAACAATTATGCCAAAAGACATCCAGCTAGCACGCCGCATACGTGGAGAACGT 
GCTTAAGAATCCACTATGATGGGAAACATTTCATTCTC 

SEQ ID NO: 386 nt : 198 

GCGCGTCGACTTTGTTTAGACATTGAATGACTTTGTTAAAGGCACAATTAATCACA 
TTGGTTGTACTCT GNNG AC AGC C T T C T T T A A A A A A A A A A T AAA C A A T T TAAAACAA 
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
A A A A A A A A A A A A A A A A A A A A AN T T T TAACC 

SEQ ID NO: 387 nt : 198 

GCGC GT C GAC T T T GT T T AGAC AT T GAAT GAC T T T G T T AAAGGC AC AAT T AAT C AC A 

TTGGTTGTACTCT GNNG AC AGC C T T C T T T A A A A A A A A A A T A A AC A A T T TAAAACAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

A A A A A A A A A A A A A A A A A A A A AN T T T TAACC 

SEQ ID NO: 388 nt : 561 

TGCATGCTTGTGGATTGGAAAAACTTTGGAGACTGATTACTTTTCATTATATATGT 
G T C AC AG T G AAAC AG CTTTTATGTGTCATGT AAG A T T AC TGCTTGCCTCTCT AAG G 
AAGGTCGTGACTGTTTAAATAGACGGGCAAGGTGGAACCTTTTGAAAGATGAGCTT 
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TTGAATATAAGTTGTCTGCTAGATCATGGTTTGTATTGAACTAACAAGGTTTGCAG 
ATCTGCTGACTTATATAAAGCTTTTTGATTCCTACTAAGCTTTAAGATTTAAAAAA 
TGTTCAATGTTGAAATTTCTGTGGGGCTCTATTTTTGCTTTGGCTTTCTGGTGAGA 
GAG T G AG G AAG C AT TCTTTCCTT C AC T AAG TTTGTCTTTCTTGTCTTCTG GAT AG A 
T T GAT T T T AAG AGAC T AAGGGAAT T T AC AAAC T AAAGAT T T T AGT C AT C T GG T GG A 
AAAGGAGACTTTAAGATTGTTTAGGGCTGGGCGGGGTGACTCACATCTGTAATCCC 
AGCACTTTGGGAGGCCAAGGCAGGCAGAACACTTGAAGGAGTTCAAGACCAGCGTG 
G 

SEQ ID NO: 389 

TTTGNCGGTNTTGGANNNNNANAANTTTCTTCCANNCNTNACNTNTTGGTGGNCTA 
AATTAANATGGNTTTNGNGGGTTCNTTNCTNNNTNNNNCATGGGANANAATTNATT 
NTCNTNCNNNTTCCTTNNCCCTNAANCTACCTTCCCCCNATTTTCTCCCCTNTTCN 
TNAATTANCATCCTCTCCNCNTANNTCNANACNTTAATGGCAANACTATCTAATAN 
CNANNATAANANCTCCTGTNNNCCACATNTCTTATTNNNCGCNNCANGTTNCANNC 
CCNCAGAGTNAACTCATCCTCNNCNNAANTTCATATCGTGNNCTNTNNNCNNTNGC 
G C G AN A T ATT A ANN AN AC C N G T ANN T NNN AN AC ANN ANN T NN GN AAN A AN C C T T C T 
NANNTTTTAGCNTCNNGCNNTAACNNNNNTCTTNGTGNNNNCNCAGCTTTCNCNNC 
ATNATNCTNCNNCGAANTNTCANNCNTCTCCNCTTNAATGNNTTCCCATGNATTAA 
NTNCCTCGNNNANAGCACTATCGTNNNNGAGNNNATTATNGNCNNTTTACNTCATG 
TGGTCCANTNNCGTTNGNCGCNNNNAATNTTCGTNNNNCNN 

SEQ ID NO: 390 

GGATTTTAGAGGAAGGCGCTNGGTTACATTGGAGAACTGGAGTGGTCTGGAGTTCC 
ACGGTGTAGTGGACCAGAGGCCACCTCTCCTGGGCTTCTCAGTGTCTCGCCGGCGG 
GGTTCGGCCTGAGCTGGATTGACATAGCCCTTGGCGGATTTAAACAACCTAAACAT 
TAAGCAGTACAGCTGCCTCAAACCTTTGGGATTTTCAGAATGACTGACACTGCCGA 
AGC T G T T C C AAAG T T T G AAG AG AT G T T T GC T AG T AG AT T C AC AG AAAAT G AC AAGG 
AGTATCAGGAATACCTGAAACGCCCTCCTGAGTCTCCTCCAATTGTTGAGGAATGG 
AATAGCANAGCTGGTGGGAACCAAAGAAACAGAGGCAATCGGTTGCAAGACAACAG 
ACAGTTCAGAGGCAGGGACAACAGATGGGGGTGGCCAAGTGACAATCGATCCAATC 
AGTGGCATGGACGATCCTGGGGTAACAACTACCCGCAACACAGACAAGAACCTTAC 
TATCCCCAGCAATATGGACATTATGGTTACAACCAGCGGCCTCCTTACGGTTACTA 
CTGATAGAAATGTTGGCAGCTTTTAGTAAAAGCATTTACTCTGTTACCATGAGAAA 



SEQ ID NO: 391 
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NGACTGGCTCCCGAAAAGAAGGGTGGCGAGAANAAAAAGGGCCGTTCTGCCATGGA 
CGAAGTGGTAACCCGCGAATACACCATCAACATTNACAAGCGCATCCATGGAGTGG 
GC T T C AAGAANCGT GC AC C T C GGGC AC T C AAAGAG AT T CGGAAAT T T GC C AT GAAG 
GAGATGGGAACTCCATATGTGCGCATTGACACCAGGCTCAACAAANCTGTCTGGGC 
CAAAGGAATAAGGAATGTGCCATACCGAATCCGTGTGCGGCTGTCCANAAAACGTA 
ATGAGGATGAAGATTCACCAAATAAGCTNTATACTTTGGTTACCTATGTACCTGTT 
ACCACTTTCAAAAATCTACAGACAGTCAATGTGGATGANAACNAATCGCTGATCGT 
CAGATCAAANAAANT 

SEQ ID NO: 392 nt : 503 

CAGCACTGCCAGTGGAGATGGGCGTCACTACTGCTACCCTCATTTCACCTGCGCTG 

TGGACACTGAGAACATCCGCCGTGTGTTCAACGACTGCCGTGACATCATTCAGCGC 

A T G C AC C T T C G T C AG T AC GAG C T G C T C T AAG AAG G G AAC C C C C AAA T T T AA T T AAA 

GCCTTAAGCACAATTAATTAAAAGTGAAACGTAATTGTACAAGCAGTTAATCACCC 

ACCATAGGGCATGATTAACAAAGCAACCTTTCCCTTCCCCCGAGTGATTTTGCGAA 

ACCCCCTTTTCCCTTCAGCTTGCTTAGATGTTCCAAATTTAGAAAGCTTAAGGCGG 

CCTACAGAAAAAGGAAAAAAGGCCACAAAAGTTCCCTCTCACTTTCAGTAAAAATA 

AATAAAACAGCAGCAGCAAACAAATAAAATGAAATAAAAGAAACAAATGAAATAAA 

T AT T G T GT T GT GC AGC AT T A A A A A A A A T C AAAAT AAAAAT T AAAT GT G AGC AAAG 

SEQ ID NO: 393 nt : 587 

TGAAAAATAAAGTTTTTATGTATATTCTACATATGTATATGTTGGTAGAAAGCAAA 

AACGCTAGGTAAAAATAAATGTAATACAATTTTAGCTATGAACCAAAAAACCATTT 

GTGGTGTGGATGCAAGAAAGTCTGGATGGGTGCAGAGTTCTCCATGTTTCACTTCT 

GACATTTGAAAATACGCAGTT T GCATTT GAT ACGTC AAAT GT TAT TTTTAAGAAAA 

CCAATAAAATCATTAAAACCGAAAAGGCAGTTTTGCTTGTTTTTACCTTAGTTGGA 

GTTATCTGCAATTGCCGTATTAGTGTTTTAAGGAACTTGTAAGTAAGCTCCTTAGT 

C C C C T T T AG AG C T AC G AAAC AT G T C AAT T T T AC T T T T C T C C AG C T T T T T G G AAT C T 

TATCTAAATTACCATGTAGAGTTCTGCATAGCTTCAAATTCTCTTAGCCAATGTGG 

TCTGTAAGTGTCTATCGATGAATTTCACCGTTAATTGCCGTAGTATACTGTCCTGT 

ACCGGATGTGAAGAGGAGCAACTCTGCACAGTGCACTGGTTGCTCCCATGGTAGGA 

ANGAATGGCTTATCAATGGTCGGATTT 

SEQ ID NO: 394 nt : 650 

GGAGGATGGAGCAGTGAGCGGGTCTGGGCGGCTGCTGGCAGCGCCATGGAGACGGT 

ACAGCTGAGGAACCCGCCGCGCCGGCAGCTGAAAAAGTTGGATGAAGATAGTTTAA 
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CCAAACAACCAGAAGAAGTATTTGATGTCTTAGAGAAACTTGGAGAAGGGTGAGTG 
TAAAGAAACTATAGGTAGGTCATTGGGTCCCAGTCTTTTTCCTGCCCCAGAAGAAG 
CAGAAGGATATGAACCTTTCAGCATTGTTCTAGGTGGGGTGGAAGGTAAATTTACA 
GCTTGTGATGTCCTTCTTCGCTTTACTCCAATCCCTATTATAGACAGATTTAGTGA 
TTCCTGGTCTTTTT AAC AC G AAG AA T AT CTATTGTTTTCTCTTTTGT AG GAT C T G T 
AT GAT T T T AT C T AC T T AAC AG AT AGC AC T AAT T AGAT T AAAAT T C T AT AAGAAAC T 
TTTTAATTTGCTGTTCATAATTTCTGATTGGTATGCAATAACTGTTTCAATGAAAA 
TCAATGTAATTTAGTATTTTAATATTTGCACCTTTGTGAAATATAGTAAATAAATT 
AAGCACTATCACCACCTTCACAGCTACTTAGGAGATCCACAATCCTGGGTTGGGAG 
C C AG T GG AT T T C C T G AAAC AC AG AT T T G T T AAT G 

SEQ ID NO: 395 nt : 502 

CTCAAGTGAATCCTGGCTTCTTGGAAGCGCTTGCCTAGACGAGACACAGTGCATAA 

AAACAACTTTTGGGGGACAGGTATGTTTTCTTGCAGCTGCGGTTGTAAGGTCTTGG 

CAAGACAAGCAGTGTGGCCAGAATTTTGAACTTCTGATGAATGTGTAATGCAAAGG 

ACCTTGTACATTTTTTTGTTTCAAGGTCCTCAAAATGAGCACATGAAGAGGTTGCT 

GTGAAACTTTAAGTGGCCCTACTGCGCAGAAGCATTCAGATGTCACTTGATGATCT 

GTAAGGGAACTTGCTGATTTGGGAATGTGCTTAGGGAACACACATTCCTTTTGACA 

GGGTCTGTCACTGGGTGGGTGATGAATTATACAGATGACATGTGCTTTTTTTTCTT 

T T T T C AAC C T C AAT GGT AT T C C T AC AGG AAAT GGAT AACC AT T T T AAC T GT AT T T T 

TTGCAGCCCGTACCTTCTTGGGAATACAATTGTCTAACTTTTTATTTTTGGTCT 

SEQ ID NO: 396 nt : 648 

CCACAATAATAAGAGAAAAACAGGAGCAAAAGGATATACAAAACCACCAGAAAACA 

AATAACAAAGTGACAGGAGTAAGTCCTTAACTGGCAATAATAACCATGAATCTAAA 

TGGATTCCATTTCCCACTTAAAAGATAAAGACATGCTGAATGGATAAAAAGCTGTC 

ACCCAGTTATATGCTGCCTACAACAAACTCACTTCACCTGTAAACATACATATGGA 

T GGAAAGAGAAGGC AT GGGAAAAGAT AC T C T AC T C AAAT GAAAAC AAAAAC C AAAC 

AAAGG T GGC T AT T C T TAT AT G AGAT AAT AC AG AC AT T AAAT C AAAAAC T GGAAAC A 

AACACAAAGTCATTGTATAATGATGAATTCAATTATATCATGATGAATTCAATTAT 

ATCCTCCTTCCTGATCAATTCAGAAAGGAGGATATAATCTTTTTAAATATATATAC 

ACCCAACACCAGAGCATATAAATATGTAAAGGAAGATAAAGGGAGTCCTGTGATCA 

AGAATAAATATAACAATTATAAATATTTTATCTAAAGTGATAGATAGACTGTAATA 

CAATAATAGGGTGGTGACATTAACACCCCCTCTCACATTGGACTGATCATCTAGAA 

GGGAGAAAAAGCTTTATGATTGGAAAAGCCAT 
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SEQ ID NO: 397 

ATTGTGTTGGCCACCCGGGAATTCGCGGCCGCGTCGACCTACGCACACGAGAACAT 
GC C T C T C GC AAAGG AT C T C C T T CAT C C C T C T C C AG AAG AGG AG AAG AGG AAAC AC A 
AGAAGAAACGCCTGGTGCAGAGCCCCAATTCCTACTTCATGGATGTGAAATGCCCA 
GGT GAGGAGAC GGC T T GC T GT AGT GGGG AAAGC AC T GGAC C T C AAC AGT T GGAAAA 
TGTTGTAGTGTTAGCTGTCTCGTATCCTTGAAGCTGTGCAGCAGCTTCAGTTTCTT 
CGCCTGTGGAAAATATTTTCCCTGATACTCTTAAAATTTGAATGTATGAGACTGGC 
AAAGTTTTGCATCTTAGGAGGAGTGATTCATTTCACCGTGATCTCTCATCACATTT 
CACATACAACCCCTACGTTTTTTTGTGTTGGGAAACAATGTAATGGATGATGAGTT 
GGGCATAAGTGCAGGAAAGACGGGTGTAATAGAGGAAAAAAATGTTATCTGCTTTT 
CTTTCAGGATGCTATAAAATCACCACGGTCTTTAGCCATGCACAAACGGTAGTTTT 
GTGTGTTGGCTGCTCCACTGTCCTCTGCCAGCCTACAGGAGGAAAAGCAAGGCTTA 
C AGAAGGAT GT T C C T T C AGGAGGAAGC AGC AC T AAAAGC AC T C T G AGT C AAN AT G A 
GTGGGAAACCATCTCAATAAACACATTTTGGAT 

SEQ ID NO: 398 nt : 622 

CTTTTCCTCCCGCTGTCCCCCACGGGAGGGGACTGCTCTCCCCCGCTGCATCCTTT 

CTGTGAGGTACCTTACCCACCTCAGCACCTGAGAGGGTGAAATAGAATTCTAACCT 

C G AC AT T C G G G AAG T G T T T T T GAG AAG TCTCGGTCGGT AAG G G AAG T C T T C C AAG T 

CCGTGCAGCACTAACGTATTGGCACCTGCCTCCTCTTCGGCCACCCCCCAGATGAG 

GCAGCTGTGACTGTGTCAAGGGAAGCCACGACTCTGACCATAGTCTTCTCTCAGCT 

TCCACTGCCGTCTCCACAGGAAACCCAGAAGTTCTGTGAACAAGTCCATGCTGCCA 

TCAAGGCATTTATTGCAGTGTACTATTTGCTTCCAAAGGATCAGGCCCTGAGAACA 

ATGACCTTATTTCCTACAACAGTGTCTGGGTTGCGTGCCAGCAGATGCCTCAGATA 

CCAAGAGATAACAAAGCTGCAGCTCTTTTGATGCTGACCAAGAATGTGGATTTTGT 

GAAGGATGCACATGAAGAAATGGAGCAGGCTGTGGAAGAATGTGACCCTTACTCTG 

GC C T C T T GAAT GAT AC T G AGG AG AAC AAC T C T G AC ANC C AC AAT CAT G AGG AT GAT 

GTGTTG 

SEQ ID NO: 399 nt : 155 

CGCCACTTATCCAGTGAACCACTATCACGAAAAAAACTCTACCTCTCTATACTAAT 
CTCCCTACAAATCTCCTTAATTATAACATTCACAGCCACAGAACTAATCATATTAA 
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

SEQ ID NO: 400 

CATTGTGTTGGCNCCCGGGAATTCGCGGCCGCGTCGACTTTTTGTGTTGTTTGGAG 
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CAGAAATACTAAAGAAGATTCCGGGCCGAGTATCCACAGAAGTGGACGCAAGGCTC 
TCCTTTGATAAAGATGCGATGGTGGCCAGAGCCAGGCGGCTCATCGAGCTCTACAA 
GGAAGCTGGGATCAGCAAGGACCGAATTCTTATAAAGCTGTCATCAACCTGGGAAG 
GAATTCAGGCTGGAAAGGAGCTCGAGGAGCAGCACGGCATCCACTGCAACATGACG 
TTACTCTTCTCCTTCGCCCAGGCTGTGGCCTGTGCCGAGGCGGGTGTGACCCTCAT 
CTCCCCATTTGTTGGGCGCATCCTTGATTGGCATGTGGCAAACACCGACAAGAAAT 
CCTATGAGCCCCTGGAAGACCCTGGGGTAAAGAGTGTCACTAAAATCTACAACTAC 
TACAAGAAGTTTAGCTACAAAACCATTGTCATGGGCGCCTCCTTCCGCAACACGGG 
CGAGATCAAAGCACTGGCCGGCTGTGACTTCCTCACCATCTCACCCAAGCTCCTGG 
GAGAGCTGCTGCAGGACAACGCCAAGCTGGTGCCTGTGCTCTCAGCCAAGGCGGCC 
C AAG C C AG T G AC C T G G AAAAAAT C C AC C T GG AT G AG AAG TCTTTCCGTTGGTTGCA 
C AAC G AGG AC C AG AT GGC T G T GG AG AAG 

SEQ ID NO: 401 nt : 479 

CGTGGCAGCCATCTCCTTCTCGGCATCATGGCCGCCCTCAGACCCCTTGTGAAGCC 

CAAGATCGTCAAAAAGAGAACCAAGAAGTTCATCCGGCACCAGTCAGACCGATATG 

TCAAAATTAAGCGTAACTGGCGGAAACCCAGAGGCATTGACAACAGGGTTCGTAGA 

AGATTCAAGGGCCAGATCTTGATGCCCAACATTGGTTATGGAAGCAACAAAAAAAC 

AAAGCACATGCTGCCCAGTGGCTTCCGGAAGTTCCTGGTCCACAACGTCAAGGAGC 

T GG AAG T GC T GC T GAT G T GC AAC AAAT C T T AC T G T GC C GAG AT C GC T C AC AAT G T T 

TCCTCCAAGAACCGCAAAGCCATCGTGGAAAGAGCTGCCCAACTGGCCATCAGAGT 

CACCAACCCCAATGCCAGGCTGCGCAGTGAAGAAAATGAGTAGGCAGCTCATGTGC 

ACGTTTTCTGTTT AAA T AAA T G T A A A A AC T G 

SEQ ID NO: 402 nt : 628 

CTTTGATTACCTTTGAGTATTAGGTTGAAAGCTTCTCTGTGCTTGATTGAACATTG 

T GAT GAT GT T GAT T GGGT CAT GTCAGATTTAGACAGTGTTGTGTTTAAGAT AAAT G 

TTTAATGGCTCTTAGCAGTGTTCATGCCTCCCCTTTTCCCCTGATACTTTAAAAAC 

AGAAT AT AC AG AAAAGGGGAGT T GGGT G AAGAAT C AC CAT AT T C T CAT T AC C AGAG 

TAGTGTCTACCAGCTGTTTTCACATTTTTCTGTTTCCTTCTGTCCTTGGAATCCTT 

TTTTTAGATCCTTGTAATACTAGTAAAGATATTCCACTCTGTGTTGTAAGCATTTT 

TCCATTTTGCTCCATGGTCTTCATAATGCCCTGTGGTCCTTTATTAAGGGGATGCA 

CCATGTAGAGGTGAAAGGCTTTCCTTGACTTGGCCACCATTTCTGTATTTTCCTTA 

GAGGAGGAGGTTTCCAACATTTCTTTTTTAGAGACAGAGTCTCGTTCTGACACGCA 

GGCAGGAGTGCAGTGGCATGATAACAGCTCACTGCAGCCTCGAACTCCTGGGCTCA 

AGTTATCCTCCCACCTCAGCTTCCTGAGTAGCTAGGACTGCAGGTGCCTGCCACCA 



CACCCAGCTAAT 
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SEQ ID NO: 403 nt : 494 

CAGCCCTCCGTCACCTCTTCACCGCACCCTCGGACTGCCCCAAGGCCCCCGCCGCC 

GCCTCCAGCGCCGCGCAGCCACCGCCGCCGCCGCCGCCTCTCCTTAGTCGCCGCCA 

TGACGACCGCGTCCACCTCGCAGGTGCGCCAGAACTACCACCAGGACTCAGAGGCC 

GCCATCAACCGCCAGATCAACCTGGAGCTCTACGCCTCCTACGTTTACCTGTCCAT 

GTCT TACT ACT TTGACCGCGATGATGTGGCTTTGAAGAACTTTGCCAAAT ACT TTC 

TTCACCAATCTCATGAGGAGAGGGGAACATGCTGAGAAACTGATGAAGCTGCAGAA 

CCAACGAGGGTGGCCGAATCTTCCTTCAGGATATCAAGAAACCAGACTGTGATGAC 

T GGG AGAGCGGGC T GAAT GC AAT GGAGT GT GC AT T AC AT T T GGAAAAAAAT G T GAA 

T C AG T C AC T AC T GG AAC T GC AC AAAC T GGC C AC T G AC AAAAAT GAC 

SEQ ID NO: 404 nt : 599 

GGGAGACAAGCCCAGCCTTTCGGCGAGNATACGTCTAACCCTGTGCAACAGCCACT 

ACATTACTTCAAACTGAGATCCTTCCTTTTGAGGGAGCAAGTCCTTCCCTTTCATT 

TTTTCCAGTCTTCCTCCCTGTGTATTCATTCTCATGATTATTATTTTAGTGGGGGC 

GGGGTGGGAAAGAT TACT TTTTCTT TAT GTGTTTGACGGGAAACAAAACTAGGTAA 

AATCTACAGTACACCACAAGGGTCACAATACTGTTGTGCGCACATCGCGGTAGGGC 

G T GGAAAGGGGC AGGCC ANAGC T AC CC GC AGAGT T C T C AGAAT C AT GC T GAGAGAG 

CTGGAGGCACCCATGCCATCTCAACCTCTTCCCCGCCCGTTTTACAAAGGGGGAGG 

CTAAAGCCCAGAGACAGCTTGATCAAAGGCACACAGCAAGTCAGGGTTGGAGCAGT 

AGCTGGAGGGACCTTGTCTCCCAGCTCAGGGCTCTTTCCTCCACACCATTCAGGTC 

TTTCTTTCCGAGGCCCCTGTCTCAGGGTGAGGTGCTTGAGTCTCCAACGGCAAGGG 

AACAAGTACTTCTTGATACCTGGGATACTGTGCCCAGAG 

SEQ ID NO: 405 

GGGAGACAAGCCCAGCCTTTCGGCGAGATACGTCTAACCCTGTGCAACAGCCACTA 
C AT T AC T T C AAAC T GAG AT CCTTCCTTTT GAG G G AG C AAG TCCTTCCCTTTCATTT 
TTTCCAGTCTTCCTCCCTGTGTATTCATTCTCATGATTATTATTTTAGTGGGGGCG 
GGGTGGGAAAGATTACTTTTTCTTTATGTGTTTGACGGGAAACAAAACTAGGTAAA 
ATCTACAGTACACCACAAGGGTCACAATACTGTTGTGCGCACATCGCGGTAGGGCG 
T GGAAAGGGGC AGGCCAGAGCTACCCGC AGAGT TCTCAGAAT CAT GCTGAGAGAGC 
TGGAGGCACCCATGCCATCTCAACCTCTTCCCCGCCCGTTTTACAAAGGGGGAGGC 
TAAAGCCCAGAGACAGCTTGATCAAAGGCACACAGCAAGTCAGGGTTGGAGCAGTA 
GCTGGAGGGACCTTGTCTCCCAGCTCAGGGCTCTTTCCTCCACACCATTCAGGTCT 
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TTCTTTCCGAGGCCCCTGTCTCAGGGTGAGGTGCTTGAGTCTCCAACGGCAAGGGA 
ACAAGTACTTCTTGATACCTGGGATACTGTGCCCAGAGCCTCGAGGAGGT 

SEQ ID NO: 406 

G T T T AAAT T T G AC AAAC T AAAGC TNATN AC T GC T AT AAGAGT AAT AAC TGCTCATT 
TTCCATAACTCATTCTTAAAGTTTTAGTAATGTAAAAGTTATTTTTTTGCAGTAAG 
TTATAATGATAGAAGCTTACATGTTTTTTCATGCCTCATCTGTTTCCCCTTAAAAC 
TATAATTATCAGTAAAGTCCTGTGGTATTTTTCAATTTGTAAGAAACTAGGCTATA 
TATACATTGGGAAAAACAGCCTTCATTTGTCAATGCACTAGTGTTCCAAAGGTTTC 
T GG T AAT TGTGTGCTATTGCTTTTTGTT G AC T T GC AAAAAAAAAAAAAAAAAAAT T 
ACTATGACTTGNGGTAGCCCTGCAACCTTCGGAAGTGCTTAGCCCAGTCTGACCAT 
ACATTTATATTTANAATGCTTAGGTAAATAAATAATATGCCTAAACCCAATGCTAT 
AAGATACTATATAATATCTCATAATTTTAAAAATCACTGTTTTGTATAATAATAAA 
ACAAGGCAGGCAAGCTGTTCTACAATGACTGTTGGTAAGGGTGCTGAGGAAGAAAA 
ACAAACAATCTTGATTCAGGGATAGTGAATAGACAAAAAATGTCCTAATCAATGAA 
G C T G T G T GAT GAT T C T G AT T G AC AG AG A 

SEQ ID NO: 407 

G T GC AAAG TGTTATAT C C AC T T T C AAC A A AG AG AG A AG C T G AAAAGC T AAC C C AAT 
GTTAATTTTGGATCACACACATTCAGTGTAGACTTTAAGATTTTACTTCTGTTGGA 
GTAGCTATATTATTTCTAGTTAAAAAACTCTCTATATACATATTTATTTGTTTTTC 
TACTTGTTTAATATTTTTCTCTTCCAATTAGGAACTCAATATGGAATAAAAAATAT 
TTAAATGTATTTTACTCAAACGTGTGTGTATATATGTTTGTGTGCATGATAAGGAG 
AGTGAGAGCAAGAGTAAGAGAGAGAGAGCACGCATAGATGGAAGCACACATTTAAT 
GTCTATGAAATGAGAAAACATTAAGGCTAAGATATTTTTCCTTCTGAACTAGCAGA 
TTGTATCAATGGCTGGTCACTTAAATTAATCAGTTTGTAAAGATATTTAAAAGGTA 
T GT C T AC C T T C T T GC AAT T AAT T T GAT T AT GT T C T AAT GGC AT GGC AAGAGAAAT G 
A AAG AAG A T AAC T AAAAG T T AAAAG TCGTTGCATGTTTTTGTTG C AG CAT AC C C T T 
CTTTCAGGCTACCGAATAACCTTGATTGACATTGGATTAGTAGTAGAATACCTCAT 
TGGTAGAGCATATCGCAGCANCTACACTAGAAAACAT 

SEQ ID NO: 408 

GTCTGGAACTCCAGACCTCAGGTGATACCCCTGCCTCAGCCTCCCAATGTGCTGGG 
ATTACAGCTGTGAAGCCACCGCGCCCGGCTGCTGTGATAGTTGAGATGTAAACCAA 
AAA T A A A A T T C T AAG C C A C C C A A T C C G AC T G A A TGGACCCTTCCTGTTGAGC AAG G 
ACATTCCAAAGTAAACTGAAAAGACCAGCTTAGGCCATGATGGGAAGGGGAGGTGT 
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CAACATGCCTCATTCTACCTTCCTCCCTCTGGAATCCAGACACAACTGACCAGCAT 
TAACATTAAAACAGAGATCTTAAGCTGGGCACGGTGGCTCATGCCTGTAATCCCAG 
CACTTTGGGAGGCCAAGGTGGGATCACCTGAGGTCGGAAGTTCAAGACCAGCCTGG 
CCGGTATGGTGAAGCCATGTCTCTACTGAAAATGCAAAATTGGCCGGACATTGTGG 
TGCA 

SEQ ID NO: 409 

TNCNTTTTTTTTCCCNCGGGAAAGCGCGCCATTGTGTTGGTCCCCGGGAATTCGCG 
GCCGCGTCGACGAGAAATGGCTTGAACCCAGTAGGCAGAGGTTGTAGTGAGCCCAG 
AATNGGNCACCTGCACNTTTANCCNTGGGTGACAAAANTGAAAACTTTGTCTNAAA 
A A A A A A A A A A A A A A A T T T T A AN T N AAAT N AAAAAN C C T T TNCNT TNT T T T TNAAAN 
NGGGGGGGGNNTTTTTNGGGNTTNGNNNTGGTAAAAANTNNNTTTTTTTTTTTTTA 
GGGGCCNANNCCCCNTTTTANAAAANCCNGNTTTTNAAAAAANTTTTTTNCCCNCN 
NTTNGGGGGGGGGGNTTTTNANCNNTNTTNGGGGGGGNNCCCCTNTTANNACCNNC 
AAANTTTTTANTTTTTTGNNNAANNNCCCCCTTTTTTNNTTTTTTTTGNGGGGGGG 
GGGNNGCCCCCNNCCTTTNGGGGGGGGGGNTTNNGNAAAANNACTTTTNAAAANNA 
AGGGNNGGGGGNANATNNCCCCCCCNGGNTTTTTTTTTTAAAAANTNAANNGGGGG 
GGGNNNCTNANTNGGGGCNCCCANNGGGGGNTTANAANNATTTTCTNCCCAAACCC 
CCNGNTTTTATNNCCCCCCCCCCCCNCNNNNGAANGGGNGGNCCNTTTTTTTTATT 
TTTNNGGNGGGNAAAAAANTTTNAAAAANNANNATNTTTTTTCCCCCCCCCCCCNC 
T T T T N G GN AAAN C CNN G G G G G GN TCCTTTTT N AAANNNN C C C C C AAAAAAAAN T T T 
TTTTNTTNTNTTTTTCTCTNGGGGNCCNNANTTNTANANTTTTNCNCCNAAAAAAA 
ANGGGNCCCCTTTTTTTNCNGGNNGGNNCCCAAAANNTTTTTTTTNAAAAAAAAAA 
AAAA 

SEQ ID NO: 410 

GTTCGTGACNTTCGGAGCTACCTGACAGAGCAGAGTCAACCAGGNTCTGCCCAAAG 
AG AG T G T T AG G C C T GAG C T T GAG AG C C C T G GAG AG AC G T G T G C AC AAAAT G T G AC C 
TGAGGCCCTAGTCTAGCAAGAGGACATAGCACCCTCATCTGGGAATAGGGAAGGCA 
CCTTGCAGAAAATATGAGCAATTTGATATTAACTAACATCTTCAATGTGCCATAGA 
CCTTCCCACAAAGACTGTCCAATAATAAGAGATGCTTATCTATTTTA 

SEQ ID NO: 411 nt : 412 

GTCGACGCGGCCGCGGTCGCTGGAGNCGATCAACTCTAGGCTCCAACTCGTTATGA 
AAAGTGGGAAGTACGTCCTGGGGTACAAGCAGACTCTGAAGATGATCAGACAAGGC 
AAAGCGAAATTGGTCATTCTCGCTAACAACTGCCCAGCTTTGAGGAAATCTGAAAT 
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AGAGTACTATGCTATGTTGGCTAAAACTGGTGTCCATCACTACAGTGGCAATAATA 
TTGAACTGGGCACAGCATGCGGAAAATACTACAGAGTGTGCACACTGGCTATCATT 
GAT C C AGG T GAC T C T GAC AT C AT T AGAAGC AT GC C AGAAC AGAC T GGT GAAAAGT A 
AAC C T T T T C AC C T AC AAAAT T T C AC C T G C AAAC C T T AAAC C T GC AAAAT T T T C C T T 
TAATAAAATTTGCTTGTTTT 

SEQ ID NO: 412 

CCGCCAACATGGGCCGCGTTCGCACCAAAACCGTGAAGAAGGCGGCCCGGGTCATC 
ATAGAAAAGTACTACACGCGCCTGGGCAACGACTTCCACACGAACAAGCGCGTGTG 
CGAGGAGATCGCCATTATCCCCAGCAAAAAGCTCCGCAACAAGATAGCAGGTTATG 
TCACGCATCTGATGAAGCGAATTCAGAGAGGCCCAGTAAGAGGTATCTCCATCAAG 
C T GC AGGAGGAGGAGAGAGAAAGGAGAG AC AAT TATGTTCCT GAGGTC T CAGCCT T 
GGAT C AGGAGAT T AT T GAAGT AGAT CC T GAC AC T AAGG AAAT GC T GAAGCT T T T GG 
ACTTCGGCAGTCTGTCCAACCTTCAGGTCACTCAGCCTACAGTTGGGATGAATTTC 
AAAACGCCTCGGGGACCTGTTTGAATTTTTTCTGTAGTGCTGTATTATTTTCAATA 
AATCTGGGACAA 

SEQ ID NO: 413 

CAGAGGTGGGAGGATTGCTTCAGTTCAAGAGTTTGAGACCAGCCTGGGTAACATGG 
CGAAACCCTGTCTTTACAAAAAATGCAAACCTTTGCCGCATGTGTTGGGGTGCGCC 
TGTAGTCCCAGCTTCTCGGGAGGCTGAGGTGGGGGGACCACCTGAGCCATGGAGGT 
TGAGGCTGCAGTGAGCCGTGATACCACCACTGTACTCTAGCCTGGGCCATAGAGTG 
AG AC AC C C T GC C T C AG AAAT A 

SEQ ID NO: 414 nt : 439 

CCCATCCCCTCGACCGCTCGCGTCGCATTTGGCCGCCTCCCTACCGCTCCAAGCCC 

AGCCCTCAGCCATGGCATGCCCCCTGGATCAGGCCATTGGCCTCCTCGTGGCCATC 

TTCCACAAGTACTCCGGCAGGGAGGGTGACAAGCACACCCTGAGCAAGAAGGAGCT 

G AAGGAGC T GAT C C AGAAGGAGC T C AC CAT T GGC T CGAAGC T GC AGGAT GC T GAAA 

TTGCAAGGCTGATGGAAGACTTGGACCGGAACAAGGACCAGGAGGTGAACTTCCAG 

GAGTATGTCACCTTCCTGGGGGCCTTGGCTTTGATCTACAATGAAGCCCTCAAGGG 

CTGAAAAT AAAT AGGGAAGATGGAGACACCCTCTGGGGGTCCTCTCTGAGTC AAAT 

CCAGTGGTGGGTAATTGTACAATAAATTTTTTTTTGGTCAAATTTAA 



SEQ ID NO: 415 nt : 526 

CTGGAGACGACGTG C AG AAA TGGCACCTC G A A AG G G G AAG G AA AAG A AG G A AG A AC 
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AGGTCATCAGCCTCGGACCTCAGGTGGCTGAAGGAGAGAATGTATTTGGTGTCTGC 
CATATCTTTGCATCCTTCAATGACACTTTTGTCCATGTCACTGATCTTTCTGGCAA 
GGAAACCATCTGCCGTGTGACTGGTGGGATGAAGGTAAAGGCAGACCGAGATGAAT 
CCTCACCATATGCTGCTATGTTGGCTGCCCAGGATGTGGCCCAGAGGTGCAAGGAG 
CTGGGTATCACCGCCCTACACATCAAACTCCGGGCCACAGGAGGAAATAGGACCAA 
GACCCCTGGACCTGGGGCCCAGTCGGCCCTCANAGCCCTTGCCCGCTCGGGTATGA 
AGATCGGGCGGATTGAGGATGTCACCCCCATCCCCTCTGACAGCACTCGCAGGAAG 
GGGGGTCGCCGTGGTCGCCGTCTGTGAACAAGATTCCTCAAAATATTTTCTGTTAA 
TAAATTGCCTTCATGTAAACTG 

SEQ ID NO: 416 nt : 613 

C T T AAGT AT GC CC T GAC AGGAGNAT GAAGT AAAGAAGAT T T GC AT GC AGCGG T T C A 

TTAAAATCGATGGCAAGGTCCGAACTGATATAACCTACCCTGCTGGATTCATGGAT 

GTCATCAGCATTGACAAGACGGGAGAGAATTTCCGTCTGATCTATGACACCAAGGG 

TCGCTTTGCTGTACATCGTATTACACCTGAGGAGGCCAAGTACAAGTTGTGCAAAG 

TGAGAAAGATCTTTGTGGGCACAAAAGGAATCCCTCATCTGGTGACTCATGATGCC 

CGCACCATCCGCTACCCCGATCCCCTCATCAAGGTGAATGATACCATTCAGATTGA 

TTTAGAGACTGGCAAGATTACTGATTTCATCAAGTTCGACACTGGTAACCTGTGTA 

TGGTGACTGGAGGTGCTAACCTAGGAAGAATTGGTGTGATCACCAACAGAGAGAGG 

CACCCTGGATCTTTTGACGTGGTTCACGTGAAAGATGCCAATGGCAACAGCTTTGC 

C AC T CGAC T T T CC AAC AT T T T T GT T AT T GGC AAGGGC AAC AAAC C AT GGAT T T C T C 

TTCCCCGAGGAAAGGGTATCCGCCTCACCATTGCTGAAGAGAGAGACAAAAGA 

SEQ ID NO: 417 

GGAATTCGCGGCCGCGTCGACCTCTGCTCGAATTGACAGAAAAGGATTCTGTGAAG 
AGTGATGAGATTTCCATCCATGCTGACTTTGAGAATACATGTTCCCGAATTGTGGT 
CCCCAAAGCTGCCATTGTGGCCCGCCACACTTACCTTGCCAATGGCCAGACCAAGG 
T GC T GAC T C AG AAGT T GT C AT C AGT C AG AGGC AAT CAT AT TAT C T C AGGGAC AT GC 
GCATCATGGCGTGGCAAGAGCCTTCGGGTTCAGAAGATCAGGCCTTCTATCCTGGG 
C T GCAACAT CC T T CGAGT T GAATAT TCCT TACT GAT C TAT GTTAGCGTTCCT GGAT 
CCAAGAAGGTCATCCTTGACCTGCCCCTGGTAATTGGCAGCAGATCAGGTCTAAGC 
AGCAGAACATCCAGCATGGCCAGCCGAACCAGCTCTGAGATGAGTTGGGTAGATCT 
GAACATCCCTGATACCCCAGAAGCTCCTCCCTGCTATATGGATGTCATTCCTGAAG 
ATCACCGATTGGAGAGCCCAACCACTCCTCTGCTAGATGACATGGATGGCTCTCAA 
GACAGCCCTATCTTTATGTATGCCCCTGAGTTCAAGTTCATGCCACCACCGACTTA 
TACTGAGGTGGATCCCTGCATCCTCAACAACAATGTGCAGTGAGCAT 
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SEQ ID NO: 418 nt : 692 

TGCAGAGGGGTCCATACGGCGTTGTTCTGGATTCCCGTCGTAACTTAAAGGGAAAC 

TTTCACAATGTCCGGAGCCCTTGATGTCCTGCAAATGAAGGAGGAGGATGTCCTTA 

AGTTCCTTGCAGCAGGAACCCACTTAGGTGGCACCAATCTTGACTTCCAGATGGAA 

CAGTACATCTATAAAAGGAAAAGTGATGGCATCTATATCATAAATCTCAAGAGGAC 

CTGGGAGAAGCTTCTGCTGGCAGCTCGTGCAATTGTTGCCATTGAAAACCCTGCTG 

ATGTCAGTGTTATATCCTCCAGGAATACTGGCCAGAGGGCTGTGCTGAAGTTTGCT 

GCTGCCACTGGAGCCACTCCAATTGCTGGCCGCTTCACTCCTGGAACCTTCACTAA 

CCAGATCCAGGCAGCCTTCCGGGAGCCACGGCTTCTTGTGGTTACTGACCCCAGGG 

CTGACCACCAGCCTCTCACGGAGGCATCTTATGTTAACCTACCTACCATTGCGCTG 

TGTAACACAGATTCTCCTCTGCGCTATGTGGACATTGCCATCCCATGCAACAACAA 

GGGAGCTCACTCAGTGGGTTTAATGTGGTGGATGCTGGCTCGGGAAGTTCTGCGCA 

TGCGTGGCACCATTTCCCGTGAACACCCATGGGAGGTCATGCCTGATCTGTACTTC 

T AC AG AG AT C C T G AAG AG AT 

SEQ ID NO: 419 

TTTTTTTTTTTTTCCTGCGGGAAAGCGCGCCATTGTGTTGGTACCCGGGAAATTCG 
CGGCCGCGTCGACACAGGCCCCAGCATCAAGATCTGGGATTTAGAGAGGAAAGATC 
ATT G TAG AT G AAC T G AAGC AAG AAG T T AT C AG T AC C AGC AGC AAGGC AG AAC C AC C 
CCAGTGCACCTCCCTGGCCTGGTCTGCTGATGACACAGGTTGGGCNGGNNCNCNGG 
GGNGGNNNNGNNNNGCNGNNGGNNCNGNNNNCNNNNNGCNNNNGNNNNTNNNCNNN 
GNNCNNNNNNNNNNNNNNNNNGNTCNNGNNGCNGGGGCCNGGNCGNCGCGGNCGCG 
NNTNNNNGGGTNCNNNCNCNNNGGCGCGC 

SEQ ID NO: 420 

CAGACTCTGACCCAGCCTCAGTCCT AAC TCCTGGGGCTGGGCTGAGGGGAAC AAGC 
AT T T GC T GAAAC T T G A A A A A AC A AAG C AAA T C AAAAAC AGG AAAAAAT T G T AC C T G 
GTACTTTTTTT T AG AAAAAAAG AT T AAAAAAG AAAG AA T AAA T T C T T G T T T GG AAA 
C T T G AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
AAAAAAT T T TAAAC T C 

TNNNNNTNNCNNCNANTAANNCANNTCNANNNNANNNAATTACTTNNANGTNNNTC 
ACN 

SEQ ID NO: 421 nt : 642 

ACGAGAAGCCAGATACTAAAGAGAAGAANCCCGAAGCCAAGAAGGTTGATGCTGGT 
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GGCAAGGTGAAAAAGGGTAACCTCAAAGCTAAAAAGCCCAAGAAGGGGAAGCCCCA 
TTGCAGCCGCAACCCTGTCCTTGTCAGAGGAATTGGCAGGTATTCCCGATCTGCCA 
TGTATTCCANAAAGGCCATGTACAAGAGGAAGTACTCAGCCGCTAAATCCAAGGTT 
G AAAAG AAAAAG AAG G AG AAG G T T C T C G C AAC T G T T AC AAAAC C AG TTGGTGGT G A 
CAAGAACGGCGGTACCCGGGTGGTTAAACTTCGCAAAATGCCTAGATATTATCCTA 
CTGAAGATGTGCCTCGAAAGCTGTTGAGCCACGGCAAAAAACCCTTCAGTCAGCAC 
GTGAGAAAACTGCGAGCCAGCATTACCCCCGGGACCATTCTGATCATCCTCACTGG 
ACGCCACAGGGGCAAGAGGGTGGTTTTCCTGAAGCAGCTGGCTAGTGGCTTATTAC 
TTGTGACTGGACCTCTGGTCCTCAATCGAGTTCCTCTACGAAGAACACACCAGAAA 
TTTGTCATTGCCACTTCAACCAAAATCGATATCAGCAATGTAAAAATCCCAAAACA 
TCT TACT GATGCT TACT TCAAAAAGA 

SEQ ID NO: 422 

CCCTATACCTTCTGCATAATGAATTANCTAGAAATAACTTTGCAAGGGAGAGCCAA 
AGCTAAGACCCCCGAAACCAGACGAGCTACCTAAGAACAGCTAAAAGAGCACACCC 
GTCTATGTAGCAAAATAGTGGGAAGATTTATAGGTAGAGGCGACAAACCTACCGAG 
CCTGGTGATAGCTGGTTGTCCAAGATAGAATCTTAGTTCAACTTTAAATTTGCCCA 
CAGAACCCTCTAAATCCCCTTGTAAATTTAACTGTTAGTCCAAAGAGGAACAGCTC 
T T TGGAC ACT AGGAAAAAACC T TGT AGAGAGAGT AAAAAAT T T AAC AC C CAT AG T A 
G G C C T AAAAG CAGCCACC A A T T A AG A AAG C G T T C AAG C T C A AC AC CCACTACCT A A 
AAAAT C C C AAAC AT AT AAC T G AAC T C C T C AC AC C C AAT T GG AC C AAT C T AT C AC C C 
TATAGAAGAACTAATGTTAGTATAAGTAACATGAAAACATTCTCCTCCGCATAAG 

SEQ ID NO: 423 nt : 620 

CTCTCCTGTCAACAGCGGCCAGCCTCCCAACTACGAGAATGCTCAAGGAGGAGCAG 

GAAGTGGCTATGCTGGGGGCGCCCCACAACCCTGCTCCCCCGACGTCCACCGTGAT 

CCACATCCGCAGCGAGACCTCCGTGCCCGACCATGTCGTCTGGTCCCTGTTCAACA 

CCCTCTTCATGAACACCTGCTGCCTGGGCTTCATAGCATTCGCCTACTCCGTGAAG 

TCTAGGGACAGGAAGATGGTTGGCGACGTGACCGGGGCCCAGGCCTATGCCTCCAC 

CGCCAAGTGCCTGAACATCTGGGCCCTGATTTTGGGCATCTTCATGACCATTCTGC 

TCGTCATCATCCCAGTGTTGGTCGTCCAGGCCCAGCGATAGATCAGGAGGCATCAT 

TGAGGCCAGGAGCTCTGCCCGTGACCTGTATCCCACGTACTCTATCTTCCATTCCT 

CGCCCTGCCCCCAGAGGCCAGGAGCTCTGCCCTTGACCTGTATTCCACTTACTCCA 

CCTTCCATTCCTCGCCCTGTCCCCACAGCCGAGTCCTGCATCAGCCCTTTATCCTC 

ACACGCTTTTCTACAATGGCATTCAATAAAGTGTATATGTTTCTGGTGCTGCTGTG 

ACTT 
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SEQ ID NO: 424 

T T C G T AA T T AG AA T AC T G T T T G G AC T T G C T C AAC A AG C AC CTTATCTT AAC A AAAA 
G T AAC T T AT AG AAAAGGG AGAC AT T CAT T T AAC T T C AAGC C C AT AT TAT T C T T AAA 
AGCTGACTCTTGAAATAGTATTTATTGAGTCATAGTGGAGTCATGGGACTTTTTAA 
GGGCCGGAAGGGACTATTTAGATCATCCAGTCCCACCCTGTCATTTTATGGAGGAG 
GAAACTGAGGCCTAGATAAGATAACCAGTTAGTGGGTCCACTGACCTTTAGGACAG 
TAGTCTATCCGTAAGAGACAACATGGAGAAAGAAATACAACGTTTTTATAGTGAAT 
TATCATCTTACAAAGAATATTCTTCCCATATCGCACTTTTAAAAAGTGGGTACCTT 
AGTCAAATAGGAGAAAAAACCACTTGAGTAGTTTCATCCTCAGGTTTTAGGTGAGG 
AAAC T GAT AC T C AGAT T AAAT AAC T T T AAGC AC AC AGAGCC T GAAT GAT AGT C T T A 
TTTGAGCTCATCTGTGCTTTTAATGTGTACTACGTTAGGTGTTTTCACTTGCATTT 
CCTTTAGTCTTATTTGAGCTCATCTGTGCTTTTAATGTGTACTACGTTAGGTGTTT 
TCACTTGCATTTCCTTGTTTGACGTTGACAATAAATCGTGAAGCTGCCTTATCTAA 
GGAAGTCCTAAAGTAAATCATTGGAACACA 

SEQ ID NO: 425 

CCATTGTGTTGGNACCCGGGAATTCGCGGCCGCGTCGACGGAGTTTTACCTTATTA 
C AC T T T AA T C T C T G GAT T T AC CCCATCTCATTTCTCTTTT AG G AAAAC TGTTTGTA 
TGTGGTGGCTTTGATGGTTCTCATGCCATCAGTTGTGTGGAAATGTATGATCCAAC 
T AGAAAT GAAT GGAAGAT GAT GGGAAAT AT GAC T T C AC C AAGGAGC AAT GC T GGG A 
TTGCAACTGTAGGGAACACCATTTATGCAGTGGGAGGATTCGATGGCAATGAATTT 
C T GAAT ACGGT GGAAGT C T AT AACCTTGAGTC AAAT GAAT GGAGCCCC TAT AC AAA 
GATTTTCCAGTTTTAACAAATTTAAGACCCTCTCAAACTAACAGGCTTAGTGATGT 
AATTATGGTTAGCAGAGGTACACTTGTGAATAAAGAGGGTGGGTGGGTATAGATGT 
TGCTAACAGCAACACAAAGCTTTTGCATATTGCATACTATTAAACATGCTGTACAT 
AC TTTTTGGGTTTATTTG G AAAG GAAT G C AAAG AT G AAG GTCTGTTTTGTGT AC T T 
T T AAGAC TTTGGTTATTT T AC T T T T T GG AAAAGAAT AAAC C AAGAAT T GAT T GGGC 
AC AT CAT T T C AAG AAG 



SEQ ID NO: 426 nt : 374 

AGAGCAGCAGCCATGGCCCTACGCTACCCTATGGCCGTGGGCCTCAACAAGGGCCA 

CAAAGTGACCAAGAACGTGAGCAAGCCCAGGCACAGCCGACGCCGCGGGCGTCTGA 

CCAAACACACCAAGTTCGTGCGGGACATGATTCGGGAGGTGTGTGGCTTTGCCCCG 

TACGAGCGGCGCGCCATGGAGTTACTGAAGGTCTCCAAGGACAAACGGGCCCTCAA 
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ATTTATCAAGAAAAGGGTGGGGACGCACATCCGCGCCAAGAGGAAGCGGGAGGAGC 
TGAGCAACGTACTGGCCGCCATGAGGAAAGCTGCTGCCAAGAAAGACTGAGCCCCT 
CCCCTGCCCTCTCCCT G AAAT AAAG AAC AG C T T G AC AG 

SEQ ID NO: 427 nt : 567 

GAATTATTGACTTTGAATTGCATTTCAGTACCATGAAGTCAAAGTCAGTGGTGTAT 

TTGCTCATTTGTTCATTCTTTCTTTTCCACCAACATTACTGCCTGCAGAGCCAGAG 

GTGAGTGCAGAAATCCTGTCAATTCGTCACTTGTGGACAACCTGCAGCTTGCCACA 

GCCTACAGTTCCACCACTGT G AC C T C T GAAAAC C T C C T G AAC AAAAG GAAG GAG AC 

TTGGAAATCCTGAATGGGCTTGGAGACATTAAGGGAGAACTGCCTCCCTGGACCAA 

GGCAGAATTCAATAGAACCAGCAAGAAATTTTCCTATGAATGGGAAAGCAGGTGGC 

AGGGGGCAGGGGTGGAAAAGCTTTGTACAGGAATTGTGGAAAAGCTTTTGCATTAT 

C T C T AG T C T G AAAG T C AC AT T T C T C AG TTCCTTTC C AC TCTCTTCTGT C AAC T T GC 

TGTGAGTAAATGACATCTGTCACCTGTGACACGGGCCAGGGACTATCACCATATGG 

CCCCCACACATTATCTAGTACCAGCCTGCCTGGGCCATGCCTTTTCCAGTCACTGT 

ACCAGCC 

SEQ ID NO: 428 nt : 620 

CTCTCCTGTCAACAGCGGCCAGCCTCCCAACTACGAGAATGCTCAAGGAGGAGCAG 

GAAGTGGCTATGCTGGGGGCGCCCCACAACCCTGCTCCCCCGACGTCCACCGTGAT 

CCACATCCGCAGCGAGACCTCCGTGCCCGACCATGTCGTCTGGTCCCTGTTCAACA 

CCCTCTTCATGAACACCTGCTGCCTGGGCTTCATAGCATTCGCC TACT CCGT GAAG 

TCTAGGGACAGGAAGATGGTTGGCGACGTGACCGGGGCCCAGGCCTATGCCTCCAC 

CGCCAAGTGCCTGAACATCTGGGCCCTGATTTTGGGCATCTTCATGACCATTCTGC 

TCGTCATCATCCCAGTGTTGGTCGTCCAGGCCCAGCGATAGATCAGGAGGCATCAT 

TGAGGCCAGGAGCTCTGCCCGTGACCTGTATCCCACGTACTCTATCTTCCATTCCT 

CGCCCTGCCCCCAGAGGCCAGGAGCTCTGCCCTTGACCTGTATTCCACTTACTCCA 

CCTTCCATTCCTCGCCCTGTCCCCACAGCCGAGTCCTGCATCAGCCCTTTATCCTC 

ACACGCTTTTCTACAATGGCATTCAATAAAGTGTATATGTTTCTGGTGCTGCTGTG 

ACTT 

SEQ ID NO: 429 

C AC AAG AT AG AAT GG T AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAT T T T AA 
GTGACAGTGCCATAGTTTGGACAGTACCTTTCAATGATTAATTTTAATAGCCTGTG 
AGTCCAAGTAAATGATCACTTTATTTGCTAGGGAGGGAAGTCCTAGGGTGGTTTCA 
G T T T C T C C C AG AC AT AC C T AAAT T T T T AC AT C AAT CC T T T T AAAGAAAAT C T GT AT 
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TTCAAAGAATCTTTCTCTGCAGTAAATCTCGCAGGGGAATTTGCACTATTACACTT 
GAAAGTTGTTATTGTTAACCTTTTCGGCAGCTTTTAATAGGAAAGTTAAACGTTTT 
AAAC AT GG T AG T AC T GGAAAT T T T AC AAGAC T T T T AC C T AGC AC T T AAAT AT GT AT 
AAAT G T AC AT AAAGAC AAAC T AGT AAGC AT G ACC T GGGGAAAT GG T C AGAC C T T G T 
ATTGTGTTTTTGGCCTTGAAAGTAGCAAGTGACCAGAATCTGCCATGGCAACAGGC 
TTTAAAAAAGACCCTTAAAAAGACACTGTCTCAACTGTGGTGTTAGCACCAGCCAG 
CTCTCTGTACATTTGCTAGCTTGTAGTTTTCTAAGACTGAGTAAACTTCTTATTTT 
TAGAAAGTGGAGGTCTGGTTTGTAACTTTCCTTGTACTTAATTGGGTAAAAGT 

SEQ ID NO: 430 nt : 484 

CAACCTTAGCCAAACCATTTACCCAAATAAAGTATAGGCGATAGAAATTGAAACCT 

GGCGCAATAGATATAGTACCGCAAGGGAAAGATGAAAAATTATAACCAAGCATAAT 

AT AGC AAGGAC T AACCC C T AT ACC T T C T GC AT AAT GAAT TAAC TAG AAAT AAC T T T 

GCAAGGAGAGCCAAAGCTAAGACCCCCGAAACCAGACGAGCTACCTAAGAACAGCT 

AAAAGAGCACACCCGTCTATGTAGCAAAATAGTGGGAAGATTTATAGGTAGAGGCG 

ACAAACCTACCGAGCCTGGTGATAGCTGGTTGTCCAAGATAGAATCTTAGTTCAAC 

TTTAAATTTGCCCACAGAACCCTCTAAATCCCCTTGTAAATTTAACTGTTAGTCCA 

AAG AG G A AC AG CTCTTTGGACACTAG G A A A A A AC CTTGTAGAGAGAGT A A A A A A T T 

TAACACCCATAGTAGGCCTAAAAGCAGCCACCAATT 

SEQ ID NO: 431 

GACAGGCGGGGGCCCAGCGGCCGGGTGAAGGCCGGGTGGCTCTGTGAATCAAAGGA 
GAGTCCCAGAAAACCTGTGACTGTTGAAGAAAATTCATCTGTGAATTTTTATATTC 
AAGGAGTCAGTATTTATATTCATCTTTTAAACTGGGAAGATTTATATTTTACTTTA 
AAAC TTCTTGAT AAT AAT TTACAATGAATGGACACAGTGATGAAGAAAGTGTTAGA 
AACAGTAGTGGAGAATCAAGGTAAGTAAGCACTTTGTTATCAATTGTTTACTATGA 
AG AG AG T T G AAAAC T T G AC TTTTTTCTTTATTGTTATTGTTGTTATTT AG T T T T C C 
T CAT AG G T AG C AG AG T T T T C AG GTTTTCCTCTT AG C T A T C C A AAT AC T AAAA AAA T 
TCTGATATACGAACCTTTTTTCATAATACAGGTTTTAATTATATTTTTCATTCAGA 
TACACAGTAGATCTTAAATATAGAAAGTTTTTGTTTACTTAAATCTATTTGGAAGT 
TTATATTTGAGCTAATAATTAAGCTGGAGCATGTATAATAGATTTAAATTGTTTTG 
ACTGTTAGTGAAATTT 

SEQ ID NO: 432 

C T C AC T T GGT GGGT GAGC C T C C AAT GAC T AC ACC C AAGGAGGAT T T AAC AC AGGG A 
TTTTATGACTTGCAACAAGTCAGGAGGACATGGGGTTGGGGTAGTTCAGCAGTGCC 
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TGTCTGAACAAAGGTGAAAATTGGGCTTTTATTGGGCTGATCAAGGGGGAGTAAAG 
GCAGCCAGGAGCAGTCGCCTGTCATGCTTCTACCTATATTGCATGTATAGAAAAGG 
GAAAATAAACTCCTTCCTGGGCAGGGTTTTAGTATGCTAAGGAGGGGAGTTATTCA 
ACTTCAATCCAACTCAAGCATCAGCATTGCTGCGTCCATCCCAGTTTTGTTTTGCT 
GGGGC T GAAC T T C T T CC T AT AAC t T T T T GAAAC AAC AAGAAC T C AAGGT GT GAC AG 
TTACAAGTGGGCCCTTTTTCACAGTGTGTACCTAAACACGTGAGGACCCTGGATTA 
CAGAATGACAGACTCGAAGTGACTCAAGTTCCGGTTGTTCATCTTTAGATGGTAAA 
GATGGCTGTACGTACTATCCTTGCTTATTTCCAATCTATTGTTTAAACTCTTGTAT 
ATGTAATACCGCAGAGGCTAGAGATACAACCTTTGACCAAATGAGTGAATTCAAGT 
AATCCATTACTAATGTGATCTGGAAACAAACATGGTGTTGAATGTGCATATGT 

SEQ ID NO: 433 nt : 559 

CTTGGCAGCTCCGTTATGTGCCCAGCTCTTTGCAAGGGCATACTGGGAAATGAGTG 

GAGATAAAGGACCCAATCATAAGCATTTTACAGTATGGATACCCCATTTTAAAAAG 

GTAAACTGAGGCACAATGCAATTTTTTTTTTTTTTTAAGGAGTTTATTTGAGCAAA 

CAGTGATTCATGAATCAGGCAGCACCAAACCAGAAGGAGGCTTTGCTGAANAAGGA 

TGAGGGACAAGCATTTATAAAGTGAATGTAGATGTAATACAAAGAAAATATTTGAA 

CCGGGTGCGGTGGCTTACACTTGTAATCCCAACACTTTGGGAGGCCAAGGCGGGCA 

GATCACAAGATCAAGAGATCGAGACCATCCTGGTCAACATGGTGAAACCCCATCTN 

TACTAAAAAATACAAAAATTANCTGGGCGTGGTGGTGCGTGCCTGTAGTCCCAGCT 

ACTTGGGCGGCTGAGGCAGGANAATTGCTTGAACCCGGGAGGTGGAGGTTGCAGTA 

AGCCGAGATTGCACCATTGCACTACTCCAGCCTGGTGACAGAGAGAGACTCCATC 

SEQ ID NO: 434 

GANNNGTGCGATANNATGNNTGTCTTTTTTTTAAAGTNTTTCNNATNGNAGNGAAN 
CCCCCNNANNTNNCATAANGAGAGATNACTACNGTACANATAGNGNCANACNGATA 
GTAGTANCAANATTGTNTTAGCTANATNANTCAATAGATATCNAGATANAANAANA 
NCNNGGATATACAGCGATGTNTNANNGGNNNNNNNANGGAACGAACATCNACNTTA 
ANNATAAGCTNGNGGAGAGAGACANGTANGTTATANANNAGAATNGNAGTAGGNGT 
GATCATAATAGNNNNNANNTANTATATANGATNTTANTGNNCTNTNNTNNGTTTAT 
CNNNAATNTCTATNCTNGAGAGNAGCNNNATNNNNAGGCGANGANATTGGGNNNTN 
CTCNTNATAGANANCTGGTGTCNNANAANTACNTCATCTATTNANCTCTCACNANA 
TGGNANNATANAGNAGNGNNNTNNANAGGANTANGCATAGNGNNTNNCTNAAACAA 
A ANNN A T A AG ANN T C T C GNN A AN AN GGGCCTNTNNTNTAGCGAGGNNTT AN T T T N T 
ATANTTNTTCNCTCTTNNAATANNTANGATANATGANCTNGNNGTGATANATANNN 
NNTACNGTNAANNTNTANTCNTATAATAGATANAAATATAGGATNTTNCTCTGGCN 
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GGTNGAANANTTNNTNCNNTTTNAATAATGNTGTTAGNGACNGNGNTNTNANANNN 
NNTTAGAAAGGTACTCTATATACTNNTATGNTNCGGCNNATAATANAACAGATGTT 
T G T A T N AA T A T N AAAN AAG G T CNN T T T C GN C AAG AG AANNN T GN C T G G T N A T AG AA 
TTAGCATAANTTANNTANTATGATNNANTNNTNCTACNANTNTTAGCNNTTNGCAG 
NAGTCATTNNGNATNTATNNNGNNTANTAGTNANTTGGGNCTNNTNCAGANTATAT 
TNTGNGAANATGAANNTACGNANTCCTNNGNANTATNATNNTGANTANGANAANCN 
ANANNTNTTNTANNANTGNCTATANATTGCCNNGATANATTNTNNNAATGAANCGA 
TAGCCCGCNCTAAGGANNTNNGTNANNTAAANNTCTCAGATAANNTACNTNTTNNT 
TATTAANCNANNATCACANTATANCNGNGACANNNGCGANANTATATGTATGNNAN 
TATNACNGNTCCNNNCCGNGAANNTANTCNTANNAGGCATTCNGNNGAGCTNTTCT 
N C T AG AC NAT T T NN AN T G AAANN A T G C N GNN AAAA AC G ACNNN C T T N AAN T T N T G T 
CTACANTCCGCNNTNTTTNTACAGATNGCAGNTAAGNNNANTNANNGCTCTCANCT 
NGCTNNNACT 

SEQ ID NO: 435 nt : 741 

AAGCAGAANTNTCTCTAAAAACATTATCTCCTTAAAATCTTGAGGTGCATATNAGA 

GCCACAGGCAATCTCTGACATATAAAATTGCAGTACAGGCCTTTCAAATTTGGCAT 

TTCACTGGTACAATACAACAACCAAGATATATAATAACTGTACAGTGCCTAGACAT 

T CC AG T AAGAACC AT TATTTTCTT TAATGTAGAAT GAT T AAT AC AT AT T C T AC AAG 

GGGCAGTAAGGTTAGTAATTCTATAGGGTATGTCCCGACATAATTTTCAAATTGTA 

C AAT AAC AC AAAC AAC T T T GT T AAGGC C AT GT T TTATTTGCT GAT T AAT GGAC AAA 

AGGCAATGTAATTTATTTTCAAGTATTTTCTTGAAAGTCTGTGCTCATAAAAATCA 

TGAAAAGTTGGAAAGACTGTTAAATCACTGAAACTTCAAATATATCTTACACAATC 

T T GT T T GT AC AAAAAT AC AAGT T AAAT AT AAAC AT AAAGC AAT C AT GGT AAT T T T A 

TGCAAATCTGTTTTATGTGATCATCAGTTATATATAAAAGTTTCTCAGTTCTGTTA 

TTTGTGAAAAGATCAATACCAGATTGAATGACTACCTATTGGCAAAGGGCCCTAAA 

AAGCTTACTTTAGCACTCATCTTTTACATGGTTAAATGCATTTCCTAATTTGAGAT 

C AC C T AAAC AC T G G AAAAG AAAAAAAAT G AAAG G G C AG T AT G T C CAT AAAC C AAC A 

AATAATTTGGCTG 

SEQ ID NO: 436 nt : 485 

CGAAATTTCCTTGTGACACAGAGGAAGGGCAAAGGTCTGAGCCCAGAGTTGACGGA 

GGGAGTATTTCAGGGTTCACTTCAGGGGCTCCCAAAGCGACAAGATCGTTAGGGAG 

AGAGGCCCAGGGTGGGGACTGGGAATTTAAGGAGAGCTGGGAACGGATCCCTTAGG 

TTCAGGAAGCTTCTGTGCAAGCTGCGAGGATGGCTTGGGCCGAAGGGTTGCTCTGC 

CCGCCGCGCTAGCTGTGAGCTGAGCAAAGCCCTGGGCTCACAGCACCCCAAAAGCC 
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TGTGGCTTCAGTCCTGCGTCTGCACCACACAATCAAAAGGATCGTTTTGTTTTGTT 
TTTAAAGAAAGGTGAGATTGGCTTGGTTCTTCATGAGCACATTTGATATAGCTCTT 
TTTCTGTTTTTCCTTGCTCATTTCGTTTTGGGGAAGAAATCTGTACTGTATTGGGA 
T T G T AAAG AAC AT C T C T GC AC T C AG AC AG T T T AC AG A 

SEQ ID NO: 437 

GGTTTTTATACTTGCCATGAAACTGTTCTTTGGGATATTATTTTGTTCAGGTTCCC 
CACTTGGACAGCAGAGGGGGTGACTCTGCCCATCCCTGCCACTGGTAGCCAGGCGG 
GCAATGTCTGCTAGCAGTCTGCTTCTGTCTGAACTCAGCCAGCAGAGGCAAACTCC 
CGGTTCCCCGAGAAACACTCTGAAGGCAGGGTGGGTGACTCCACCCACCACCGCCT 
CTCCTAGCCATGCAGGCCATGTCTGCTAGAGCTTCCAGCGCAGTGGTCCTAATTCT 
GTCTGAATCCGGCTGAGGGGTGCAGCCTCCTGTTACTGCCCAGGGAAACACCCAGA 
TGGCAGGGTGGGTGACTCCAACCACCTCTGCCTGTGGTAGCCAGATGGGCCACACC 
TGCTAGAGCTTCCAGCCCAGCAGTCCCGCTACTCTGTGGGTGGGTGCCATCCCCTG 
TTCCTCTGGGAAGCACCCAGACAGCTGATTACGTGACCCCACCCACTTCTGCAGAT 
CCTAGCTGAGCAGGACTTGCTGGTTTGGACAATGCCCAAGCAGGGAAGAGCCCTCA 
TTCTCTTATCACTGACAGAGGTGAGATGTCCGANTTTGTANGCTGGTGGAGGAGTG 
AGGTGGAGGAGGTATGCCTCT 

SEQ ID NO: 438 

GTTATTCAGGTATCCATCAAAATTTTATAAGAGGGCCGGAAACATCGGCTCACACC 
TGTAATCCCAGCACTTTGGGAGGCTGAGGCAGGTGGTTCACTTGAGGTCAGGAGTT 
CGAGACCAGCCTGGCCAACATGGCAAAACCCCGTCACTATTAAAAATACAAAACAT 
TAGCTGGGTGTAGTGGCAGGTGCCTGTAATCCCAGCTATTCGGGAGGCCTAGGAAG 
GAAAATGGCTTGAACCTGGGGGTGGAGGTTGGAGTGAGGCAAGATCACACCACTGC 
ACTCCAGCCTGGGCGACAGAGCGAGACTCCATCTCAAAAGAAGAAAAAAAAAACAA 
C AAAAAAACC T T TAT C AG AT TAT C AGAGGT T AT C AC T AC AGAGGG AGGT AAAAT T G 
G AG G GAAAAG G G T AC AAA TTTATTTCAC 

SEQ ID NO: 439 nt : 741 

AAGCAGAANTNTCTCTAAAAACATTATCTCCTT AAAAT CTTGAGGTGC AT ATNAGA 
GCCACAGGCAATCTCTGACAT AT AAAAT TGCAGTACAGGCCTTTCAAATTTGGCAT 
TTCACTGGTACAATACAACAACCAAGATATATAATAACTGTACAGTGCCTAGACAT 
T CC AGT AAGAACC AT TATTTTCTT TAATGTAGAAT GAT T AAT AC AT AT T C T AC AAG 
GGGCAGTAAGGTTAGTAATTCTATAGGGTATGTCCCGACATAATTTTCAAATTGTA 
C AAT AAC AC AAAC AAC T T T GT T AAGGC C AT GT T T T AT T T GC T GAT T AAT GGAC AAA 
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AGGCAATGTAATTTATTTTCAAGTATTTTCTTGAAAGTCTGTGCTCATAAAAATCA 
TGAAAAGTTGGAAAGACTGTTAAATCACTGAAACTTCAAATATATCTTACACAATC 
T T GT T T GT AC AAAAAT AC AAGT T AAAT AT AAAC AT AAAGC AAT C AT GGT AAT T T T A 
TGCAAATCTGTTTTATGTGATCATCAGTTATATATAAAAGTTTCTCAGTTCTGTTA 
T T T G T G AAAAG A T C AAT AC C AG A T T G AA T G AC T AC CTATTGGC AA AG G G C C C T AAA 
AAGCTTACTTTAGCACTCATCTTTTACATGGTTAAATGCATTTCCTAATTTGAGAT 
CACCTAAACACTGGAAAAGAAAAAAAATGAAAGGGCAGTATGTCCATAAACCAACA 
AATAATTTGGCTG 

SEQ ID NO: 440 nt : 203 

T T GAGGAAGGG T C T AC TGTCTTTT T AAAT GGC AC AAT T T T AAGAGGT T T GAG AGG T 

ACAGTCCCTTAACCTGCCACGGGAGAGGGGCCCCCAAACTTTCTTCCCCCCACACT 

TCTGGTTTTCTGTGTGGAGGGGGAGCAGGGATATCTAAGCTGTGGTGTGAAAGGGT 

AGGAGAGATGCTGGAGGTGGGGGTGCTGTGTTCTA 

SEQ ID NO: 441 

TTTCCTCGGGAAGCGCGCCATTGTGTTGGTACCCGGGAATTCGCGGCCGCGTCGAC 
AT TTTTTTTTTTTTTTTTTTT T AGAAT GAT T AAC AAT T TAT T GAG T T T TAT T TAT C 
TACAAAAATATAGCAATACAGNGAACTTCACCAAATCCTAAATATTCAGTACCTGA 
ACTGGCTACAACACCGNGTGCACACCCAGTTCCTGCAGAATCTCTTGCAGATATGG 
GAG AG T C AGC C AG T G AAAAG AT CCATTTCT T GGG AAT C C T T G T C AAC AAG AC C AG T 
TCAGAAATCCAGGATATATAGAAGCCTACTGTAATTTAAAAACAGTAACAAAAACC 
CCAACAAAACCCAAAT C AAC AAAGACCAAGATAAAGGNGT GAT AAAC ATT AAT TGT 
AATGGTTTTCCTTTACATGCAATACATGCATTTTAAAATCACTAAGAAACACGAAA 
TTTTGTAGAGCAAAGTTTGNGTTTCACGTAAGTGCAAATGAATATATATTTTATTT 
TTTATACTATTAAATTATATATATTTTTTCCATACAAAAGCACACAGTGTTAATCT 
ATAAAATGACATCCAAGTGGATGATGATTGTTTTTGCATGTCCCCCTGCTTAGATT 
T T T T T AAAAT AT AT AGT C AAAAAT T AAC AT CC T T C T T T AAAAAT AC AG AAG GG AAA 
AANGGGCAAAAAAAAAAATCTAGACTCGAGCAAGCTTATGCATGCATGCGGCCGCA 
ATTCGANCTCGGNCGACTTGGCCAATTCGCCCTATAGNGAGTCGNATTACAATTCA 
CTGGGCCGNCGNTTTACAACGTCGNGACTGGGAAAACCCTGGCGTTACCCNNCTNA 
TCGNCTTGNAACAATNCCCNTTTNGCCAGNGGGG 

SEQ ID NO: 442 

T C AC TTCGTATN G AAN C T G T T T G G AC T T G C T C AAC AAG AC CTTATCTT AAC A AAAA 
GT AAC T T AT AG AAAAGGG AGAC AT T CAT T T AAC T T CAAGCC CAT AT T AT T C T T AAA 
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AGCTGACTCTTGAAATAGTATTTATTGAGTCATAGTGGAGTCATGGGACTTTTTAA 
GGGCCGGAAGGGACTATTTAGATCATCCAGTCCCACCCTGTCATTTTATGGAGGAG 
GAAACTGAGGCCTAGATAAGATAACCAGTTAGTGGGTCCACTGACCTTTAGGACAG 
T AGT C T AT CC G T AAGAGAC AAC AT GGAG AAAGAAAT AC AAC G T T T T T AT AGT GAAT 
TATCATCTTACAAAGAATATTCTTCCCATATCGCACTTTTAAAAAGTGGGTACCTT 
AGTCAAATAGGAGAAAAAACCACTTGAGTAGTTTCATCCTCAGGTTTTAGGTGAGG 
AAACTGATACTCAGATTAAATAACTTTAAGCACACAGAGCCTGAATGATAGTCTTA 
TTTGAGCTCATCTGTGCTTTTAATGTGTACTACGTTAGGTGTTTTCACTTGCATTT 
CCTTTAGTCTTATTTGAGCTCATCTGTGCTTTTAATGTGTACTACGTTAGGTGTTT 
TCACTTGCATTTCCTTGTTTGACGTTGACAATAAATCGTGAAGCTGCCTTATCTAA 
GNAGTCCTAAAGTAAATCATTGGAACACATGTANCCAGTTTGTTGTTTTTATTTGC 
C AGG TNT C AAAT AT AAC T GAAAAC C C AT GC T AAC T GAC TNAT T T T AAAAGNT GTN T 
GGGGCATGAAANGATTGCTCTGCCTGGGCGGGNGGTTNANCCTGNGTCCCCCNTTT 
NGGAGNCCACCCANGANGCGATATTTNAGGGNNGATTCNAAACCCCTGGCACGNGN 
NAACCCCNT T T T T A A AN AN A A A AN AN C G GNN G 

SEQ ID NO: 443 

TTGTGTTGGTACCCGGGAATTCGCGGCCGCGTCGACGGAGTTTTACCTTATTACAC 
T T T AAT C T C T GGAT T T AC CC C AT C T CAT TTCTCTTT T AGGAAAAC T GT T T GT AT G T 
GGTGGCTTTGATGGTTCTCATGCCATCAGTTGTGTGGAAATGTATGATCCAACTAG 
AAAT GAAT GGAAGAT GAT GGGAAAT AT GAC T T C AC C AAGGAGC AAT GC T GGG AT T G 
CAACTGTAGGGAACACCATTTATGCAGTGGGAGGATTCGATGGCAATGAATTTCTG 
AATACGGTGGAAGTCTATAACCTTGAGTCAAATGAATGGAGCCCCTATACAAAGAT 
TTTCCAGTTTT AAC AAAT TTAAGACCCTCTCAAACTAACAGGCTT AGT GATGTAAT 
TATGGTTAGCAGAGGTACACTTGTGAATAAAGAGGGTGGGTGGGTATAGATGTTGC 
TAACAGCAACACAAAGCTTTTGCATATTGCATACTATTAAACATGCTGTACATACT 
TTTTGGGTTTATTTGGAAAGGAATGCAAAGATGAAGGTCTGTTTTGTGTACTTTTA 
AGAC TTTGGTTATTTTACTTTT T G G A A A AG A A T A A AC C A AG A A T T GAT T GGGC AC A 
TCATTTCAAGAAGTCCCCTCTCCTCCACATTTGTTTTGCCAATTTGCACATTAAAT 
GACTCTTCCCTCAAATGTGTACTATGGGGTAAAAGGGGTAGGGNTTAAANATGTAA 
ACAGTTGGGTTTTTTAAGGGNCCTTTTTCATAACTGGAACACTCTNTACAAGGNTN 
CTTNTTAAATAAATAACTTGACTTTTTTGTTTTNTAAANGNANCTTCNTGCTTCCA 
TAAAAAAAAAAATTTAANTNGNCANCTNTGCTGCTGCGNCCANTTNGCTNGNCCNT 
GGCATTCCCTAGGGANGNTNAATANTGGCNNNTTAACNNGGCNGNAACNNNNNCCA 
NT 



Clean Copy 

SEQ ID NO: 444 

GGGCGATGCATGCTTTATTAAGGCTCTTGTTTCACCTGGCAGTGTACTGTATCAAC 
G T AT AAT AC AG AAAAAAAAT C T C T T T AAGGT CC T C C T T C AC AAAG AC AT AGAGT G A 
AAC T C C C T T T AC AT G T C AG TAT T T G T T C AAC AC T T T AGGC AAC T T G AC T G T C AG T G 
T T AAAAT GGAAAAC AGGAAAAT GGAAAAAT C T G AC C AAT TCTGCCACCTT GAG AC T 
TTCATATAGACCTTGCACAACAATTGTATAGATCACACACCGGCTGTATTTAATAT 
GTAACATTTTCACACATATTAAAGATACAGAAGTATTAAAAAACCCCCAATGTTAA 
TGTATTTGCTTAAAAGGCACAAGTTTCACATATCTGTCTAGCTATCTGTTGGTAAT 
ACAGAAAGTATACTACTTTTTTAAAAAAGTGGGCAGAATTCTTGTGTATGTATATT 
TGTGTGTACAGTATGTGTATGTGTGTATATATATATATTATATATATAGATAATAT 
AT AAAT AT t T T T T T T AAGGAGAAAC T AG AAT G T T T AGC T AGAAAAT T C C AC AGCC T 
G T G A AG A A A T A T T T C A A A A T G G C C A T AAAG G A G G T A A A A A T G A A A AC CAT AAC C T A 
ACTTTTATAGAGGCTTTATCTTTAATTTAACGATGTGCGGAGGACTTTCTTGCTTG 
AATCTGTTCCGGGCTGTCTGCTCTGTCCATCAAATGGGCAGGTCTGGGAATGAGGC 
ACCTTCGGCCGTTCAGAAGTGGCCTGAACAGAATGCTGGAACCCAGGCTGGACTCG 
GAC 

SEQ ID NO: 445 

C AAAC CTGCATGTTC T GC AC AT G T AT C C AGG AAC T T AAAAAAAAAAAAAG AT AG T T 
TGTGTGTCT T AAT T GAAT AAT AGT AGAT T T AT AGAT T AAAGAT C T AT GGGT T T T T A 
ATATGGATTAGAAATCTGTGGGTTTTTGATATGGATTAGAAATCTGTGGGTTTTTA 
ATATGGATTGGAAATCTGTGGGTTTTTAATATGGATTAAAAAACATCTGTGGGTTT 
TTAATATGGATTAAACATCTGTGGGTTTTTAATATGGATTAAACATCTGGGTTTTT 
AATATGGATTAAACATCTGTGGGTTTTTAATATGGGTTAAAAATCAAAAGAAAATG 
AAC T AT T TGCTCC AGT GC AGGAAAAT AC AGGC AAT AC TGGAT AC AAT T AGAT GGTC 
AGGAGCGATAACCCGGTTGCCATTGTTTGAAGAAGAGAATAAGGTGCTAGCATTCC 
TATCCGT AGAT AAT TTGACAGCTAGGAAATAGGGGGAGTCTTCTATGT AGT T AGT G 
AAGGCTAAATGAACTATTATATGCAGTTATCGTAGAAGAGTACTCAAAAAAATCTG 
TAAAAAATAAAGAAAGGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCACTTTG 
GGAGGCCGAGGCGGGTGGATCATGAGGTCAGGAGATCGAGACCATCCTGGCTACCA 
NGGTGAAACCCCCGTCT 

SEQ ID NO: 446 

C AAG AC T C CAT C T C A A A A A A A A A A A A A A A T C T AC AG T GC T GAG TAT AT AAAAT TAT 
T AAC AC AT T T C AC AAC AAT AT G T G T T T G T GG AG T T AAAT AT TTTTTGTCT T T AAAA 
CAGGTAATTTTAGTGCATACTTAATTTGATGATTAAATATGGTAGAATTAAGCATT 



- 257- 

Clean Copy 

TTAAATGTTAATGTTTGTTACATTGTTCAAGAAATAAGTAGAAATATATTCCTTTG 
TTTTTTATTTAAATTTTTGTTCCTCTGTAAACTAAAAGAACACGAAGTAATTGGTC 
ACAATTACTGGTGTTTAACTGCCAAATATGGGTAAATAAGGGAAAATTTTGTTTAA 
TATTTAGTCCTTCTGAGATGGCTTGAATATTTGAATTTTGTTGTACGTCTATACTG 
GGTAGTCACAAGTCTTATAAACACTTTAGAGGAAAGATGGATTTCAGTCTGTATTT 
T T AAAC AT CAT T T AT T T TAAAT CTGGTGCT G AAAAAT AAG AAAAAAAT TAAAC T GC 
ATTCTGCTGTTCTTCTTTAGAAGCATTCCTGCGTAAATACTGCTGTAATACTGTCA 
TGCAAAGTGTATCCTTTCTTGTCGTATCCTTTTTGGGGCAGTGTTTTTTTGTTTTT 
TTCCTAGAAATGTTTGTCCTTCCCCCACCTGTTGATCCAGGTTAAGGAATACTTTT 
TTACACTTTATTCAAA 

SEQ ID NO: 447 

CTTTTCCTCCCGCTGTCCCCCACGGAGGGGACTGCTCTCCCCCGCTGCATCCTTTC 
TGTGAGGTACCTTACCCACCTCAGCACCTGAGAGGGTGAAATAGAATTCTAACCTC 
GACATTCGGGAAGTGTTTTTGAGAAGTCTCGGTCGGTAAGGGAAGTCTTCCAAGTC 
CGTGCAGCACTAACGTATTGGCACCTGCCTCCTCTTCGGCCACCCCCCAGATGAGG 
CAGCTGTGACTGTGTCAAGGGAAGCCACGACTCTGACCATAGTCTTCTCTCAGCTT 
CCACTGCCGTCTCCACAGGAAACCCAGAAGTTCTGTGAACAAGTCCATGCTGCCAT 
CAAGGCATTTATTGCAGTGTACTATTTGCTTCCAAAGGATCAGGCCCTGAGAACAA 
TGACCTTATTTCCTACAACAGTGTCTGGGTTGCGTGCCAGCAGATGCCTCAGATAC 
C AAG AG AT AAC AAAG C T G C AG C T C T T T T GAT G C T G AC C AAG AAT G T G GAT T T T G T G 
AAGGATGCACATGAAGAAATGGAGCAGGCTGTGGAAGAATGTGACCCTTACTCTGG 
C C T C T T G AAT GAT AC T G AGG AG AAC AAC T C T G AC AAC C AC AAT CAT G AGG AT GAT G 
TGTTGGGGTTTCCCAGCAATCAGGACTTGTATTGGTCAGAGGACGATCAAGAGCTC 
ATAATCCCATGCCTTGCGCTGGTGAGAGCATCCAAAGCCTGCCTGAAGAAAA 

SEQ ID NO: 448 

CAAGAACTCTGGGACATTTGCAAAGGGTATGGCATATGTGTAATGGGAATACCAGA 
GG AG AGG AAAG AC AGG AAG TC AAAAAAAGAAT T T TTCCAAAT T AAT GAT AGGT TCC 
AAACCACAGATGCAGGAAGCTTAAACACCAACAGGATAAATAAAACAAAATCTACG 
CTTAAGCATATCATACTTAACCTGCAGAAAATTACAGACAAAGAAAAAACACCAGA 
GGGGAAGCTGGCAGAAACATACCACCTATAGCGGAAGAAGAATAAGAATTACATCA 
GACTTCCCTTCAGAAATCTTGCAAACAAAAAGATGTAGCACAATATTTAAAGTATT 
AAAGGAGGCCGGGCCCGGTGGCTCGGGCCTGTAATCCTAACACTTTGGGAGGCTGA 
GGCAGGAGGACCATGAGGTCAGGAGATCGAGACCATCCTGGTGATGGTGATACCCC 
ATCTCT ACT AAAAAT ACAAAAAATTAACCGGGCATGGTGACACGCACCTGTAATCC 
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CAGCTACTTGGGAGGCTGAAGCAGGAGAATCGTTTGAGCCCAGGAGGTGGAGGTTG 
CAGTGAGCCGAGATCACATCACTGCACGCCTGGGCAACAGAGCGAGACTCCATCTC 
AAAAAA 

SEQ ID NO: 449 

CGACCCGTTTTAGTCAGGATGGTCTCGATCTCCTGACCTCGTGATCCGCCTGCCTC 
GGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACCGCGCCCGGCGTAAATCAG 
GTTTTTTAAATGTTTGCCAAACCTTATCACTGACTTTTATAACAAAATTATTTACT 
ATAATCATTAGGGAATATTTAAGTTCTGCTAATACTTAAAATTGCAGAGTGCTAAA 
ACCAGCAGTGAGTTTAGAATCAAGCTAAGCTTTATTGTTGCTACTATTTGAGGCAT 
ATTAGTTGACTGGTGTTCATATGCAAGGCAGTCTACTGGGTGCAACAAGGGTTAGA 
AG GAT AT T T T T AAAAAAC T GACC C T AT T C T C AGGAT GAAAAT AAT AC AC T AG T AAT 
AGTCTGCTCTGTTGGTTAACTCCTCGTAAGGAGGTACAATTAAAATGCTGTAGTGT 
TGCAAGGGAAGGAGAGGAAGAATCATATTCCTTCACTAGCAGGATCAAGAAAGCTT 
TTATAGAAATATACAAAATCTTCACTTCTTGAAGGATTGGTAAAATTTAATAGCCA 
ACATTGGGCACTTATTCATTCTCTGAGTAAATATTTATTGCATGCTTATCTTGTAT 
CAAGCATTGTGATGAAAGCACAAGAATGAAAGAGGAGGGAGAATGTTTAGAGAATA 
AGGGCTGAAACACAGATTTTGTAGGGAGCGTAGGGGAGACTGANAAGACAGGTTCA 
GGTTAGTAAGGGCGCTCATATTTTGACCCTGAATGTTAACTATGTGCACATCATGC 
TAGCTATTCTAAATCAGGCATTTTCAAATGGAAGCAGGCACTGACATTTT 

SEQ ID NO: 450 

CGTGAAGGGTCTTTATGTATTAGTATTAGAGTGATCTTTTGATTATTTTCCTCACT 
ATAAGGAAATTATTTCCTCAGGATGAGCTGCCATAACATTCCACTGTCTGATGGCA 
ATTTTAAAGCCTGAAATTGAAGCCCATGGCTAGGCTATGAGAACCCTAGTTCGTAT 
AGTAAAGTTGATATCTTCTGGATGTATACTAATTTTAGGCTTTATTTTAAAACTGC 
TGGAAAC T GAAAC T T AGAC AAAAGT AT T T T C AGGAC AT CAT T T AC AAT GT T T AGC C 
C T AAAGAG T C AAGC T GT GGGAT T C T GAG T C T T T C AT AT GT T AC AGC AGAAAC T T AA 
AAGCAAGAGGAAATTGGCTGGGCACAGTGGCTCTGTAATCCCAGCACTTTGGGAGG 
CTGAGGTGGGTGGATCATGAGGTCAAGAGATTGAGACCATCCTAGCCAACATGGTG 
AAACCCCATCTCTACTAAAAATACAAAAATTAGCTGGGCGTGGTGGCACACGCCTG 
TAATCCCAGCTAGTCAGGAGGCTGAGGCAGGAGAATATCTTGAACTTGGGAGGCAG 
AGGTTGCAGTGAGCCAAGATTACATCACTGCACTCCAGCCTGGTGACAGAGCGAGA 
CTCCGACT 



SEQ ID NO: 451 
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C T GAAAC T GC AC T G AAC C C AC AGG T AGG T T AC AT C AC AGG AC AG AAAT C T G AGG AG 
CTGGAGAAAGCAAAAGAATAAAGGATGGGCTGACACCAGAAGGAATTAAAGGAATT 
T T TAT AC T GAAC T T C AAT T AC T T GT T CAT T T GAAG TTTGTTTTTT T AAT GAACGT T 
TTTGCTGTTACTTAAATATAGTGTTTTGAAAGTGTTTCAAATGTATTCAAGTTGGG 
ATTTTCCATATTTTACTACAGTTCTGTCTTAGTATGTTCACCATAAAACACTTATC 
ATTAAAGCTCACAAAGTGCTTTTTTGTAATATGAGGATAAAATGAAGCCATATAAG 
AATTTTTTTATATCTGTACATTTAACCCACATTTGAGCTTTAGCCAAAATATATAG 
CTTTTTTTTTTCTGACCTGGCCAACGTATTATCCAGCAAACATCAACTGAAGCAAT 
ATGGAAACACTTCCAAATGTTTGCCAATAATGCTATTAAGTGACTGATGTCAACAT 
T AGT T AC AT GGC AAAC T AAAGAGGC AT T AT AC AT T T T T AAAAC AC AC T AAC AT AT A 
ACTGTAGATAATGTAAGGTTTATTTATATGCATATTTCATAGTATATTTAAATGTT 
T AAAT AT AAAAAAGGGT T T T T AAAC AC T T T T AAT T T T T AT C T T T GAT t T T T T T TAT 
T GAT AT C T C T T T C C AGGC T AC T AAT AAAAT T GCC AGAAC T AAAC T AT C AGGT AAAG 
GTTAAGGCATCAATTGACAAGTAAGTTTTCTAATTTCGTTTTGAATTACAATTCCA 
AATGTAAGACTTTTAAAAATGAATGGCCTTTATTTTATAGAATAATTTTGACCTTT 
TAAATTTACTTATCTAACATTATATAATGAATGTACTTCAAATATTTGACTTTGAA 
GT C AAC AT T AAC AAAT T C AT GGAT CC T AAT T AAAAT T TACT AT AAAAC TGGAATC A 
TTTATTACTTCCTT 

SEQ ID NO: 452 

TTTTTTTTTTTTTAAAAGAGATGGGTTCTCACTATGTTGCCCATAATGTTTATGAG 
ATTAAGTTCATCTTTTTTATCTGAGTAGTATTTTATTGTATGAATATACCACCATT 
TATTTATCTGTTGGTTATTTCCAGTTTTGGGCTATAATCCAAAATGCTTTTTTCAA 
ACAATAGGCTATATATCATTAATGTCCGTTTATCAGCAGTATAAAATATCTTACCA 
T AAAT AT T AAT AAAAGAAGC AT T CAT AT AT AAAAT AT AGAT AT T T C AAACCC T AC A 
GAGGGCCTTTTAATGATTAAATATTTTGTCCTTACAAAAAGGTCCAGGTAATTACA 
CCCATGAGGTTAACCTGCCTT AGT GCAGGACTT AAAAT AAGGCTTCTCCTGCCATC 
TCTCTCCATTTGTAGAATGTGAAATTCTTTAAAATGCATCCTATATTAGGAATACT 
ATAGCTGTGCACTGGTGTTTGTTCTCTTCTTTAAACTCGGGACCGTATATATCTGC 
TCAAATTGCCCAAGTATACATATGCTGCACTCCATCAAGTGTCAGGCCACATTCTA 
TCAGCACAGCGTGACTGCCTATCAGTGACAATATAAGTGAGCTCTATTTGGATCCC 
TCTTACCCTACCTTTTATATTTATGACAGCATTATCATAAAACTCCAATATTCTTC 
AATAACTTACATGTTTGTTGTAGGATAAAATTATTACCCTCAATGAACTACAT 

SEQ ID NO: 453 

ACCAGCTTCTTCACAGGTTCCACGAGTCATGTCAACACAGCGTGTTGCTAACACAT 
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CAACACAGACAATGGGTCCACGTCCTGCAGCTGCAGCCGCTGCAGCTACTCCTGCT 
GTCCGCACCGTTCCACAGTATAAATATGCTGCAGGAGTTCGCAATCCTCAGCAACA 
TCTTAATGCACAGCCACAAGTTACAATGCAACAGCCTGCTGTTCATGTACAAGGTC 
AGGAAC C T T T G AC T GC T T CC AT GT T GGC AT CTGCCCCTCCT C AAG AGC AAAAGC AA 
ATGTTGGGTGAACGGCTGTTTCCTCTTATTCAAGCCATGCACCCTACTCTTGCTGG 
TAAAATCACTGGCATGTTGTTGGAGATTGATAATTCAGAACTTCTTCATATGCTCG 
AGTCTCCAGAGTCACTCCGTTCTAAGGTTGATGAAGCTGTAGCTGTACTACAAGCC 
CACCAAGCTAAAGAGGCTGCCCAGAAAGCAGTTAACAGTGCCACCGGTGTTCCAAC 
T G T T TAAAAT T GAT C AGG G AC CAT G AAAAG AAAC TTGTGCTT C AC C G AAG AAAAAT 
AT C T AAAC AT C GAAAAAC T T AAAT AT T AT GG AAAAAAAAC AT T GC AAAAT AT AAAA 
T AAA T AAAAAAAG G AAAG G AAAC T T T G AAC C T T A T G T AC C G AG C A AA T GCCAGGTC 
TAGCAAACATAATGCTAGTCCTAGATTACTTATTGATTTAAAA 

SEQ ID NO: 454 

ACATTCTGGAAAAGGCAAAAGGGAGGAAGAACTGATTAGTGGTTAGCCCAGGGTTA 
GAGTTGGGGAGAGGATATAATGAGGGAACTTTTGTGGATTCTGTACCATGATTATG 
ATTACACAAACCTATGCATACATTGAAACACATAGAACTATACGTTGAAAAAAGTG 
AAT CTGCCTGTAT G T AAAT T T AAAAG AAAAAT AT T T T T T T AAAAAAAC AG AT GC T T 
CTTAACACATTATCATCTATGTCAGTTTAACAGTTAGTAGACTTAGGCCAGGTGTC 
ATGGCTCACTCCTGTAATCCCAGTGCTTTGGGAGTCTGAGGTGGGACGATCTCTTG 
AGAC T AGGAGGGAGT T T G AGAC AAACC T AGGC AAT GT AAT GAGAC T C T T T C T C T AC 
AAAAAATTTTAAAGTTATCTGGACATGGTGGTGCCTGCCTGTAGTCCCAGCTACTT 
GGGAGGCTGAGGTGGGAGGATTCCTTGAGCCCAGAAGTTCAAGGCTACAGTGTGCT 
ATGATAGAGCC ACT GCACTCCAGCCTGGGCAACCAGGTGAGACCTTGTCTCT AAAA 
TGAAT AAAT AAAT 

SEQ ID NO: 455 

TGGTCTTTCACCCAGCCAGGGAGAAGGTTCTTCGCTCAGTATGAAGAAAAGCAACC 
CAAAACTCTCAATCTGATTTGTTTTTGTTTATGTCGATGCCCTGTAGTTTGAAAGT 
GAAGTAAAGATTTAGAATTCACCTAAGTCCAAAGGAAAACACGTGGTTTTTAAAGC 
CATTAGGTAAAAAAAGTTCTCAATAAAGGCATTACAATTTTTTAGGTTTAGAAAGA 
TGGACTTTTCTGATAAATCTTGGCAGACATCTAAAAAAAAAACCATATTTTTCACA 
AGAAAATGCAAGTTACTTTTTTTGGAAATAATACTCACTGATTATGGATAAAATGG 
AATATTTTCAGATACTATATTGGCTGTTTCAAAATAGTACTATTCTTTAAACTTGT 
AATTTTTGCTAAGTTATTTGTCTTTGTTGTATCTATAAATATGTAAAAAATATTTA 
AATAGATGTACCTGTTTTGCTTTCACACTTAATAAAAAATTTTTTTTTGT 
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SEQ ID NO: 456 

CGGGATCCCTAGTATAACACATTCAGTGTTCCCCTTTCAGTCTTACTACTTTGACC 
GCGAT GAT GT GGC T T T GAAGAAC T T T GC C AAAT AC T T T C T T C AC C AAT C T CAT GAG 
G AGAGGGAAC AT GC T GAG AAAC T GAT GAAGC T GC AGAACC AACGAGGT GGC C GAAT 
CTTCCTTCAGGATATCAAGAAACCAGACTGTGATGACTGGGAGAGCGGGCTGAATG 
CAATGGAGTGTGCATTACATTTGGAAAAAATGTGAATCAGTCACTACTGGAACTGC 
ACAAACTGGCCACTGACAAAAATGACCCCCATGTGAGTATTGGAACCCCAGGAAAT 
AAATGGAGGAAATCATTTGCCTTAGGGATTGGGAAAGCTGCCCACTAACTGTCTTC 
CCCATTGTTTTGCAGTTGTGTGACTTCATTGAGACACATTACCTGAATGAGCAGGT 
G AAAG C C A T C AAAG AA T T G G G T G AC C AC G T G AC C AAC T T G C G C AAG A T G G G AG C G C 
C CGAAT C T GGC T T GGCGG AAT AT C T C T T T GAC AAGC AC AC C C T GGGAGAC AG T GAT 
AATGAAAGCTAAGCCTCGGGCTAATTTCCCCATAGCCGTGGGGTGACTTCCCTGGT 
CACCAAGGCAGTGCATGCATGTTGGGGTTTCCTTTACCTTTTCTATAAGTTGTACC 
AAAAC AT C C AC T T AAG T T C T T T GAT T T G T AC CAT T C C T T C AAAT AAAG AAAT T T GG 
TACC 

SEQ ID NO: 457 

TGCGCAGACCAGACTTCGCTCGTACTCGTGCGCCTCGCTTCGCTTTTCCTCCGCAA 
C CAT G T C T GAC AAAC C C GAT AT GGC T GAG AT C GAG AAAT T C GAT AAG T C G AAAC T G 
AAG AAG AC AG AG AC GC AAG AG AAAAAT C C AC T GC C T T C C AAAG AAAC G AT T G AAC A 
GGAGAAGCAAGCAGGCGAATCGTAATGAGGCGTGCGCCGCCAATATGCACTGTACA 
TTCCACAAGCATTGCCTTCTTATTTTACTTCTTTTAGCTGTTTAACTTTGTAAGAT 
GCAAAGAGGTTGGATCAAGTTTAAATGACTGTGCTGCCCCTTTCACATCAAAGAAC 
TACTGACAACGAAGGCCGCGCCTGCCTTTCCCATCTGTCTATCTATCTGGCTGGCA 
G G G A AG G A A AG A AC TTGCATGTTGGT G A AG G A AG A AG T G G G G T G G A AG A AG T G G G G 
TGGGACGACAGTGAAAT 

SEQ ID NO: 458 

TATAAATACACTCCGGGATGATTTACCCCCGGAGGTCAGCTAGTAAAATACATGAG 
TAGAATTCCTTAAAGTATGTGATAATTGCTCATCACTATCCAAGTGTGACATAAAT 
C AT AAAAAG AAT T G AC AAAAT CAGGGT C GC AAAG AG AAT T G AAAAAAAT C T G T C AC 
AACCAAAATTTAAATTGACCTCTGTCCTAGAGTATGAGAGCCACACTGAACAGAAA 
AACC AGAT AAAT C T T T TAT AAAAT AT T CAT T T GC AGCCCC AT T AACGT T GC T T GT C 
ACCCCACCTCCCCATGTCCTTGGACAAACTGAATGTATAGTAACATCATCCCAGGC 
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CAGGCGCGGTGGCTCATGCCTGTAATCCCAGCACTTTGTGAGGCTAAGGCAGGCAG 
ATCAGGAGGTCAGGAGTTCAGGACCAGCCTGGCCAAAAAGGTGAAACTCCGTCTCT 
ACTAACAATACAAAAATTAGCTGGGTGCGGTAGTAGGCGCCTGTAATCCCAGCTAC 
TCGGGAGGCTGAGGCAGGAGAATTGCTCAAACCCGGAAGGTGGAGGTTGCAGTGAG 
CTGAGATCGTGCCACTGCACTCCAGCCTGGGTGACAGAGCAAGACTCTGTCTCGGG 
GAGGGGGGTGGCGGAGATAAAGAAATAACATCATCTTATACTGTCAAGCTCAAGGT 
GTCTGCAGCCTTATCTTCAGGGGAAGTTGTGTCTTTCTCAGGGAAGATACAGATTT 
CAATTTAGAGCAAGACAGAGAGAAGTTACATTCAGAGAGGAAAATGCAGTAGTCTA 
ACTG 

SEQ ID NO: 459 

GCGGCCGCGCTCTTTTCAATTTTTAAAAAGAAGTTTGTTTTCCATTTCAGTAATTT 
CTGCTTTGATCTTCCTTATGTCCTCCTATTGAGTTGATCAGCTTTCTTTATTCTTG 
CCTTTTCTCCTCTGTGTGCCCTTTCTATTAACGTATTTACCCTTAGGCTGGGCACA 
ATGGCTGATGCCTGTAATCCCTGCACTTTGGGAGGCCGAGGCAGGTGGATCACCTA 
AGGTCAGGAGTTCAAGACCAGCCTGGCCAACATGGTGAAACCTGGTCTC TACT AAA 
AACACAAAAATTAGCCAGGCATGGTGGTGTGCACCTGTAATCCCAGCTACTCAGGA 
GGCTGAGGCAGGAGAATTGCTTGAACCTGGGAGGCGGAGATTGTGCCAAAGCACTC 
CAGCC T GGGC AAC AAAAT GAG AC TTTGTGTC 

SEQ ID NO: 460 

CACCAGGCTGTCTTCAGATACTTCATACAGAAATGAGCCTCCCTGTGGGGTCCTCT 
TCCCTCCTTCAGCCTGTCCATCAACACAGCATTGCGGGATCCTTACCATGGCATCC 
AGCCCTGGAGATGCTTCAGGAAAGTTGCAGGTCCATGCTGCAGGACAGGCTCAGAT 
CAGCAGAGACGCATCTCACATCGGGCTGTGAAATTCAAGTTGAGCTGCAATTGGCA 
ATGAGAA 

SEQ ID NO: 461 

GTTATTCACTGAGACCGTGCCCCGGTTATGAGGTTGTACCAGAAAGCAAGTATTCA 
CTATGCACACTATTCACCGCTCACCCTAGCATTGAAGCCAGCCTGTAGCCTGAAAG 
CCTTTGCTTTGAGGGCAGGTCTTTCCCCAAAATGCAGACACGAAGGTGCAAAGTGA 
AGCTGCCAGTCTTGCAAAAGATGTAACTTGTCACGAAGGCCACGAGTGGCAGGGAG 
AGCTGTCCCACATTTGCGGAAGTGGCTATGTGAGGACGGGGGAGGCGGGTCCCTTA 
GAGATGAGACAATCATAAGGGGAGATATCAGAGAAAATCGTAAGGGGAGCAGATGG 
T T GT C AAGAGAAT AGGC T GAC CAT C GAAGGAC T GGC AG AAGC T T T C AGAAAACC AC 
TGGACGGCTGGGCACAGTGGCTTAGGCCTGTAATCCCAGCACTTTGGGAGGCTGAC 
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GCAGGTGAATCACTTGAGGTCAGGAGTTCCAGACCAGCCTGGCCAACATGGTGAAA 
CCCCATCTCTACAGAAAATATAAAAATTAGCCAGGCGTGGTGGCACAAGCCTAGAA 
TCCCAGCTACTTGGGAGGCTGAGGCAGGCGAATGGCTTGAACCCAGGAGTCAGAGG 
CTGCAGTGAGTCGAGATTGTTCCACTGCACTCCAGCCTGGGTGACAGTGCAAGACT 
C C T T C C A A A A A A A A A 

SEQ ID NO: 462 

TTCGTGAGTGATGGCGTCCCGGGTTGCTTGCCGGTGCTGGCCGCCGCCGGGAGAGC 
CCGGGGCAGAGCAGAGGTGCTCATCAGCACTGTAGGCCCGGAAGATTGTGTGGTCC 
CGTTCCTGACCCGGCCTAAGGTCCCTGTCTTGCAGCTGGATAGCGGCAACTACCTC 
TTCTCCACTAGTGCAATCTGCCGATATTTTTTTTTGTTATCTGGCTGGGAGCAAGA 
TGACCTCACTAACCAGTGGCTGGAATGGGAAGCGACAGAGCTGCAGCCAGCTTTGT 
CTGCTGCCCTGTACTATTTAGTGGTCCAAGGCAAGAAGGGGGAAGATGTTCTTGGT 
TCAGTGCGGAGAGCCCTGACTCACATTGACCACAGCTTGAGTCGTCAGAACTGTCC 
TTTCCTGGCTGGGGAGACAGAATCTCTAGCCGACATTGTTTTGTGGGGAGCCCTAT 
ACCCATTACTGCAAGATCCCGCCTACCTCCCTGAGGAGCTGAGTGCCCTGCACAGC 
TGGTTCCAGACACTGAGTACCCAGGAACCATGTCAGCGAGCTGCAGAGACTGTACT 
GAAACAGCAAGGTGTCCTGGCTCTCCGGCCTTACCTCCAAAAGCAGCCCCAGCCCA 
GCCCCGCTGAGGGAAGGGCTGTCACCAATGAGCCTGAGGAGGAGGAGCTGGCTACC 
CTATCTGAGGAGGAGATTGCTATGGCTGTTACTGCTTGGGAGAANGGCCTAGAAAG 
TTTTGCCCCCGCTGCGGCCCCAGCANAATCCAGTGTTGCCTGTGGCTGGAGAAAGG 
AATGTGCTCATCACCAGTGCCCTCCNTTACGTCAACAATGTCCCCCACCTTGGGAA 
CATCATTGGTTGTGTGCTCAGTGCCCGATGTCTT 

SEQ ID NO: 463 

CAGTGAGCCAAGATCACACCACTGCACTCCAGCCTGGACAACAGAACGAGACTCCA 
T A T C A A A A A A A T T AAA T T A A A A TAT A A T AAA TTTCTTGCCGGGCGCAGTGGCTCAC 
ACCTGTAATCCCAGCACTTTGGGAGGCCGAGGTGGGCGGATCACGAAGTCAGGAGA 
TTGAGACCATCCTGGCTAATACAGTGAAACCCCGTCTCTACTATAAATACAAAAAA 
TTAGCTGGGCATGGTGGCGGGCGTCTGTAGTCCCAGCTACTCAGGAGTCTGAGGCA 
GGAGAATGGTGTGAACCCGGGAGGCGGAGCTTGCAGTGAGCCGAGATCGTGCCACT 
GCAATCCAGCCTGGGCAGCAGAACGAGACTCCATCTCAAATAAATAAATAAATAAA 
ATGAATTTCAGCTAGAAGAGCCTTATTCCATTTTCCTTTTTATTAAACATCTGGCA 
TAAGTTGGTAAGTATGTGAAGTTTATCATATATTCTTATGCGAATTATTATTTTCG 
CCTTTTTTT T T AT AAT T C T GT C T GGGAT T T GAAT AGT AGAGT T T G AAT T C AGGAAG 
G AC AC C T G T G AT AGG AC AAT AAAAT 
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SEQ ID NO: 464 

CTGATTGCAAAAACATTACAACTCAGTACTGCGGCTTTCATTCAAATAGGTTATAT 
G T AT AAAC T GAGGT T C AAC AAT AT T GT AT T T GAGAT GGGAAAGT T AAAGAAAT GC A 
AT AAT GT AAAT AAT AC T T AAGAAAAT AAGAT C T C AGGAAAC TGTGTATACTCTGTA 
CTTTTATGCAACTTTATCAGATCATTTCAGTATATGCATCAAGGATATAGTGTATA 
TGACATGAACTTTGAGTGCAAAAACTGTACTATGTACCTTTTGTTTATTTTGCTGT 
C AAC AT C T AAAT AAAGGT T T T T T T G 

SEQ ID NO: 465 

CGAAAGGACTACAGAGCCCCGAATTAATACCAATAGAAGGGCAATGCTTTTAGATT 
A A A A T G A A G G T G AC T T A A AC AG C T T A A AG TTTAGTTT A A A AG TTGTAGGTGATT A A 
AAT AAT T T GAAGGCGAT C T T T T AAAAAGAGAT T AAACCGAAGGT GAT T AAAAGACC 
TTGAAATCCATGACGCAGGGAGAATTGCGTCATTTAAAGCCTAGTTAACGCATTTA 
CTAAACGCAGACGAAAATGGAAAGATTAATTGGGAGTGGTAGGATGAAACAATTTG 
GAGAAGATAGAAGTTTGAAGTGGAAAACTGGAAGACAGAAGTACGGGAAGGCGAAG 
AAAAGAAT AG AT AAGAT AGGG AAAT T AG AAGAT AAAAAC AT AC T T T T AGAAGAAAA 
AAGATAAATTTAAACCTGAAAAGTAGGAAG 

SEQ ID NO: 466 

G T C C AGN AG AAAG T T C AG T G AC T T G T C C AG AGC T GC AGG T C T T AAG AGGC T G AAAT 
CTCGCCTCTGCCTCGAGGCTGCGGTTCCACTGACCCATACTACTTGCCTTCAGGAA 
AGAGAAATGGTGTAGGAAGGCTGTGGATGAAGACGCTTACATTCATGAAGGATTTG 
GAT AGGCGAAC AT GAGCT T T T CC ACC AAAT T T CAGAAT T T T A AG AAA T G C C T T AAA 
TTATTTCTTAAAAATCAATTTGGGGCAGACGAGAAGTTCTGATAATAGTTTTTAGG 
GAACATGATAAAATTCTGACCTTAGAAGTGGTATACCAGTTTGAGAAGAAGAACAA 
G C T AT AAAC G G T G T AG AT AAC AT T C AC GGCTATTT AAG AAAG AG T T AC T AAG G G AA 
AC CAGAAT G AC T T AAG AG TGTTACTCTTCTTTTTCT GAG AG AAC AAT AGC AT CAT C 
TCAGAAAGCCTTTCATGCCATTAATAGGTAAGAATCTGGGCTTCTTGGACCATGGG 
TTAGACTTTCTTACAAAACCATAATATGCATTTCCTAGCAAAATTTATGCTATTAC 
ATTTCCTTATCTCAACAAAGACTGGTAAATTCAGTACTTATTCCTCAATTTTCCTA 
CCCTTAAAATGGGGATATTCTGCCTCTCCAAGGAATGCTGGGAACAAGCAAGTCCT 
CATGTTAGGGGTCTTTGAGTTTTCATGGAAGTTTAGGTTATTTATATGATGACATA 
GTTGTCAACT TACT TTCAGGATGGACTTTTCTTTTGTGAGTTTGTGACCT AAAT AC 
AATAGTTGTTATGCATGTCCAGTTTATGGAAGTACCACTGCAATANCAG 
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SEQ ID NO: 467 

CAGTGCAGCCAAGTATCACACCACTGCACTCCAGTCCTGGACAACAGAAACGANTA 
CTCCATATC A A A A A A A T T AAA T T A A AN GAT A A T AAA TTTCTTGCCGGGCGCAGTGG 
CTCACACCTGTAATCCCAGCACTTTGGGAGGCCGAGGTGGGCGGATCACGAAGTCA 
GGAGATTGAGACCATCCTGGCTAATACAGTGAAATCCCCGTCTCTACTATAAATAC 
AAAAAATTAGCTGGGCATGGTGGCGGGCGTCTGTAGTCCCAGCTACTCAGGAGTCT 
GAGGCAGGAGAATGGTGTGAACCCGGGAGGCGGAGCTTGCAGTGAGCCGAGATCGT 
GCCACTGCAATCCAGCCTGGGCAGCAGAACGAGACTCCATCTCAAATAAATAAATA 
AATAAAAT GAAT T T C AGC T AGAAGAGCC T TAT T CC AT TTTCCTTTTTAT T AAAC AT 
CTGGCATAAGTTGGTAAGTATGTGAAGTTTATCATATATTCTTATGCGAATTATTA 
TTTTCGCCTTTTTTTTTATAATTCTGTCTGGGATTTGAATAGTAGAGTTTGAATTC 
AGGAAGGAC AC C T G T GAT AGGAC AATAAAAT C T A 

SEQ ID NO: 468 

GAAAGCACATATGATATACATGTGTGTCATATGTATTATTTTGTTTGCCATCTGAG 
TCTTCAAAATTTGTTACAGAATACCTGCATATTAATATTTCAAGGTATGGATTAAT 

SEQ ID NO: 469 

C T GAG TAT T AAC T AAAAA AAAAAAA AAAAAAAAAA AAAAA 
SEQ ID NO: 470 

CCAAACCCAACTGGTCCAGTAGGATACTCACCTTACAGGGGGCGTCTCAAGAGTCT 
CACAGTTCCCTTGGGTCTTAAGAGACTCACTGTTGGACCAGGCGTGGTGACTCACG 
CCTGTAAAACCAGCACTTTGGGAGGCCGAGGCGGGCGGATCAGTTGAGGTCAAGAG 
TTCAAGACCAGCCTGACCAAGGTGCTGAAACCCCGTCTCTACTAAAAATACAAAAA 
TTAGCCAGGCATGGTGGTGTGCGCCTGTAATCCCAGCTACTCCAGAGGCTGAGGCA 
GGAGAATCTCTTGAACCCAGGAGGTGGAGGTTGCAGTGAGTCGAGATCATGCCACT 
GC AC TCCAGCCTGGGT G AC AG AGC GAG AC T C C G T C T TAG AAA AAA AAAAAAA AAAA 
AAAAGAAC C T C AC AG T T C AGC AGGG T T C T AGC AT G AGAC AAT GAGGAC AAGGGT AG 
GTGAGCAGGTGGAAAGAGTGAGAACAGGTCAATTGTGATGGAGAAAATAATAAAGA 
CAGAAAAGGCAGAAGACTGCCTGGCAGAAGACCTGTCCCAGCAGATACAAAAATAC 
AGACAACAGGAGCCAGCATAGACCCTTGACCTGTGTAAGTCTTTCTCAGGCCTTCT 
T T T AAGT AGAAAC AT GCC T T T GAAAAAAAGT T T T AAT AAAC AG G AAAA T C AT AAAT 
CCCTATTTACATAAATAATATATCCTGGTCTTATTCTTAAAACCATTGATTTTTCA 
CGGCTCATTAANAAAGCTGGGCGAGGTGGCTCACGCCCGTCATCCTAGCACTTTGG 
GAGGCCGAGGCGGGCANATCACAAGGTGAGGAGTTGGGAGACCAGCCTGACCAACA 



Clean Copy 

CGGTGAAACCCAGTCTCTACTAAAAATACAAAAATTANCTGGGGGTGGTGGTGTGT 
GCCTGTAATCCAAGCTACTCGGGAGGCTGAGGCAGGA 



SEQ ID NO: 471 

C T T AC T AC C T C C AAC AT G AAAC AAG C AG C C C C GC AC T T C T C G AAG G T C T GAG T T AC 
TTGGAATCGTTTTACCACATGATGGACAGAAGGAATATTTCAGATATCTCTGAAAA 
CCTCAAGCGTTACCTTCTTCAGTATTTTAAGCCAGTGATTGACAGGCAAAGCTGGA 
GTGACAAGGGCTCAGTCTGGGACAGGATGCTCCGCTCGGCTCTCTTGAAGCTGGCC 
TGTGACCTGAACCATGCTCCTTGCATCCAGAAAGCTGCTGAACTCTTCTCCCAGTG 
GATGGAATCCAGTGGAAAATTAAATATACCAACAGATGTTTTAAAGATTGTGTATT 
CTGTGGGTGCTCAGACAACAGCAGGATGGAATTACCTTTTAGAGCAATATGAACTG 
TCAATGTCAAGTGCTGAACAAAACAAAATTCTGTATGCTTTGTCAACGAGCAAGCA 
T C AG G AAAAG T T AC T G AAG T T AA T T G AAC T AG G AA T G G AAG G AAAG G T T A T C AAG A 
CACAGAACTTGGCAGCTCTCCTTCATGCGATTGCCAGACGTCCAAAGGGGCAGCAA 
CTAGCATGGGATTTTGTAAGAGAAAATTGGACCCATCTTCTGAAAAAATTTGACTT 
GGGCTCATATGACATAAGGATGATCATCTCTGGCACAACAGCTCACTTTTCTTCCA 
AGGATAAGTTGCAAGAGGTGAAACTATTTTTTGAATCTCTTGAGGCTCAAGGATCA 
CATCTGGATATTTTTCAAACTGTTCTGGAAACGATAACCAAAAATATAAAATGGCT 
GGAG AAGAAT C T T C CGAC T C T GAGGAC T T GGC T AAT GG T T AAT AC T T AAAT GGT C A 
ATAGAAAAAGTAGGCTGGGCGCGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGA 



SEQ ID NO: 472 

j ^ ^ ^ ^/\ ^ ^ ^ |-p rp rp rp rp rp rp rp rp rp rp rp rp rp rp rp rp rp rp rp rp rp rp rp rp rp rp rp rp rp rp rp rp rp rp rp rp rp rp rp rp rp rp rp rp rp rp rp rp iji rji rpi 
rp rp rp rp rp rp rp rp rp rp rp rp rp rp rp rp rp rp rp rp rp rp rp rp rp rp rp rp rp rp rp rp rp rp rp rp rp rp rp rp rp rp rp rp rp rp rp rp rp rp rp rp (^^^Q. ^ 

GTTAAAGTAGGTTTGTCGACGCGGCCACGAATTTCCCGGGGACCAA 



SEQ ID NO: 473 

TTTTTTTTTTTTTTTGGGAGTCAGTTTTCTTTTCTTTTCTTTCTTTTTTTTTTTTT 
GNTTTTCGGAAACGGAGTCTCGCTTTCTCGCCCACTCTGGAGTGGNGCAGTGGGGN 
GGTCTCAGCTCACCACAGCCTCCACCTCCTGGGCCCAAGCGATCCTNTCACCTCAG 
CCTCCTGCGTAGCTGGGACTACAGGCGTGCACCACCATTCCCAGGTAATTTTTGTA 
TTTTTTGTANANACAGGGTTTCACTGTTGTTGCCCAGGCTGGTCTCGAACTCCTGC 
TTCAGTCTGCCANAATGCTGGATTCTAGGCGTGAGCCACCGNGCCTGGCCCAAAAG 
TTACTTTTCTTACAGAAGCAAAGCTTTAATGCATTTTACTGAATGCTTATAGCTTT 
GTAGATACTGAAAAGAGTATGAGCGTCACATACAGACACATNTAACAGCACTGCCT 
CCAACCAGCCCCTACCCACTGGTCAGGNGAGTAANAATCAAAATTCTTTTCTGNGA 
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GTGGAACGGAAATTTCATCTCTCCTCCTCAGGCAAGTAGTTAANAGGCTGGNGGGA 
GTCATGGCCCCATTTTGTTCAAAATACAAGCTCCACAGGAACAAAAGGCTGAACTG 
CTCACCTCCCAACTGATGAACCTCGTCTTTGTTCCATGTCAAAGGGGCCTTTGTGT 
T AC T GC AGC AG AAAC T C C AGC T AT C AAACC AT C AGGC ACC AAAAG T AAAAC T CC T T 
TCTCTAAAAAGACCTCTCTTTACCTGAGCCTTTCAATGCATCTTTGCCCCCANATA 
ATCCTGGATGAGATAATCCCCAGAGGAANACCAGCGCTTGCCTAGTGAAATTATAC 
TATGAGACAAGGGTAAAAGACCTCAAANACCGGGTTGGCAGGTAAGGGAGTAGGGN 

SEQ ID NO: 474 

TCNGTGGCACCCGTTTCCGGCACCTTCAGACTCTGAAGAGCCACCTGCGAATCCAC 
ACAGGAGAGAAACCTTACCATGTACGTAAGCCTCTTGAGGCCGCTCTCTGACCTGC 
GGGGATGTGGAGGGCAGGGAAGGAGGTGGAGCGCAGGGAAGGAGGTGGAGCAGGGA 
GGCAGTGGAACTGTTTGCTCCCATCTCAAGCACACAGTGGGGCAACCACTACGCTA 
ATGGTTGGAAGACCTAGATCTGGGCCCAATGGCCAGACACCCTGCTTGACCTTGGC 
CCAAGCATTAGGGGACTCATCTTTAAAATGAGGGTATGGGACTAGATGATCTGGGC 
C T T AGGAGAGG AGT 

SEQ ID NO: 475 

CGGCTNCTACCCTGCGGAGATCACACTGACCTGGCAGTGGGATGGGGAGGACCAAA 
CTCAGGACACCGAGCTTGTGGAGACCAGGCCAGCAGGAGATGGAACCTTCCAGAAG 
TGGGCAGCTGTGGTGGTGCCTTCTGGAGAAGAGCAGAGATACACGTGCCATGTTCA 
GCACGAGGGGCTGCCGGAGCCCCTCACCCTGAGATGGAAGCCGTCTTCCCAGCCCA 
CCATCCCCATCGTGGGCATCGTTGCTGGCCTGGCTGTCCTGGCTGTCCTAGCTGTC 
CTAGGAGCTATGGTGGCTGTTGTGATGTGTAGGAGGAAGAGCTCAGGTGGAAAAGG 
AGGGAGCTGCTCTCAGGCTGCGTCCAGCAACAGTGCCCAGGGCTCTGATGAGTCTC 
TCATCGCTTGTAAAGCCTGAGACAGCTGCCTGTGTGGGACTGAGATGCAGGATTTC 
TTCACACCTCTCCTTTGTGACTTCAAGAGCCTCTGGCATCTCTTTCTGCAAAGGCA 
TCTGAATGTGTCTGCGTTCCTGTTAGCATAATGTGAGGAGGTGGAGAGACAGCCCA 
CCCCCGTGTCCACCGTGACCCCTGTCCCCACACTGACCTGTGTTCCCTCCCCGATC 
ATCTTTCCTGTTCCAGAGAAGTGGGCTGGATGTCTCCATCTCTGTCTCAACTTCAT 
GGTGCGCTGAGCTGCAACTTCTTACTTCCCTAATGAAGTTAAGAACCTGAATATAA 
ATTTGTTTTCTCAAATATTTGCTATGAAGGGTTGATGGATTAATTAAATAAGTCAA 
T T C C T G GAAG T T G AG AG AG C AAAT AAAG AC C T G AG AAC C T T C C AN AAT C C G 

SEQ ID NO: 476 

TGAAACAAAATGAATTTNTATGGGTAAGAGAGGGTAATATTTTAGAGTTGTGTTAC 
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AAAACTACAAATTTTTATTAAATTAATAAATCAGAATACTAAATCCATGTGTTTTT 
TTCTTTCTTAAAAAATATCTTTTGGCTGGGCACGGTAGCTCATGGCTGTAATCCCA 
GCACTTTGGGAGGCTGAGGTGGGTGGATCGCCTGATGTCAGGAGTTCAAGACCAGC 
CTGGTCAACATGTTGAAACCCCATCTCTACTAAAAATATAAAAATTAGCCGGTGTG 
GTGGTGGGCGCCTGTAATCCCAGCTACTCAGGAGGCTAAGGCAGGAGAATTGCGTG 
AACCCAGGAGTTCAGTGATGTAGCGGGGAGCTGAGATTGTGCCACTACACTCCAGC 
C T GG AT G AC AG AG T GAG AC T C CAT C T C A A A A A A A A A A A A A A A A A A 

SEQ ID NO: 477 

GCATAATGTGAGGAGGTGGAGAGACAGCCCACCCCCGTGTCCACCGTGACCCCTGT 
TCCCATGCTGACTTGTGTTTCCTCCCCAGTCATCTTTCCTGTTCCAGAGAGGTGGG 
GCTGGATGTCTCCATCTCTGTCTCAACTTTATGTGCACTGAGCTGCAACTTCTTAC 
TTCCCTACTGAAAATAAGAATCTGAATATAAATTTGTTTTCTCAAATATTTGCTAT 
GAGAGGT T GAT GGAT TAAT TAAATAAGTCAAT T C C T GG AAT T T GAGAGAGC AAAT A 
AAG AC C T G AG AAC C T T C C AG AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

SEQ ID NO: 478 

C T T ACC AT GT C AGT GC AC AGAAAT GC T G T C T T GGG AT G T AGGAAAAAT AAAT CC AC 
AAAAGC T ACC AAGT T T GAAGGGGACC AT GAGT C T T C AGGC T GGAGC T T CC AAACC A 
GAT G AAAAC C C C AC AAT T AAC C T GC AG T T T AAG AT C C AGC AGC T GGC C AT T T C T GG 
ACTCAAGGTGAATCGTCTGGATATGTATGGAGAAAAGTACAAACCCTTTAAGGGCA 
TAAAATACATGACCAAAGCTGGGAAGTTCCAAGTTCGAACCTGAAGGGAGCATTTG 
CTGAGGGAATAGTCTTGCACATTTTTTCATTTCTTACTTGTCTAAAAGTAAAAAAA 
AATATCAGCCTGTCTCCTAGGTCAGTCCCCTCCTGGACCCACCCGCTCCCTTTTTT 
CCTTAGCCTTCAGTGCCATGGAACTAATCAAGGGAGGAAAAGGTCACCAGGGAGAA 
C T GG AC AG AAC T G AAAC AC AGC AAC AC C AG T T C T C AAGG AC AAGG T G T G T GAT GGG 
GGTAGGAAGCTTGGTGCTTATGTAACCATTTTAAACGTGGTTTCTATAGGAAAGAC 
CAACATTTGTTTAGCTTGCTTGGCTTTAATTATCTAAAGCCAATGAAAGACTTCTT 
T GT T GAT T T T T T AAGAT AGAAAGAT T 

SEQ ID NO: 479 

CAAACACTATGTTATTTTATGAANAAGACTTGAACATCTATGGATTTTGGTATTTG 
CAAGGGGTGAATGGGGTATTTGCAAGCAGTGAATGAGGAGGCCTGGAACCAATCTT 
CTGCTGATATTGAGGCACAACTGAAAAAGGTATATTACTTAAATCTCTTATTGTAT 
TGT AAAC TGT AT AAGT AAT GAAATTAAAAGGC AGAAAT TGTCAGACTGAATAAAAT 
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GAAAAGACC AAAC AAT AT GC T GC T T AC AAGAAAC AC AAT T C AAAT AT AAGGAC AC A 
ATTAGTTTAAAGGAAAAGAACTGGAAAAGATATACCATGATAACACAAGTCAGAAG 
AAAGCTGCTGTGGATATATTAATATGAGATGTAGATTTCAGAGCAGTGAATATTGC 
C AGGC AT AAAGAAAGT T AT T AC AT AAT AAT T AAGGT AT C AGT T CAT C AAGAAGAT G 
TAATAACCCTAAGTATTTATACAACTAATATCAGAGCTTCAAAATACATGAAGCAA 
AAAC C AGT GGAAT T GAT AGGAGAAAC AC AC AAT T AC AC AAT T AT AGT C AGAAT T T T 
CAACATATCTTTCTCAATGGAGAAAACAACTAGACAGGAAATCATTAAGGATATAG 
ATGATTTAAATTATATGATCAACTACCTGGACGTAATTGGCATTTATGGAACACTG 
CACCACCAACAGCAGAGTACATATTATTTTCAAGTACACAGAAAACAGTTACCAAT 
ATAGACCATTTTCTGGGTCATAAAACACATCTCAATAAATGTAAAACAATTAATGT 
TATATAAAGTATGTGCTCTGACCNCAAAGGAATTAGAGATCAATAAAAGAACATCT 
T T G AAAAA T C T C ACN T AT T T AAAAAC T AAT AAC T C AC T T C T AAAT AAC TCCTGTNT 
C A AG AG A A T N A A AN G G 

SEQ ID NO: 480 

CCCAGCCTCACTGCGCCCCGTCAGGCCAGGCAGCTGCCCTCAGGGTCTGCCAAGGT 
GGGGGTCAAGGGCCATGGGGGCAGGTAGCTCTGCCTGCAAAGCCCACAAGCATGTC 
AGAT C AC C T GGGC T GC AG AC AGAC AAAC ACC T GAGC T G T T C T GAAT AC C T T C AGG T 
TCCTGGCCTCGCTGAGCAAGTGCAGAAATTTTTACCTTCAAGGATCAGGGTTTTTC 
TGTTTGTTTGTTTTTTAACACACACATATGTGAACAAAGAGTATGCGTTTGTACTG 
GCAGAAGAAGCGTCTGGTAAGACAACCAGCAAGTTAACAATGGTCACCTCCAGAAA 
TGGGCTGGGTAAACCAAAGAATTTTTTTGTTTTTGTTTTTTTTGAGTCAGGGTCTA 
GCTCTGTCACCCAGGCTGGAACGCACTGGTGTGATCACGGCTCACTGCAGCCTTGA 
CCTCCCTGGCTCAAGCAATCCTCCCAGCTCAGCCTCCTGAGTCGTTGGGACTACAG 
GCACGTGCCACCACGCCTGACACATTTTTTAAATTTTTGTAGAGACAGTGTTTCAC 
CATGTTGCCC AGGC AGGTCTC AAAC TCCTGGGCTCAAGTGGTCCTCCAGCTTCAGC 
CTCCCAAAGTGCTAGGATTATAGGTGTGAGCCACAGTGCCCAGCCCCGTAGTGGAG 
AAT T T C T G T T GAAT G AAC C AAAAGC AAC T GC C AAC C T C T C C AT GC AC C AT G T G T T T 
CAGAGGAGAAAGCACAGTGAAGAATGCAGTGTGTTCTGAGGTCCTGTCACCCCTGA 
GGCTGTGTGTGTCCTTTGCCAAATTAAAGAGTCTTACTGAATGCGGTGCATCCAGG 
AGACAGGCCNAGGTTTGGACTGGTAAAAAAAAA 

SEQ ID NO: 481 

CAGACACCTGGNAGAACGGGAAGGAGACGCTGCAGCGCGCGGACCCCCCAAAGACA 
CATGTGACCCACCACCCCATCTNTGACCATGAGGCCACCCTGAGGTGCTGGGCCCT 
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GGGCTTCTACCCTGCGGAGATCACACTGACCTGGCAGCGGGATGGCGAGGACCAAA 
CTCAGGACACCGAGCTTGTGGAGACCAGACCAGCAGGAGACAGAACCTTCCAGAAG 
TGGGCAGCTGTGGTGGTGCCTTCTGGAGAAGAGCAGAGATACACATGCCATGTACA 
GCATGAGGGGCTGCCGAAGCCCCTCACCCTGAGATGGGAGCCATCTTCCCAGTCCA 
CCGTCCCCATCGTGGGCATTGTTGCTGGCCTGGCTGTCCTAGCAGTTGTGGTCATC 
GGAGCTGTGGTCGCTGCTGTGATGTGTAGGAGGAAGAGTTCAGGTGGAAAAGGAGG 
GAGCTACTCTCAGGCTGCGTCCAGCGACAGTGCCCAGGGCTCTGATGTGTCTCTCA 
CAGCTTGAAAAGCCTGAGACAGCTGTNTTGTGAGGGACTGAGATGCAGGATTTCTT 
CACGCCTCCCCTTTGTGACTTCAAGAGCCTCTGGCATCTCTTTCTGCAAAGGCACC 
TGAATGTGTCTGCGTCCTTGTTAGCATAATGTGAGGAGGTGGAGAGACAGCCCACC 
CTTGTGTCAACTGTGACCCCCTGTTCCCATGCTGACCTGTGTTTCCTCCCCAGTCA 
TCTTTTTTGTTCNCAATAGGTGGGGCCTGGATGTCTCCATCTCTGTNTCA 



SEQ ID NO: 482 

TTATAAGGTACTTTTAAGGTATTTTAGTTGTCTTAGTCTATATTTCTGTACTCACC 
TTTCTTTATCCACTCATCAGTTGATGGGCATGTAGGTTGGTTCCATATCTTTGCAA 
TTCTGAATTGTGCTGTGATCAGGTGTCTTTTTAGTATAATGATTTACTCTCCTTTG 
GGTAGATACCCAGTAGTGGGATTGCTGGATCGAATGGTTTTTATAATTTTCTATTT 
T AC C AC AG TTTCTCTC T GC AT TTTTCCTCTTT G AC C AC T AAC CAT G T G AAAT T C T C 
ATATTGACCTTTATAATGATCATGAACTCTTAGTATCATTGGGAAGGCCACATTTG 
CCACTTATGATTGTAAACCTTATCCTCCATTTTTCCTGTTATTGTTGGTGCAAAAA 
GCACCTATTATACCAGGACTTTAAAAATCAGTCTGATAAGTCTTTGATAAGTCTAA 
TAATAATAACTGATAAGTCCATTGAATT TGC TTCT GAT TACT TTTTCTTTAGTAGC 
TAAACATGTATGTACTCCTATGATTACAATGAACACTCCTCTCCATTTAAATTAAT 
TATTTACATTGATGAAATAGCAAAATGTTAATGACTAAATACTGTCTTGGTTTTTT 
CGTTCCAGGTCAGTCAATATTAACTTCTTATAATTTTCTTTTTTTTCTTT 

SEQ ID NO: 483 

GCAAGGACTAACCCCTATACCTTCTGCATAATGAATTAACTAGAAATAACTTTGCA 
AGGAGAGCC A A AG C T A AG AC C C C C G A A AC CAGACGAGCTACCT A AG A AC AG C T AAA 
AGAGCACACCCGTCTATGTAGCAAAATAGTGGGAAGATTTATAGGTAGAGGCGACA 
AACCTACCGAGCCTGGTGATAGCTGGTTGTCCAAGATAGAATCTTAGTTCAACTTT 
AAAT TTGCCCACAGAACCCTCTAAATCCCCTTGT AAAT TTAACTGTTAGTCCAAAG 
AGGAAC AGC T C T T T GGAC AC T AGGAAAAAACC T T GT AGAGAGAGT AAAAAAT T T AA 
CACCCATAGTAGGCCTAAAAGCAGCCACCAATTAAGAAAGCGTTCAAGCTCAACAC 
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CCACTACCTAAAAAATCCCAAACATATAACTGAACTCCTCACACCCAATTGGACCA 
ATCTATCACCCTATAGAAGAACTAATGTTAGTATAAGTAACATGAAAACATTCTCC 
TCCGCATAAGCCTGCGTCAGATTAAAACACTGAACTGACAATTAACAGCCCAATAT 
CTACAATCAACCAACAAGTCATTATTACCCTCACTGTCAACCCAACACAGGCATGC 
TCATAAGGAAAGGT 

SEQ ID NO: 484 

GGCCACCGGGTGCAAGGTCAGGGCTGGGGTGGAGGCTGGGAAGCCCAGGGCTTGGC 
CCACTGTGGCCGCCTTGTGTGGTCACTGCTTTCCTGGGCCTGCTGTGAGCTCCCTC 
TAGGACCCCAGGCCTGTCTGGTGGGTCACTGTGACCACCACCTTGCACAGCACCTG 
GCGCGTGGCAGGTGCTCAAACATTACTTGTTTCGGAATGAACTTCATCTTGCTCTT 
GGCTTTTTGACTAATGCTGTGGAACATCTGACTAATTAGTGACTCTTTGGGGCCCC 
CAGTTTCCCAGCTATAAAGTGGTAATATTAAGATAATAATTCGGCCGGGCGCGGTG 
GCTCACGCCTGTAATCCCAGCAGCACTTTGGGAGGCCGAGGTGGGCAGATCACGAG 
GTCAGAAGATCGAGACCATCCTGGCTAACACGGTGAAACCCCATCTCTACTAAAAA 
TACAAAAAATTANCCGGGCGTGGTGGCGGGCGCCTGTAGTCCCAGCTACTCANGAG 
GCTGANGCAGGAGAATGGTGTGAACCCGGGAGGCAGAGGTTGCAGTGAACCAAGAT 
CGNNCCACTGCACTCCAGCCTGGGCAACAGAGCGAGACTCCATCTTAAAAAA 

SEQ ID NO: 485 

AATCAGGGCCGCAGTGTGTTCTGCGCCTGCCCAGAGCTGACTCCTGATTTAACCGC 
TGGCGTAACCGCGGGTTGCACGCATGCGTGCTGAAAAGCCTTTCACCCTCACGTGG 
TTTCTTTTTTAACCAGTCATCAAGCGAGGCTCGCGCGCAGGCCCCGCGTTGGAAAA 
TGGCGGGGAAGCTGAAACCTCTGAATGTGGAGGCGCCAGAAGCTGCTGAGGAGGCT 
GAAGGTAGTGAGGGCAAGTGGGCTGCACTCCTTTCTCTCCAACCAGGGCAGAAAGG 
AGGGAGGATTCGTCCCATTACAATAATGAAATAATGATATTCTAATTTTTTTAAAT 
AAAATGTTAAGCCTTTTGTTATTGAA 

SEQ ID NO: 486 

GGAAANCATGAGGCTTCGGGAGCCGCTCCTGAGCGGCAGCGCCGCGATGCCAGGCG 
CGTCCCTACAGCGGGCCTGCCGCCTGCTCGTGGCCGTCTGCGCTCTGCACCTTGGC 
GTCACCCTCGTTTACTACCTGGCTGGCCGCGACCTGAGCCGCCTGCCCCAACTGGT 
CGGAGTCTCCACACCGCTGCAGGGCGGCTCGAACAGTGCCGCCGCCATCGGGCAGT 
CCTCCGGGGAGCTCCGGACCGGAGGGGCCCGGCCGCCGCCTCCTNTAGGCGCCTCC 
TCCCAGCCGCGCCCGGGTGGCGACTCCAGCCCAGTCGTGGATTCTGGCCCTGGCCC 
CGCTAGCAACTTGACCTCGGTCCCAGTGCCCCACACCACCGCACTGTCGCTGCCCG 
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CCTGCCCTGAGGAGTCCCCGCTGCTTGGTAAGGACTCGGGTCGGCGCCAGTCGGAG 
GATTGGGACCCCCCCGGATTTCCCCGACAGGGTCCCCCANACATTCCCTCAGGCTG 
GCTCTTCTACGACAGCCAGCCTCCCTCTTCTGGATCAGAGTTTTAAATCCCANACA 
GAGGCTTGGGACTGGATGGGAGAGAAGGTTTGCGAGGTGGGTCCCTGGGGAGTCCT 
GTTGGAGGCGTGGGGCCGGGACCGCACAGGGAAGTCCCGAGGCCCCTCTAGCCCCA 
AAACCANAGAAGGCCTTGGAGACTTCCCTGCTGTGGCCCGAGGCTNAGGAAGTTTT 
GGAGTTTTGGGTCTGCTTANGGCTTCNAGCAGCCTTGCACTGAGAACTTTGGTAGG 
GACCTCGAGTAATCCACTCCNTTTTNGGGACTGACGTGAGGCTCCCGGTGGGGAAA 
GANACTGACCTNTC 

SEQ ID NO: 487 

CCGACCTGTCTCGCTCCGTGGCCTTAGCTGTGCTCGCGCTACTCTCTCTTTCTGGC 
CTGGAGGCTATCCAGCGTACTCCAAAGATTCAGGTTTACTCACGTCATCCAGCAGA 
GAATGGAAAGTCAAATTTCCTGAATTGCTATGTGTCTGGGTTTCATCCATCCGACA 
T T GAAG T T G AC T T AC T G AAG AAT GG AG AG AG AAT T GAAAAAG T GG AGC AT T C AG AC 
TTGTCTTTCAGCAAGGACTGGTCTTTCTATCTCTTGTACTACACTGAATTCACCCC 
CACTGAAAAAGATGAGTATGCCTGCCGTGTGAACCATGTGACTTTGTCACAGCCCA 
AGATAGTTAAGTGGGATCGAGACATGTAAGCAGCATCATGGAGGTTTGAAGATGCC 
GCATTTGGATTGGATGAATTCCAAATTCTGCTTGCTTGCTTTTTAATATTGATATG 
C T TAT AC AC T T AC AC T T T AT GC AC AAAAT GT AGGGT T AT AAT AAT GT T AAC AT GGA 
CATGATCTTCTTTATAATTCTACTTTGAGTGCTGTCTCCATGTTTGATGTATCTGA 
GCAGGTTGCTCCACAGGTAGCTCTAGGAGGGCTGGCAACTTAGAGGTGGGGAGCAG 
AGAATTCTCTTATCCAACATCAACATCTTGGTCAGATTTGAACTCTTCAATCTCTT 
GCACTCAAAGCTTGTTAAGATAGTTAAGCGTGCATAAGTTAACTTCCAATTTACAT 
ACTCTGCTTAGAATTTGGGGGAAAATTTAGAAATATAATTGACAGGATTATTGGAA 
ATTTGTTATAATGAATGAAACATTTTTGTCATATAAGATTCATATTTACTTCTTAT 
ACA 

SEQ ID NO: 488 

TAAATAGGGAATCCTTTCCCCATTGCTTGTTTTTCTCAGGTTTGTCAAAGATCAGA 
TAGTTGTAGATATGCGACGTTATTTCTGAGGGCTCTGTTCTGTTCCATTGATCTAT 
ATCTCTGTCACATGCACACGTATGTTTGTTGTGGCACTATTCACAGTGGCAAAGAC 
TTGGAACCAACCCAAATGTCCAACAATGATAGACCGGGTTAAGAAAATGCGGCACA 
TATACACCATGGAATACTATGTAGCCATAAAAAATGATGAGTTCGTGTCCTTTGTA 
GGGACATGGATGAAATTGGAAATCATCATTCTCAGTAAACTATCGCAGGAACAAAA 
AAC C AAAC AC T GC AT AT T C T C AC T C AT AGGT GGGAAT T GAAC AGT GGGAAC AC AT G 
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GACACAGGAAGGGGAACATCACACTCTGAGGACTGTTGTGGGGTGGGGGGAGGGAG 
GAGGGATAGCATTGGGAGATATACCTAGTGCTGGATGACGAGTTAGTGGGTGCAGC 
GCACCAGCATGTCACATGTATACATATGTAACTAACCTGCACATTGTGCACATGTA 
C C C T A A A A C T T A A G G T A T 

SEQ ID NO: 489 

CCGCAACAAACACGGGAGTGCAGATATCGCTGCGATGGGCTGATTTCCTTTATTTG 
GGTATATACCCAGCAGTGGGATTGCTGGATTGTATGGTAGCTCTATTAGTTTTTTG 
AGGAACCTCCAAACTGTTCTNCATAGTGGTTGTACTCATTTACATTCCCACTGTGA 
AC C C T G AAAA T T T GAG G C AG G T C T C AG T T AAA T T AG AAAG T T GAT T T T G C C AAG T T 
GGGGACACGCACTCGTGACACAGCCTCAGGAGGAACTGATGACATGTGCCCAGGTG 
GTCAGAGCACAGCTTGGTTTTATACATTTTAGGGAAACCTGAGCCATCAATCAACA 
TACGTAAAATGGGCCGGGCACAGCAGCTCAAGCTGTAATCCCAGCACTCTGGGAGG 
CCGAGGCGGGTGGATCACTTGAGGTCAGGAGTTCGAGACCAGCCTGGCCAACATGG 
TGAAACCCCGTCTCTATTAAAAATACAAAGCTTAGCTGGATGTGGTGGCGCATGCC 
TGTAGTCCCAGCTGCTCTAGGAGGCTGAGGCATGAGAATTGCTTGAACCTGGGAGG 
CAGAGGCTGCAGTGAGCCGAGATCGAGCCACTATACTCCAGCCTGGTCAACAGAGT 
GAGACCCTGTCT 

SEQ ID NO: 490 

CCACAACTGTGTTCACTAGCAACCTCAAACAGACACCATGGTGCACCTGACTCCTG 
AGGAGAAGTCTGCCGTTACTGCCCTGTGGGGCAAGGTGAACGTGGATGAAGTTGGT 
GGTGAGGCCCTGGGCAGGCTGCTGGTGGTCTACCCTTGGACCCAGAGGTTCTTTGA 
GTCCTTTGGGGATCTGTCCACTCCTGATGCTGTTATGGGCAACCCTAAGGTGAAGG 
CTCATGGCAAGAAAGTGCTCGGTGCCTTTAGTGATGGCCTGGCTCACCTGGACAAC 
CTCAAGGGCACCTTTGCCACACTGAGTGAGCTGCACTGTGACAAGCTGCACGTGGA 
TCCTGAGAACTTCAGGCTCCTGGGCAACGTGCTGGTCTGTGTGCTGGCCCATCACT 
TTGGCAAAGAATTCACCCCACCAGTGCAGGCTGCCTATCAGAAAGTGGTGGCTGGT 
GTGGCTAATGCCCTGGCCCACAAGTATCACTAAGCTCGCTTTCTTGCTGTCCAATT 
TCTATTAAAGGTTCCTTTGTTCCCTAAGTCCAACTACTAAACTGGGGGATATTATG 
AAGGGCCTTGAGCATCTGGATTCTGCCTAATAAAAAACATTTATTTTCATTG 

SEQ ID NO: 491 

ATGGGCATCTCTCGG G AC AAC T G G C AC AAG C G C C G C AAAAC C G G G G G C AAG AG AAA 
GCCCTACCACAAGAAGCGGAAGTATGAGTTGGGGCGCCCAGCTGCCAACACCAAGA 
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TTGGCCCCCGCCGCATCCACACAGTCCGTGTGCGGGGAGGTAACAAGAAATACCGT 
GCCCTGAGGTTGGACGTGGGGAATTTCTCCTGGGGCTCANAGTGTTGTACTCGTAA 
AACAAGGATCATCGATGTTGTCTACAATGCATCTAATAACGAGCTGGTTCGTACCA 
AGACCCTGGTGAAGAATTGCATCGTGCTCATCGACAGCACACCGTACCGACAGTGG 
TACGAGTCCCACTATGCGCTGCCCCTGGGCCGCAAGAAGGGAGCCAAGCTGACTCC 
T G AGG AAG AAG AG AT T T T AAAC AAAAAAC GAT C T AAAAAAAT T C AG AAG AAAT AT G 
ATGAAAGGAAAAAGAATGCCAAAATCAGCAGTCTCCTGGAGGAGCAGTTCCAGCAG 
GGCAAGCTTCTTGCGTGCATCGCTTCAAGGCCGGGACAGTGTGGCCGAGCAGATGG 
CTATGTGCTAGAGGGCAAAGAGTTGGAGTTCTATCTTAGGAAAATCAAGGCCCGCA 
AAGGCAAATAAATCCTTGTTTTGTCTTCACCCATGTAATAAAGGTGTTTATTGTTT 
TTGTT 

SEQ ID NO: 492 

CTTNCACATACTGATTGATGTCTCATGTCTCTCTAAAATGTGTAAAACCAAGCTGT 
GCCCCAACCACCTTGGGNACATGTGGNGAGGACCTCCTGAGGCTGTGTCATGGGCA 
CACCTTAACCCTGGGAAAATAAACTTTCTAAACTGACTTGAGAGCTGTCTCAGATA 
TTCTGAGCTTACAGTTATTGTGAAATCATTTTAATTATAAATTAAGTGGAGATTTA 
CTTAAAATCATGTGTAGAAGTAGCCTGTGATATAGTCCTAGATACATACATTATCA 
T C T T AT G T AT CTTCCCTCCCTCTTC C AGG T T C T G AT AAAAAC AG AT G AAAT C T G AA 
AG AC CAT GAC AGT AGT AT T T T GAAAATGAC AGT AT T TGAAAT T AAAAAAT TGT AAA 
AGTGTTCTGTTCTATCACTGCCAAAGGATAAGTTACAAATTGGTTCTTGGAACGTA 
ATATGTACTATGTGCTTGCTATTTAATAATTTACCAGTCTTAGTCTTTTTTATTCA 
GACTAATTTTACCTTTTTTTAACCTATGACTCTTTAGTTATAGTAGTACAAAAAAG 
TAGTTTTAGTTATAGTTTTAGTTGTAGTACAAAAAAGCATTTTCTGTAAGCTTAAT 
TTCTTTCCCCTTCCCGCTTTCCCAGTCAGATGACTTTAGTGATTTGGAGTTGTGTG 
CTTTATAAGTGCATTCCTCAGAGGACTTAATATTACTAAGATTTTAGCAACNCTGA 
AATATGTT 

SEQ ID NO: 493 

TGTNCCTGTAGTCCTGTGTGGGAGGATTGCCTGAGCCTAGGAGCTCAAAGTTGCAG 
TGAGCCCAGATCGNGNCATTGCAGTCCAGCCTGGGTGACAGAGTGAGACCCCATGT 
CAAAAAAAAAAAAAC AAAAAAC AGGGGCCTGCCTCANCCAGCAGGTGAGGTCTGCC 
ACTGAGAGCACTTCTAGCAGCAGGAACAGCCTCCACCCCCACACTGCAATCAAGTT 
TTTTGGGTCAGCCTTAGGAGCTAANAAAGGGCCTAGTTTGNCTAAATAGCAGGAGT 
TATATCCAGGGATCTTCAGGCCCAGGAATGCTAATGAGTAGGCATTCCATGGGCCC 
TGGGAATGGCTTTGTGTGCCANAAATGATGGCCACAAAGGCCTTGCTGCCTTTTTT 
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CAAAATGGCTGCATCCAGCTGAGTGCTCTCTGCCAAAGGGGANAANAAAATAAGTC 
TCCAGTGCATTTAGATTGGTCTCTCATCATCTCTCTCCTTTTTGTTTTTATTAGTC 
TCCT T AAC CAAAAC T GC C AAG AAAGGC T TGGAAT T G AAAC AAAAC C T G AT AN AAN A 
GGTAAGAGGTTGTTCTTTT 

SEQ ID NO: 494 

TGTNTCAAAAAAAAAAAAAAGAACGGNAATGTACTGGAGATGTATTTGATAACCAA 
GGNTTTAGGTAAATTTTCACCAGTATTAGTTNTATTTGCAAACTGAAAAATGTTGT 
AGGCT T AAT AT AAAAT AACC AC AT T AGT GAAC AT T AT AT C T C T T AG A AG A AAG G C C 
ATATTTTGCTCCTGCTTCTGTAAAAATATTATTTGTTTGAAGGGGAAATAATGGTA 
G T G T G AC C T T T C AC T T AAT TCCT AC T C C C T T AAT G T GAG AG AG AC AAAAT G AG C T G 
AAGAAGGAAAAT T C T GGAGT T AC AC T C C AC AACC T T GAAC AT AC T GAC GGAC AT C T 
CTGTTTTGACAACGATTTCTCCATGCCACCCATGCTNTAATGCCTTGTGGATCACG 
GACAACCCTCTTTGCACAAGCTACAGCATCAGCGATGTTATCTTGCAGCAAAGCAC 
TGCAGGATAAATGACAGGCATTAACTGCTCCTGGGGTTTTGCCATCATTACACCAG 
TAGCGGCTATTGATCTGAAATATCCCATAATCAGTGCTTCTGTCTCCAGCATTGTA 
GTTTGTAGCTCGTGTGTTGTAACCACTCTCCCATTTGGCCAAACACATCCAGTTTG 
CTAGGCTGATTCCCCTGTAGCCATCCATTCCCAATCTTTTCAGAGTTCTGGCCAAC 
TCACACCTTTCAAAGACCTTGCCCTGGACCGTAACAGAAAGGAGGACAAGCCCCAG 
AAC AAT GAGAGCC T T C AT GT T GAC 

SEQ ID NO: 495 

TTGGTACCCGGGAAATTCTTTGCCGCGTCGACGGCCGGTGAGGCAGATCACCTGAG 
CCCAGGAGTTCAGGACCAGCCTGGGCAGCATACCGGGATTCCATCTNNACTAAAAA 
C AGT AGGCT GGGTGTGGTGGCTC AT GTCTGTAAGCTCAGGACTTTGGAAGGCC AAG 
ATGGGAGGATCACTTGAGCCTGGGAGTTTGACACCAGCTTGAGCATCGTAGCCAGG 
CCCTGACTCTACAAAAAAGTGAAATAATTAGCCGAGTGTGGTGGTTCACACCTGTA 
ATCCCAGCTGCTCAGGAGGCTGAGGTAGGAGAATCATTTGAACCCGGGAGGTGGAG 
GTTGCAGTTAGCCGAGATCACGCCATTGCACTCCGGCCTGGGCGATAAAGCGAGAC 
T C T G T C T C AAAAAAAAAAAAAA 

SEQ ID NO: 496 

ATTCGGGCCGAGATGTCTCGCTCCGTGGCCTTAGCTGTGCTCGCGCTACTCTCTCT 
TTCTGGCCTGGAGGCTATCCAGCGTACTCCAAAGATTCAGGTTTACTCACGTCATC 
C AGC AGAGAAT GGAAAGT C AAAT T T CC T GAAT T GC T AT GTGTCTGGGTTT CAT CCA 
T C C GAC AT T G AAG T T GAC T T AC T GAAG AAT GGAGAG AGAAT T G AAAAAGT GGAGC A 
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TTCAGACTTGTCTTTCAGCAAGGACTGGTCTTTCTATCTCTTGTACTACACTGAAT 
TCACCCCCACTGAAAAAGATGAGTATGCCTGCCGTGTGAACCATGTGACTTTGTCA 
CAGCCCAAGATAGTTAAGTGGGATCGAGACATGTAAGCAGCATCATGGAGGTTTGA 
AGATGCCGCATTTGGATTGGATGAATTCCAAATTCTGCTTGCTTGCTTTTTAATAT 
TGATATGCTTATACACTTACACTTTATGCACAAAATGTAGGGTTATAATAATGTTA 
ACATGGACATGATCTTCTTTATAATTCTACTTTGAGTGCTGTCTCCATGTTTGATG 
TATCTGAGCAGGTTGCTCCACAGGTAGCTCTAGGAGGGCTGGCACCTTAGAGGTGG 
GG AGC AG AG AAT TCTCTTATC C AAC AT C AAC AT C T T GG T C AG AT T T G AAC T C T T 

SEQ ID NO: 497 

GGATTTTTGGTCCGCACGCTCCTGCTCCTGACTCACCGCTGTTCGCTCTCGCCGAG 
GAACAAGTCGGTCAGGAAGCCCGCGCGCAACAGCCATGGCTTTTAAGGATACCGGA 
AAAAC AC C C G T GG AGC C G GAG G T GG C AAT T C AC C G AAT T C G AAT C AC C C T AAC AAG 
CCGCAACGTAAAATCCTTGGAAAAGGTGTGTGCTGACTTGATAAGAGGCGCAAAAG 
AAAAGAATCTCAAAGTGAAAGGACCAGTTCGAATGCCTACCAAGACTTTGAGAATC 
ACTACAAGAAAAACTCCTTGTGGTGAAGGTTCTAAGACGTGGGATCGTTTCCAGAT 
GAG AAT T C AC AAGC G AC T CAT T G AC T T G C AC AG T C C T T C T GAG AT T G T T AAG C AG A 
TTACTTCCATCAGTATTGAGCCAGGAGTTGAGGTGGAAGTCACCATTGCAGATGCT 
T AAGT C AAC T AT T T T AAT AAAT T GAT G AC C AG T T G T TAAAA 
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SEQ ID NO: 498 nt:362 

CTTATTGAAAATTTTACTAATTTCTTACTTTTTAGGTTTTAGGAGAATACTTTTGGA 
T AAT T GAC T AGCC T C AC AT TAT AT T GAT AGAGGT T C T T GAAAAC T T T AAT GCC AAT 
T C AT GT AT C T TAT G AC T AAAAT AG AT AAT C CAT T T AG AAAT T T AAGT C AT T C T T GC 
GTGCTTGATATGTGTCAGCACTATCCAAGTTGCTAGGGGATACAATGGTGAAGTG 
AAAATATCAGCTAGGTGCCGGTGGCTCACACCTGTTATCCCAACAGTTTGGGAGG 
CCAGGGTGGGAGGATCACTCAAGCACANGCGTTTCACACCAGCCTGGACAACAT 
AC AAG AC C C C AT C T T T AC C AAAAG T TAAG 

SEQ ID NO: 500 nt : 382 

TTTTCTTAGAACTTTATTTTTTCTGGCCAGGCGCAGTGGCTCACACCTGTAATCCC 

AGCACTTTGGGAGGCCAAGGCAGGTCGATCACCTGAGGTCAGGAGCTCAAGACC 

AGCCTGGCCAACATGGTGAAACCCTGTCTCTACTAAAAATACAAAAATTAGCTGG 

GCGTGGTGGCGCATGCCTGTAATCCCANCTACTCAGGAGGCTGAGGCAGGAGAA 

TTGTTTGAACCCGGGAGGCGGAGGTTGCANTGAGCCGAGATTGCGCCACTGCACT 

C C AGC C T GGGC AAC AG AGC G AAAC T C C AT C T C AAAAAAAAAAAAAAAAAAC AAC 

CTTTATTTTTTCTGATTTTAAAAGTAATAACTAGTTTGTAGAAACATTAAAAGT 

SEQ ID NO: 501 nt:559 

TCTTTCGGAAGCGCGCCTTGTGTTGGTACCCGGGAATTCGCGGCCGCGTCGACGC 
GGTCGTAAGGGCTGAGGATTTTTGGTCCGCACGCTCCTGCTCCTGACTCACCGCT 
GTTCGCTCTCGCCGAGGAAC AAGT CGGTCAGGAAGCCCGCGCGC AAC AGCC ATG 
GCTTTTAAGGATACCGGAAAAACACCCGTGGAGCCGGAGGTGGCAATTCACCGA 
AT TCGAATCACCCT AAC AAGCCGCAACGT AAAAT CCTTGGAAAAGGTGTGTGCTG 
ACTTGATAAGAGGCGCAAAAGAAAAGAATCTCAAAGTGAAAGGACCAGTTCGAA 
TGCCTACC A AG AC T T T GAG A A T C AC T AC A AG A A A A AC TCCTTGTGGT G A AG G T T C 
TAAG AC G T GGG AT C G T T T C C AG AT GAG AAT T C AC AAGC G AC T CAT T GAC T T GC AC 
AGT C C T T C T G AGAT T GT T AAGC AG AT T AC T T CC AT C AG TAT T GAGC C AGGAGT T G 
AGG T GG AAG T C AC CAT T GC AG AT GC T T AAG T C AAC TAT T T T AAT AAAT T GAT GAC 
CAGTTGTTT 

SEQ ID NO: 499 nt : 464 

GCGGCTGCTGTTGGTTGGGGGCCGTCCCGCTCCTAAGGCAGGAAGATGGTGGCCG 
CAAAGAAGACGAAAAAGTCGCTGGAGTCGATCAACTCTAGGCTCCAACTCGTTAT 
GAAAAGT GGG AAGT AC G T CC T GGGGT AC AAGC AG AC T C T GAAGAT GAT C AG AC A 
AGGCAAAGCGAAATTGGTCATTCTCGCTAACAACTGCCCAGCTTTGAGGAAATCT 
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GAAATAGAGTACTATGCTATGTTGGCTAAAACTGGTGTCCATCACTACAGTGGCA 
ATAATATTGAACTGGGCACAGCAGCATGCGGAAAATACTACAGAGTGTGCACACTGG 
C T AT CAT T GAT C C AGG T G AC T C T G AC AT CAT T AG AAGC AT GC C AG AAC AG AC T GG 
T G AAAAG T AQ AAC C T T T T C AC C T AC AAAA T T T C AC C T G C AA AC C T T AA AC C T G C AA 
AATTTTCCTTTAATAAAATTTGCTTG 



